Supplementary Table S1. Shapiro-Wilk normality test of alpha diversity data.

p-value > 0.05 suggests that the data follows a normal distribution.

Site Type p-value
P Observed Shannon Simpson Chao 1
Bacteria Soil 0.1327 0.1003 0.6295 0.000003914
Bacteria Root 0.9795 0.4379 0.1274 0.1275
Fungi Soil 0.1144 0.2122 0.01878 4.278e-06
Fungi Root 0.03569 0.02782 0.6277 0.004117
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Supplementary Figure S1. Rarefaction curves A. Bacteria, B. Fungi.




