Table S1. Alignment of the consensus sequence from cyanobacterial strain
LLA-10. The nucleotides consensus sequence (1500 bp) and translated
consensus aminoacid sequence (483 aa) were used as query in the blastn, blastx,
tblastx, tblastp and tblastn aligments programs of NCBI. The table shows
identity percentage, organisms and names for gene or proteins found with

identity between 76-99%.
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