Phylogenetic tree of the Ceratobasidiaceae (Basidiomycota)

with Trechispora as outgroup
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Phylogenetic tree of the Mucorales (Mucoromycota)
with Umbelopsis as outgroup
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Phylogenetic tree of the Dothideomycetes (Ascomycota)
with Saccharomyces as outgroup
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Phylogenetic tree of the Eurotiomycetes (Ascomycota)
with Saccharomyces as outgroup
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Phylogenetic tree of the Leotiomycetes (Ascomycota)

with Saccharomyces as outgroup
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Phylogenetic tree of the Sordariomycetes (Ascomycota)
with Saccharomyces as outgroup
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