SUPPLEMENTARY MATERIAL:

Metagenomic of liver tissue identified at least two genera of totivirus-like in Molossus

molossus bats

Roseane da Silva Couto’, Endrya do Socorro Foro Ramos"’,Wandercleyson Uchéa Abreu %%, Luis Reginaldo
Ribeiro Rodrigues 3, Luis Fernando Marinho 4, Vanessa dos Santos Morais 5, Fabiola Villanova !, Ramendra Pati

Pandey °, Xutao Deng 7, Eric Delwart 8, Antonio Charlys da Costa 5* and Elcio Leal "+

!'Laboratorio de Diversidade Viral, Instituto de Ciéncias Biologicas, Universidade Federal do Para, Belem 66075-000, Para,
Brazil; couto.roseane@gmail.com (R.S.C.); endrya.ramos@gmail.com (E.d.S.F.R.); fvillanova@gmail.com (F.V.)

2 Programa de Pos-Graduacdo REDE Bionorte, Polo Pard, Universidade Federal do Oeste do Pard, Santarém 68040-255,
Par4, Brazil; uchoa vet@yahoo.com.br (W.U.A.).

3 Laboratory of Genetics & Biodiversity, Institute of Educational Sciences, Universidade Federal do Oeste do Para, Santarém
68040-255, Para, Brazil; luisreginaldo.ufpa@hotmail.com (L.R.R.R.).

4 University of Amazonia, Santarém 68040-255, Para, Brazil; fm8885785@gmail.com (L.F.M.).

5 Laboratory of Virology (LIM 52), Instituto de Medicina Tropical, Universidade de Sdo Paulo, Sdo Paulo 05403-000,
Brazil; va.morais@usp.br (V.d.S.M.); charlysbr@yahoo.com.br (A.C.d.C.)

6 School of Health Sciences & Technology UPES University, Dehradun, Uttarakhand, India Campus Energy Acres, PO
Bidholi, Dehradun-248007; ramendra.pandey@gmail.com (R.P.P.).

7Vitalant Research Institute, San Francisco, CA 94143, USA; edelwart@vitalant.org (E.D.) xutaodeng@gmail.com (X.D.)
8 Department Laboratory Medicine, University of California San Francisco, San Francisco, CA 94143, USA
*Correspondence: elcioleal@gmail.com (E.L.)

+These authors contributed equally to this work.

1 These authors jointly supervised this work.



FIGURES:

beihai_paphia_shell_virus_S_APG75996
golden_shiner_totivirus_YP_009256209
culex_tritaeniorhynchus_totivirus_ANZ93873
'omono_river_virus_BAJ21511

F1_067

F1_080

F1_047

F1_071

‘aedes_aegypti_totivirus_BBM96510
culex_inatomii_totivirus_BBQ05102
piscine_myocarditis_virus_al_v_708_YP_004581250
giardia_lamblia_virus_isolate_wang_Q67653
S - S

1
QJD26160.1Schistocephalussolidustotilikevirus3
F1_002
F1_008
F1_046
F1_064
F1_079
F1_044
F1_003
F1_066
F1_036
F1_032
F1_012
F1_007
F1_021
F1_042
F1_051
F1_081
F1_048
F1_043
F1_045
F1_058
F1_062
F1_006
F1_001
F1_010
F1_052
sclerotium_rolfsii_mycovirus_dsrna_1_AZF86106
schistocephalus_solidus_toti_like_virus_2_QJD26158
atrato_virus_QHA33710
culex_vishnui_subgroup_totivirus_BBQ05098
‘ambrosiozyma_totivirus_a_QED43028
panax_notoginseng_virus_a_YP_009225665
erysiphales_associated_totivirus_2_QIP68046
malassezia_restricta_virus_mrv40l_QJA42332
diatom_colony_associated_dsrna_virus_12_BAU79508
praha_toti_like_virus_QPN36955
NP_659390__Trichomonas_vaginalis_virus_3
leishmania_rna_virus_2_AHK06416

eimeria_tenella_rna_virus_1_YP_009115500

NP_898833__Helicobasi /mompa_totivirus_117
beauveria_bassiana_victorivirus_1_CCC42235
ustilaginoidea_virens_rna_virus_S_YP_009182167

Pairwise identity (%)

100
92
84
s
67
59
1
43
34
26
18

g
2
2 e 8 LI
g 2 5 5 2
2 88 < P
0% S 2S5 g 88g3 o $88
s3%t 89 2 gg8s ¢ §ifs
2 SEsE g 8 889¢T § 8588
g R g G582 1 = &8
o o 1513 8 -2 288093 2 _230%
~ Qax o = 13 2938 ) s@8 E 17
] 288 ¢ e 1Q €3% g0
Q 2R ESZ2 g e asa o vea3 g9
Z 2 1§32 7% Sk g0 g2t g
| 238 > 2 2T Su 259728
© 28s S ! 9% 18 o' T 323
] @ 2 g 2N D282 |
H @ 2 fdoad W22 css )
e 2 o a 3 s JEdEg0 2 - €
23 8 83222 VE Q3 b
234 2 R ERE] £3¢e
s8¢ = 2£¢% g2
23 BEEEEE €%
123 5 = o' T 3 3 = E
2l w S £3352 e
2E 8 = s:9%35¢ 2 )
s Sz a2 19 @
o2 =] SER = @
zE 2 eEss5 8 $8£28
Non - o N8 93IPINBLYNSSYsneRYRY8sog2 2138 MEEEE]
385 % §8¢3R3IZBB8YSs5a9Y0 3 28802835208 48 8
838385 8880805583836 805860388053635888808¢s¢exs3 £S5 EFS
L e o o o -3 £ Y P
Py cififiCiooIToooooocoooocoococoa 5 az =z

Figure S1: Amino acid dentity of RdRpol of totiviruses. Pairwise identity of sequences generated in this study and some

reference sequences of totiviruses. The colored scale indicates the percentage of identity.



