Lipid ID_3127: SPH(d19:0)
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Lipid ID_2929: PC(40:8)

Supplementary figure 1. Potential biomarkers detected after OPLS-
DA for discrimination between resistant and sensitive parasites
without drug challege. The antimony resistant parasites (HR_C) were
compared with sensitive parasites (WT_C) in absence of the drug. The
downregulated and up-regulated potential lipid biomarkers are
highlighted in blue or red, respectively. Raw and normalized peak area
intensity are plotted by lipid compound. The fold change (FC) and the
raw p-value (p) are included per lipid.
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Supplementary figure 2. Potential biomarkers detected after OPLS-
DA associated with the antimony resistant phenotype under drug
challenge. The antimony resistant parasites growing under antimony

Lipid ID_1619: PC (15:0_18:2)
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Lipid ID_1491: DG(18:1_18:2)
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challenge (HR+Sblll) were compared with

HR_.C HR_T HR_C HR_T

the group of untreated
parasites (HR_C). The downregulated and up-regulated potential lipid
biomarkers are highlighted in blue or red, respectively. Raw and
normalized peak area intensity are plotted by lipid compound. The fold

change (FC) and the raw p-value (p) are included per lipid.
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Lipid ID_10: LPC(15:0)
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Supplementary figure 3. Potential biomarkers detected after OPLS-
DA associated with the sensitive phenotype under drug pressure.
The antimony sensitive parasites growing under antimony challenge
the group of untreated parasites
(WT_C). The downregulated and up-regulated potential lipid biomarkers
are highlighted in blue or red, respectively. Raw and normalized peak
area intensity are plotted by lipid compound. The fold change (FC) and

(WT+Sblll) were compared with

Normalized peak area Normalized peak area Normalized peak area

Normalized peak area

Lipid ID_868: TG(18:3_14:3_22:6)
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the raw p-value (p) are included per lipid.
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