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Supplementary figure S1. Standard curve of BSA for determination of the concentration of recombinant

p22 protein and purified mAbs. (A) Standard curve of BSA for determination of the concentration of

recombinant p22 protein; (B) Standard curve of BSA for determination of the concentration of purified

mADbs.)
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Supplementary figure S2. Regression curve of affinity determination of monoclonal antibodies. (A)

mAbs 4D10; (B) mAbs 5C12; (C) mAbs 5G7; (D) mAbs 8G12.
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Supplementary figure S3. Sequence of variable regions of monoclonal antibody. (A) mAbs 4D10 and
5C12; (B) mAb 5G7; (C) mAb 8G12.

Supplementary table S1. ASFV isolates involved in multiple sequence alignment in this study

No. Isolate Country Genotype Genon.1e Protein ID
Accession of p22

1 BA71V NC_001659 NP_042704

2 OURTS88/3 Portugal I NC_044957 YP_009703612
3 Nu1979 Italy I MW?723481 UCX48452

4 CAM1994/1 Cameroon I OR387520 WNK21936

5 LO2018 Italy I MW647171 UFQ11170

6 K49 Zaire I MZ205520 QZK26688

7 19155_WB Italy I OP312970 WEFD50873

8 Georgia_2007/1 Georgia I NC_044959 YP_009927101
9 MAD/01/1998 Madagascar II OP781309 WLE29941

10 TAN/01/2001 Tanzania 1I Q0434234 WLE28849

11 MAL/04/2001 Malawi I OP781310 WLE30124

12 MOZ/01/2005 South Africa II OP781313 WLE30676

13 Stavropol_01/08 Russia I PQ672299 XNX60663

14 ZIM/2015 Zimbabwe I OP781311 WLE30308

15 Lv17/WB/Rieli Latvia I OR863252 WPS70783

16 RSA/08/2019 South Africa I OP781312 WLE30492

17 MAL/19/Karonga Malawi I MW856068 QXP49940

18 Nigeria-RV502 Nigeria I OP672342 WEV29709
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