Supplementary materials for
Bifidobacterium breve MIN15965 improved bacterial diversity, short-chain fatty acid production,

and immune activation in a cyclophosphamide-induced immunosuppression mouse model
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Supplementary Figure S1. The effects of MN15965 on the structure and composition of the gut microbiota. (n=06
for each group). (A) Phylum level. (B) Genus level. CON, normal control group; MOD, CTX-treated model group; LH,
levamisole hydrochloride; MN15965, B, breve MN15965.



