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Supplementary Figure S1: Taxonomic profile (Class level) and relative abundance of the oral microbiota of the five groups of patients with
different clinical condition of HIV. HP: Controls (without HIV), C_HIV: Virally suppressed, ND_HIV: Recently diagnosed HIV,
Candida_HIV: HIV and oral candidiasis, HPV_HIV: HIV and HPV-related oral lesions.
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Supplementary Figure S2: Taxonomic profile (Order level) and relative abundance of the oral microbiota of the five groups of patients with
different clinical condition of HIV. HP: Controls (without HIV), C_HIV: Virally suppressed, ND_HIV: Recently diagnosed HIV,
Candida_HIV: HIV and oral candidiasis, HPV_HIV: HIV and HPV-related oral lesions.
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Supplementary Figure S3: Taxonomic profile (Family level) and relative abundance of the oral microbiota of the five groups of patients
with different clinical condition of HIV. HP: Controls (without HIV), C_HIV: Virally suppressed, ND_HIV: Recently diagnosed HIV,
Candida_HIV: HIV and oral candidiasis, HPV_HIV: HIV and HPV-related oral lesions.
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Supplementary Figure S4: Taxonomic profile (Species level) and relative abundance of the oral microbiota of the five groups of patients
with different clinical condition of HIV. HP: Controls (without HIV), C_HIV: Virally suppressed, ND_HIV: Recently diagnosed HIV,
Candida_HIV: HIV and oral candidiasis, HPV_HIV: HIV and HPV-related oral lesions.



