Figure S1. Continued.

MFLUCC 10-0580b Diaporthe pterocarpicola
MFLUCC 10-0580a Diaporthe pterocarpicola
91 GFCC 53089 Diaporthe meliae
CFCC 53090 Diaporthe meliae
SAUCC194.21 Diaporthe osmanthi
SAUCC194.33 Diaporthe chrysalidocarpi
SAUCC194.35 Diaporthe chrysalidocarpi
BRIP 59731a Diaporthe annelisiae
GUCC 9165 Diaporthe osmanthi
CFCC 52565 Diaporthe cercidis
CGMCC 3.19602 Diaporthe spinosa
CFCC 52566 Diaporthe cercidis
MAFF 246452 Diaporthe pseudooculi
79 SCHM 3621 Diaporthe liquidambaris
BRIP 66524 Diaporthe drenthii
BRIP 66523 Diaporthe drenthii
91 LC 6229 Diaporthe podocarpi-macrophylli
_L_rcemcc 3.18281 Diaporthe podocarpi-macrophyli
BRIP 66528 Diaporthe seariei
CBS 161.64 Diaporthe arecae
BRIP 59697a Diaporthe howardiae
SCHM 3615 Diaporthe loropetali
PSCG 388 Diaporthe spinosa
CDP 0358 Diaporthe pseudophoenicicola
LC 6150 Diaporthe pseudophoenicicola
L.C 6151 Diaporthe pseudophoenicicola
CBS 462.69 Diaporthe pseudophoenicicola
CDP 0047 Diaporthe pseudophoenicicola
CBS 176.77 Diaporthe pseudophoenicicola
SCHM 3680 Diaporthe phyilanthicola
MFLU 16-1059 Diaporthe delonicis
96| MFLUCC 16-0108 Diaporthe pescicola
MFLUCC 16-0105 Diaporthe pescicola
PSCG 036 Diaporthe pescicola
99| JZB320091 Diaporthe guangxiensis
JZB320094 Diaporthe guangxiensis
PSCG 037 Diaporthe pescicola
CBS 131306 Diaporthe ceratozamiae
HNQZ01 Diaporthe pseudophoenicicola
HNHKO3 Diaporthe pseudophoenicicola
HNHKO1 Diaporthe pseudophoenicicola
HNWCO1 Diaporthe pseudophoenicicola
HNWCO02 Diaporthe pseudophoenicicola
HNWNO3 Diaporthe pseudophoenicicola
CDP 0460 Diaporthe chamaeropicola
BCRC FU30382 Diaporthe nelumbonis
MFLUCC 17-2481 Diaporthe krabiensis
951 NTUCC 18-105-1 Diaporthe taiwanensis
NTUCC 18-105-2 Diaporthe taiwanensis
CPC 27875 Diaporthe melitensis
CBS 142551 Diaporthe melitensis
PSCG 057 Diaporthe fulvicolor
HNZZ025 Diaporthe hunanensis
HNZZ023 Diaporthe hunanensis
CGMCC 3.19601 Diaporthe fulvicolor
JZB 320179 Diaporthe viciae
CBS 681.84 Diaporthe cf. heveae 2
SM36 Diaporthe cf. heveae
BR74 Diaporthe cf. heveae
MFLUCC 18-0544 Diaporthe chiangmalensis
MFLUCC 18-0935 Diaporthe chiangmaiensis
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SAUCC194.82 Diaporthe pandanicola
CBS 151.73 Diaporthe perseae
SM30 Diaporthe arecae
CBS 535.75 Diaporthe arecae
BRIP 59718a Diaporthe norfolkensis
100] CGMCC 3.19600 Diaporthe acuta
PSCG 045 Diaporthe acuta
MFLUCC 17-0607 Diaporthe pandanicola
BRIP 59730a Diaporthe gossiae
CFCC 51636 Diaporthe sennae
CFCC 51637 Diaporthe sennae
MFLUCC 20-0183 Diaporthe millettiae
GUCC 9167 Diaporthe millettiae
ZHKUCC 20-0012 Diaporthe endocitricola
ZHKUCC 20-0013 Diaporthe endocitricola
100] CNUCC 201902 Diaporthe anhuiensis
CNUCC 201901 Diaporthe anhuiensis
PSCG 485 Diaporthe taoicola
HNZZ030 Diaporthe camelliae-oleiferae
HNZZ027 Diaporthe camelliae-oleiferae
MAFF 246252 Diaporthe oculi
BRIP 54781 Diaporihe fraxini-angustifoliae
BRIP 54900 Diaporthe fitchiicola
CBS 129519 Diaporthe musigena
BRIP 54847 Diaporthe pascoef
CFCC 53104 Diaporthe schimae
CFCC 53103 Diaporthe schimae
_{ MFLUCC 16-0118 Diaporthe taoicola
MFLUCC 16-0117 Diaporthe taoicola
93] CNUCC 201903 Diaporthe huangshanensis
rl— CNUCC 201904 Diaporthe huangshanensis
CBS 444 .82 Diaporthe eugeniae
CBS 142549 Djaporthe limonicola
CBS 142550 Diaporthe limonicola
73l cPC 27869 Diaporthe limonicola
HNHKO02 Diaporthe limonicola
871 HNQHO3 Diaporthe limonicola
HNQHO02 Diaporthe limonicola
CBS 101339 Diaporthe pseudomangiferae
CBS 388.89 Diaporthe pseudomangiferae
CBS 114979 Diaporthe arengae
BRIP 59361a Diaporthe bounty
SM48 Diaporthe arengae
89 JZB320072 Diaporthe viniferae
JZB320071 Diaporthe viniferae
MFLUCC 15-0748 Diaporthe fraxini-angustifoliae
KUMCC 21-0458 Diaporthe hongheensis
KUMCC 21-0457 Diaporthe hongheensis
SM29 Diaporthe arengae
SM28 Diaporthe arengae
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SM41 Diaporthe arengae
SM45 Diaporthe arengae

SM39 Diaporthe arengae

SM35 Diaporthe arengae

74 SM38 Diaporthe arengae

—— SCHM 3605 Diaporthe averrhoae
CFCC 54582 Diaporthe smilacicola

CFCC 58764 Diaporthe smilacicola

1001 CFCC 51635 Diaporthe sennicola
CFCC 51634 Diaporthe sennicola
100y CFCC 54696 Diaporthe corylicola
CFCC 53986 Diaporthe corylicola

100] ATCC 60325 Diaporthe longicolla

CBS 135422 Diaporthe citri
CBS 134239 Diaporthe citri
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| CBS 116023 Diaporthe longicolia
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Figure S1. Phylogenetic tree generated from maximum likelihood analysis based on ITS sequence data of the Diaporthe arecae

species complex and related species. Bootstrap support values for maximum likelihood (ML-BS > 70 %) are shown at the

nodes. Strains with type status are indicated in bold font. The isolates from this study are presented in brown typeface and the

additional isolates from palm tissues included in the analyses are presented in green typeface. The scale bar represents the

expected number of nucleotide changes per site. The tree is rooted to Diaporthe citri (CBS 134239 and CBS 135422).



CGMCC 3.19601 Diaporthe fulvicolor
PSCG 388 Diaporthe spinosa
PSCG 036 Diaporthe pescicola
CGMCC 3.19602 Diaporthe spinosa
PSCG 057 Diaporthe fulvicolor
PSCG 037 Diaporthe pescicola
MAFF 246252 Diaporthe oculi
CFCC 52566 Diaporthe cercidis
1 HNZZ025 Diaporthe hunanensis
HNZZ023 Diaporthe hunanensis
MFLUCC 16-0105 Diaporthe pescicola
[1°8' MFLUCC 16-0108 Diaporthe pescicola
PSCG 045 Diaporthe acuta
CGMCC 3.19600 Djaporthe acuta
CFCC 52565 Diaporthe cercidis
SAUCC 194.33 Diaporthe chrysalidocarpi
[| SAUCC 194.35 Diaporthe chrysalidocarpi
— MAFF 246452 Diaporthe pseudooculi
ZHKUCC 20-0013 Diaporthe endocitricola
MFLUCC 20-0183 Diaporthe millettiae
ZHKUCC 20-0012 Diaporthe endocitricola
~ GUCC 9167 Diaporthe miflettiae
HNZZ030 Diaporthe camelliae-oleiferae
HNZZ027 Diaporthe camelliae-oleiferae
MFLUCC 15-0748 Diaporthe fraxini-angustifoliae
JZB 320179 Diaporthe viciae
JZB 320091 Diaporthe guangxiensis
JZB 320094 Diaporthe guangxiensis
JZB 320072 Diaporthe viniferae
JZB 320071 Diaporthe viniferae
MFLUCC 17-2481 Diaporthe krabiensis
PSCG 485 Diaporthe taoicola
CNUCC 201903 Diaporthe huangshanensis
CNUCC 201904 Diaporthe huangshanensis
CDP 0047 Diaporthe pseudophoenicicola
CBS 462.69 Diaporthe pseudophoenicicola
LC 6151 Diaporthe pseudophoenicicola
LC 6150 Diaporthe pseudophoenicicola
I. CBS 176.77 Diaporthe pseudophoenicicola
CDP 0358 Diaporthe pseudophoenicicola
HNHKO1 Diaporthe pseudophoenicicola
HNWCO02 Diaporthe pseudophoenicicola
HNQZ01 Diaporthe pseudophoenicicola
73 HNWCO1 Diaporthe pseudophoenicicola
HNWNO3 Diaporthe pseudophoenicicola
HNHKO3 Diaporthe pseudophoenicicola
97 { NTUCC 18-105-1 Diaporthe taiwanensis
NTUCC 18-105-2 Diaporthe taiwanensis
75 ﬂ HNHKO2 Diaporthe limenicola

]
o

HNQHO3 Diaporthe limonicola

HNQHO02 Diaporthe limonicola

I~ BRIP 59730a Diaporihe gossiae

CDP 0460 Diaporthe chamaeropicola

CPC 27869 Diaporthe limonicola

CBS 142549 Djaporthe limonicola

Ll CBS 142550 Diaporthe limonicola

78 CPC 27875 Diaporthe melitensis

CBS 142551 Diaporthe melitensis

— CBS 101339 Diaporthe pseudomangiferae
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Figure S2. Continued.



SM41 Diaporthe arengae
SM49 Diaporthe arengae
SM29 Diaporthe arengae
MFLUCC 10-0580a Diaporthe pterocarpicola
SM30 Diaporthe arecae
MFLUCC 10-0580b Diaporthe pterocarpicola
r CBS 161.64 Diaporthe arecae
— SM28 Diaporthe arengae
75 SM45 Diaporthe arengae
B CBS 444 .82 Diaporthe eugeniae
SM38 Diaporthe arengae
89l SM39 Diaporthe arengae
r CBS 535.75 Diaporthe arecae
= SM35 Diaporthe arengae
%0 CBS 129519 Diaporthe musigena
71 BRIP 54781 Diaporthe fraxini-angustifoliae
CBS 151.73 Diaporthe perseae
CBS 388.89 Diaporthe pseudomangiferae
—— BRIP 59731a Diaporthe annellsiae
— CBS 114979 Diaporthe arengae
MFLUCC 18-0544 Diaporthe chiangmaiensis
SM36 Diaporthe heveae
MFLUCC 18-0935 Diaporthe chiangmaiensis
BR74 Diaporthe heveae
CBS 681.84 Diaporthe cf. heveae 2
100y BRIP 66524 Diaporthe drenthii
BRIP 66523 Diaporthe drenthii
BRIP 54900 Diaporthe litchiicola
100| CFCC 54582 Diaporthe smilacicola
CFCC 58764 Diaporthe smilacicola
99| CFCC 53104 Diaporthe schimae
CFCC 53103 Diaporthe schimae
BRIP 59697a Diaporthe howardiae
CGMCC 3.18281 Diaporthe podocarpi-macrophylli
99! LC 6229 Diaporthe podocarpi-macrophylli
CFCC 51636 Diaporthe sennae
CFCC 51637 Djaporthe sennae
SAUCC 194.82 Diaporthe pandanicaola
BRIP 54847 Diaporthe pascoei
CNUCC 201901 Diaporthe anhuiensis
1 0 CNUCC 201902 Diaporthe anhuiensis
10011 GUCC 9165 Diaporthe osmanthi
SAUCC 194.21 Diaporthe osmanthi
o5 KUMCC 21-0457 Diaporthe hongheensis
KUMCC 21-0458 Diaporthe hongheensis
MFLUCC 16-0118 Diaporthe taoicola
MFLUCC 16-0117 Diaporthe taoicola
92 2x 100] CBS 116023 Diaporthe longicolia

I ATCC 60325 Diaporthe longicolia
BRIP 59718a Diaporthe norfolkensis

BRIP 59361a Diaporthe bounty
100 _| CFCC 53090 Diaporthe meliae
CFCC 53089 Diaporthe meliae

CFCC 53986 Diaporthe coryiicola
100" CFCC 54696 Diaporthe corylicola

I CFCC 51634 Diaporthe sennicola

100! CFCC 51635 Diaporthe sennicola
CBS 134239 Diaporthe citri
100" CBS 135422 Diaporthe citri
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Figure S2. Phylogenetic tree generated from maximum likelihood analysis based on tef sequence data of the Diaporthe arecae
species complex and related species. Bootstrap support values for maximum likelihood (ML-BS > 70 %) are shown at the
nodes. Strains with type status are indicated in bold font. The isolates from this study are presented in brown typeface and the
additional isolates from palm tissues included in the analyses are presented in green typeface. The scale bar represents the

expected number of nucleotide changes per site. The tree is rooted to Diaporthe citri (CBS 134239 and CBS 135422).



HNZZ027 Diaporthe camelliae-oleiferae
HNZZ030 Diaporthe camelliae-oleiferae
JZB 320094 Diaporthe guangxiensis
HNZZ025 Diaporthe hunanensis
CFCC 52566 Diaporthe cercidis
89] CFCC 52565 Diaporthe cercidis
JZB 320091 Diaporthe guangxiensis
HNZZ023 Diaporthe hunanensis
991 SAUCC 194.35 Diaporthe chrysalidocarpi
SAUCC 194.33 Diaporthe chrysalidocarpi
JZB 320071 Diaporthe viniferae
871 MFLUCC 15-0748 Diaporthe fraxini-angustifoliae
JZB 320072 Diaporthe viniferae
ZHKUCC 20-0012 Diaporthe endocitricola
ZHKUCC 20-0013 Diaporthe endocitricola
KUMCC 21-0458 Diaporthe hongheensis
KUMCC 21-0457 Diaporthe iongheensis
PSCG 388 Diaporthe spinosa
HNHKO3 Diaporthe pseudophoenicicola
HNHKO1 Diaporthe pseudophoenicicola
HNQZ01 Diaporthe pseudophoenicicola
HNWNO3 Diaporthe pseudophoenicicola
CBS 114979 Diaporthe arengae
SM29 Diaporthe arengae
100y CFCC 51637 Diaporthe sennae
CFCC 51636 Diaporthe sennae
99| SM45 Diaporthe arengae
SM28 Diaporthe arengae
BRIP 54900 Diaporthe litchiicola
99| MFLUCC 16-0118 Diaporthe taoicola
_%I_‘ MFLUCC 16-0117 Diaporthe taoicola
PSCG 485 Diaporthe taoicola
CDP 0358 Diaporthe pseudophoenicicola
CBS 462.69 Diaporthe pseudophoenicicola
CDP 0047 Diaporthe pseudophoenicicola
CBS 176.77 Diaporthe pseudophoenicicola
SAUCC 194.21 Diaporthe osmanthi
BRIP 66528 Diaporthe searlei
BR74 Diaporthe cf. heveae
SM49 Diaporthe arengae
MFLUCC 10-0580a Diaporthe pterocarpicola
811 MFLUCC 10-0580b Diaporthe pterocarpicola
971 NTUCC 18-105-2 Diaporthe taiwanensis
NTUCC 18-105-1 Diaporthe taiwanensis
BRIP 59697a Diaporthe howardiae
MFLUCC 17-0807 Diaporthe pandanicola
98| SM41 Diaporthe arengae
SM30 Diaporthe arecae
BRIP 59730a Diaporthe gossiae
92| BRIP 59361a Diaporthe bounty
BRIP 59718a Diaporthe norfolkensis
99| CBS 388.89 Diaporthe pseudomangiferae
CBS 101339 Diaporthe pseudomangiferae
SAUCC 194.82 Diaporthe pandanicola

|
[EF [,

I

[

0.04

Figure S3. Continued.



PSCG 036 Diaporthe pescicola
CGMCC 3.19600 Diaporthe acuta
PSCG 045 Diaporthe acuta
MAFF 246452 Diaporthe pseudooculi
CFCC 53103 Diaporthe schimae
CFCC 53104 Diaporthe schimae
PSCG 037 Diaporthe pescicola
MFLUCC 16-0105 Diaporthe pescicola
MFLUCC 16-0108 Diaporthe pescicola
CGMCC 3.18281 Diaporthe podocarpi-macrophylli
LC 6229 Diaporthe podocarpi-macrophyili
97| CPC 27875 Diaporthe melitensis
CBS 142551 Diaporthe melitensis
MFLU 16-1059 Diaporthe delonicis
100 CFCC 54696 Diaporthe corylicola
| cFcc 53986 Diaporthe corylicola
—1 1DOI CNUCC 201902 Diaporthe anhuiensis
CNUCC 201901 Diaporthe anhuiensis
BRIP 59731a Diaporthe annellsiae
SM35 Diaporthe arengae
SM36 Diaporthe cf. heveae
GUCC 9165 Diaporthe osmanthi
CBS 681.84 Diaporthe cf. heveae 2
CBS 444 .82 Diaporthe eugeniae
MFLUCC 17-2481 Diaporthe krabiensis

94

_| SM38 Diaporthe arengae
921 SM39 Diaporthe arengae
BRIP 54781 Diaporthe fraxini-angustifoliae

_1_7 BRIP 54847 Diaporthe pascoei
MFLUCC 20-0183 Diaporthe millettiae
CGMCC 3.19601 Diaporthe fulvicolor
PSCG 057 Diaporthe fulvicolor
JZB 320179 Diaporthe viciae
MAFF 246252 Diaporthe oculi
99| CFCC 53089 Diaporthe meliae
CFCC 53090 Diaporthe meliae
CNUCC 201904 Diaporthe huangshanensis
CNUCC 201903 Diaporthe huangshanensis
CGMCC 3.19602 Diaporthe spinosa
100] HNWCO2 Diaporthe pseudophoenicicola
_| | HNWCO1 Diaporthe pseudophoenicicola
GUCC 9167 Diaporthe millettiae
HNQHO3 Diaporthe limonicola
‘I_HN HKO2 Diaporthe limonicola
CBS 151.73 Diaporthe perseae
HNQHO2 Diaporthe limonicola
CDP 0460 Diaporthe chamaeropicola
CBS 142549 Diaporthe limonicola
CBS 142550 Diaporthe limonicola
841 CPC 27869 Diaporthe limonicola
BCRC FU30382 Diaporthe nelumbonis
100L— BRIP 66524 Diaporthe drenthii
BRIP 66523 Diaporthe drenthii
83 95— CBS 535.75 Diaporthe arecae
L— cBs 161.64 Diaporthe arecae
100) CFCC 58764 Diaporthe smilacicola
CFCC 54582 Djaporthe smilacicola
CBS 129519 Diaporthe musigena
100 2x 100] CBS 116023 Diaporthe longicolla
I ATCC 60325 Diaporthe longicolla
100, CFCC 51635 Diaporthe sennicola
! CFcC 51634 Diaporthe sennicola

100

&r CBS 134239 Diaporthe citri
CBS 135422 Diaporthe citri
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Figure S3. Phylogenetic tree generated from maximum likelihood analysis based on fub2 sequence data of the Diaporthe
arecae species complex and related species. Bootstrap support values for maximum likelihood (ML-BS > 70 %) are shown at
the nodes. Strains with type status are indicated in bold font. The isolates from this study are presented in brown typeface and
the additional isolates from palm tissues included in the analyses are presented in green typeface. The scale bar represents the

expected number of nucleotide changes per site. The tree is rooted to Diaporthe citri (CBS 134239 and CBS 135422).



Figure S4. Continued.

SAUCC 194.82 Diaporthe pandanicola
PSCG 036 Diaporthe pescicola
CFCC 52565 Diaporthe cercidis
CFCC 52566 Diaporthe cercidis
JZB 320072 Diaporthe viniferae
JZB 320091 Diaporthe guangxiensis
84111 JZB 320094 Diaporthe guangxiensis
JZB 320071 Diaporthe viniferae
KUMCC 21-0458 Diaporthe hongheensis
100! KUMCC 21-0457 Diaporthe hongheensis
GUCC 9165 Diaporthe osmanthi
PSCG 485 Diaporthe taoicola
_l_— PSCG 388 Diaporthe spinosa
CGMCC 3.19602 Diaporthe spinosa
1oo| HNZZ030 Diaporthe camelliae-oleiferae
HNZZ027 Diaporthe camelliae-oleiferae
SAUCC 194.33 Diaporthe chrysalidocarpi
SAUCC 194.35 Diaporthe chrysalidocarpi
CGMCC 3.19600 Diaporthe acuta
PSCG 045 Diaporthe acuta
§| CDP 0358 Diaporthe pseudophoenicicola
CBS 176.77 Diaporthe pseudophoenicicola
- CDP 0047 Diaporthe pseudophoenicicola
CBS 462.69 Diaporthe pseudophoenicicola
CPC 27875 Diaporthe melitensis
CBS 142551 Diaporthe melitensis
CBS 142549 Diaporthe limonicola
CPC 27869 Diaporthe limonicola
HNQHO3 Diaporthe limonicola
HNQHO2 Diaporthe limonicola
CBS 142550 Diaporthe limonicola
HNHKO2 Diaporthe limonicola
71 'I NTUCC 18-105-1 Diaporthe taiwanensis
NTUCC 18-105-2 Diaporthe taiwanensis
~ CDP 0460 Diaporthe chamaeropicola
HNWCO02 Diaporthe pseudophoenicicola
HNHKO1 Diaporthe pseudophcenicicola
HNQZ01 Diaporthe pseudophoenicicola
HNHKO32 Diaporthe pseudophcenicicola
HNWCO01 Diaporthe pseudophoenicicola
HNWNO3 Diaporthe pseudophoenicicola
100; MFLUCC 10-0580b Diaporthe pterocarpicola
MFLUCC 10-0580a Diaporthe pterocarpicola
SAUCC 194.21 Diaporthe osmanthi
—— CBS 101339 Diaporthe pseudomangiferae
— CBS 444.82 Diaporthe eugeniae
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ﬁ|_— CGMCC 3.19601 Diaporthe fulvicolor
PSCG 057 Diaporthe fulvicolor
100] HNZZ025 Diaporthe hunanensis
HNZZ023 Diaporthe hunanensis
PSCG 037 Diapoithe pescicola
MFLUCC 15-0748 Diaporthe fraxini-angustifoliae
g9g9] CNUCC 201901 Diaporthe anhuiensis
CNUCC 201902 Diaporthe anhuiensis
CBS 388.89 Diaporthe pseudomangiferae
CBS 151.73 Diaporthe perseae
97] CFCC 51637 Diaporthe sennae
CFCC 51636 Diaporthe sennae
MFLUCC 20-0183 Diaporthe millettiae
— GUCC 9167 Diaporthe millettiae
ZHKUCC 20-0013 Diaporthe endocitricola
ZHKUCC 20-0012 Diaporthe endocitricola
84 MFLUCC 16-0105 Diaporthe pescicola
MFLUCC 16-0108 Diaporthe pescicola

100~ CBS 535.75 Diaporthe arecae
_| F CBS 161.64 Diaporthe arecae
CBS 114979 Diaporthe arengae

72 ﬂ| LC 6229 Diaporthe podocarpi-macrophylli
CGMCC 3.18281 Diaporthe podocarpi-macrophylli
CBS 129519 Diaporthe musigena

100] CFCC 58764 Diaporthe smilacicola

CFCC 54582 Diaporthe smilacicola

CBS 681.84 Diaporthe cf. heveae 2
93 100] CFCC 53103 Diaporthe schimae
I cFee 53104 Diaporthe schimae

2x 100] CBS 116023 Diaporthe longicolla
100 I ATCC 60325 Diaporthe longicolla

100| CFCC 53986 Diaporthe corylicola
CFCC 54696 Diaporthe corylicola
100| CFCC 51635 Diaporthe sennicola
CFCC 51634 Diaporthe sennicola
CBS 134239 Diaporthe citri
100! CBS 135422 Diaporthe citri
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Figure S4. Phylogenetic tree generated from maximum likelihood analysis based on cal sequence data of the Diaporthe arecae
species complex and related species. Bootstrap support values for maximum likelihood (ML-BS > 70 %) are shown at the
nodes. Strains with type status are indicated in bold font. The isolates from this study are presented in brown typeface and the
additional isolates from palm tissues included in the analyses are presented in green typeface. The scale bar represents the

expected number of nucleotide changes per site. The tree is rooted to Diaporthe citri (CBS 134239 and CBS 135422).



99) CBS 535.75 Diaporthe arecae

CBS 151.73 Diaporthe perseae

CBS 161.64 Diaporthe arecae

CBS 444.82 Diaporthe eugeniae
HNWNO3 Diaporthe pseudophoenicicola
HNHKO3 Diaporthe pseudophoenicicola
HNQZ01 Diaporthe pseudophoenicicola
HNWCO02 Diaporthe pseudophoenicicola
HNHKO1 Diaporthe pseudophoenicicola
HNWCO01 Diaporthe pseudophoenicicola

99 CBS 101339 Diaporthe pseudomangiferae
CBS 388.89 Diaporthe pseudomangiferae
CBS 114979 Diaporthe arengae

98] SAUCC 194.35 Diaporthe chrysalidocarpi
SAUCC 194.33 Diaporthe chrysalidocarpi
CPC 27875 Diaporthe melitensis

CPC 27869 Diaporthe limonicola

CBS 142549 Diaporthe limonicola

CBS 142550 Diaporthe limonicola

CBS 142551 Diaporthe melitensis

CBS 462.69 Diaporthe pseudophoenicicola
CBS 176.77 Diaporthe pseudophoenicicola
HNQHO3 Diaporthe limonicola

HNQHO2 Diaporthe limonicola

HNHKOZ2 Diaporthe limonicola

CNUCC 201901 Diaporthe anhuiensis

89! CNUCC 201902 Diaporthe anhuiensis
HNZZ025 Diaporthe hunanensis

HNZZ2023 Diaporthe hunanensis

CFCC 53104 Diaporthe schimae

CFCC 53103 Diaporthe schimae

SAUCC 194.21 Diaporthe osmanthi
CBS 129519 Diaporthe musigena
CGMCC 3.19601 Diaporthe fulvicolor
PSCG 057 Diaporthe fulvicolor

PSCG 036 Diaporthe pescicola

HNZZ030 Diaporthe cameliiae-oleiferae
HNZZ027 Diaporthe camelliae-oleiferae
CGMCC 3.19600 Diaporthe acuta

PSCG 045 Diaporthe acuta

94r- LC 6229 Diaporthe podocarpi-macrophylli
CGMCC 3.18281 Diaporthe podocarpi-macrophyli
— JZB 320179 Diaporthe viciae

PSCG 485 Diaporthe taocicola

- | CFCC 52566 Diaporthe cercidis

PSCG 037 Diaporthe pescicola

CGMCC 3.19602 Diaporthe spinosa

CFCC 52565 Diaporthe cercidis
silziCNUCC 201904 Diaporthe huangshanensis

94| 84

83[1 CNUCC 201903 Diaporthe huangshanensis
90 L | PSCG 388 Diaporthe spinosa
100; CFCC 53090 Diaporthe meliae
CFCC 53089 Diaporthe meliae
84 SAUCC 194.82 Diaporthe pandanicola
100; CFCC 58764 Diaporthe smilacicola
CFCC 54582 Diaporthe smilacicola

96

CBS 681.84 Diaporthe cf. heveae 2
96 2x 100; CBS 116023 Diaporthe longicolia
| ATCC 60325 Diaporthe longicolia
100 100] CFCC 53986 Diaporthe corylicola

| CFCC 54696 Diaporthe corylicola
100| CFCC 51634 Diaporthe sennicola
CFCC 51635 Diaporthe sennicola
100 CBS 135422 Diaporthe cifri
CBS 134239 Diaporthe citri
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Figure SS. Phylogenetic tree generated from maximum likelihood analysis based on his3 sequence data of the Diaporthe
arecae species complex and related species. Bootstrap support values for maximum likelihood (ML-BS > 70 %) are shown at
the nodes. Strains with type status are indicated in bold font. The additional isolates from palm tissues included in the analyses
are presented in green typeface. The scale bar represents the expected number of nucleotide changes per site. The tree is rooted

to Diaporthe citri (CBS 134239 and CBS 135422).
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Figure S6. Phylogenetic trees generated from maximum likelihood analysis of the Diaporthe arecae species complex and related species. A. Based on ITS sequence data. B. Based on tef1 sequence
data. C. Based on tub2 sequence data. D. Based on cal sequence data. E. Based on his3 sequence data. Bootstrap support values for maximum likelihood and maximum parsimony (ML-BS/MP-
BS > 70 %) are shown at the nodes. Taxa numbers were generated, and the corresponding strains and species are shown in the Ais3-phylogram (panel E). Strains with type status are indicated in

bold font. The additional isolates from palm tissues included in the analyses are presented in green typeface. The scale bars represent the expected number of nucleotide changes per site. The trees
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Figure S7. Phylogenetic trees generated from maximum likelihood analysis of the Diaporthe arecae species complex and

related species. A. Based on ITS sequence data. B. Based on tef] sequence data. C. Based on fub2 sequence data. D. Based on

cal sequence data. Bootstrap support values for maximum likelihood and maximum parsimony (ML-BS/MP-BS > 70 %) are

shown at the nodes. Taxa numbers were generated, and the corresponding strains and species are shown in the cal/-phylogram

(panel D). Strains with type status are indicated in bold font. The isolates from this study are presented in brown typeface and

the additional isolates from palm tissues included in the analyses are presented in green typeface. The scale bars represent the

expected number of nucleotide changes per site. The trees are rooted to Diaporthe citri (CBS 134239 and CBS 135422).
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Figure S8. Phylogenetic trees generated from maximum likelihood analysis of the Diaporthe arecae species complex and
related species. A. Based on ITS sequence data. B. Based on fef] sequence data. C. Based on tub2 sequence data. Bootstrap
support values for maximum likelihood and maximum parsimony (ML-BS/MP-BS > 70 %) are shown at the nodes. Taxa
numbers were generated, and the corresponding strains and species are shown in the fub2-phylogram. Strains with type status
are indicated in bold font. The isolates from this study are presented in brown typeface and the additional isolates from palm

tissues included in the analyses are presented in green typeface. The scale bars represent the expected number of nucleotide
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changes per site. The trees are rooted to Diaporthe citri (CBS 134239 and CBS 135422).
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Figure S9. Maximum likelihood species delimitation scheme obtained from the multi-rate Poisson tree process (mPTP)
analysis of the Diaporthe arecae species complex and related species, based on combined dataset of 2-loci (ITS and tef7). Blue-
colored branches illustrate the speciation process and red-colored branches illustrate the coalescent/population process. Putative
species clusters are represented as transitions from blue-colored to red-colored branches or as terminal blue-colored branches
and are highlighted by numbered circles (1-7). Strains with type status are indicated in bold font. The scale bar represents the

expected number of nucleotide changes per site.



