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Supplementary File S1. Heatmaps by KEGG pathway. Pathways with at least 5 genes deregulated
across the experiment were selected for display of genes deregulated in each transgenic line.
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Figure S1. Alanine, aspartate and glutamate metabolism.
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Figure S2. Alpha-Linolenic acid metabolism.
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Figure S4. Ascorbate and aldarate metabolism.
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Figure S5. Carbon fixation in photosynthetic organisms.
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Figure S6. Carotenoid biosynthesis.
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Figure S7. Circadian rhythm —plant.
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Figure S8. Cutin, suberine and wax biosynthesis.
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Figure S9. Cyanoamino acid metabolism.
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Figure S10. Cysteine and methionine metabolism.
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Figure S11. Diterpenoid biosynthesis.
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Figure S12. Endocytosis.
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Figure S13. Glucosinolate biosynthesis.
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Figure S14. Glutathione metabolism.
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Figure S15. Glycerolipid metabolism.
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Figure S16. Glycerophospholipid metabolism.
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Figure S17. Glycine, serine and threonine metabolism.
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Figure S18. Glycolysis / Gluconeogenesis.
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Figure 520. Nitrogen metabolism.
ATMG00650 — NADAL - . F°'d6Change
ATMG00070 — NAD9 - ‘2‘
AT2G07751 1 92
ATCGO01110 — NDHH - I :g
ATCG00430 — NDHK -
AATCGO01100 — NDHA -
ATCG00440 — NDHC -
ATCG01010 — NDHF -
AT5G25450 — QCR7—2 - i .
© I~ 0 © 0~ O e Mmoo
O N ™m M NO O e ——< MmO n O n
S AN AN OO < - < T nmNMmun O NN
T M ANOTITIEITNNAN T S <
agege R g il Fulogs Bl gl
2oco0ocgoco0oso2s220220
= S =SS~ ===

o

Figure S21. Oxidative phosphorylation.
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Figure S22. Pentose and glucuronate interconversions.
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Figure 523. Peroxisome.
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Figure 524. Phenylalanine metabolism.
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Figure S25. Phenylalanine, tyrosine and tryptophan biosynthesis.
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Figure S27. Photosynthesis.
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Figure S28. Plant hormone signal transduction.
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Figure S29. Porphyrin and chlorophyll metabolism.
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Figure S30. Protein processing in endoplasmic reticulum.
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Figure S31. Purine metabolism.
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Figure S36. Tropane, piperidine and pyridine alkaloid biosynthesis.
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Figure S37. Tryptophan metabolism.
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Figure S38. Tyrosine metabolism.
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Figure S39. Ubiquinone and other terpenoid-quinone biosynthesis.
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Figure S40. Ubiquitin mediated proteolysis.
Fold change
AT1G21400 - ! 6
1 4
AT1G10070 — BCAT2 1 2
AT1G50110 — BCAT6. 2

I -4
-6

AT5G34780 — KPR -
AT3G08860 — PYD4 |

O N0 O 0O YIN O N — MmN O O
O N — N INO O — < M O N O N
S NN NO O I T Inmmnmo mnmaAaN N
TN MAVIIILITNMNNT T
N AN N O O AN AN AN mMm AN NN AN
=S =2=2=2=2=2== = ===

Figure S41. Valine, leucine and isoleucine degradation.
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Figure S42. Zeatin biosynthesis.



