Table S2. RT-qPCR validations of differentially expressed genes in in P. lima under 1/16 P-limited condition.

qPCR RNA-Seq
Genes Forward(5"—3") Reverse (5’ —3') logé /(if;);dvcshf;)g ) log(Zl /(fgijdv(;hf;;g ?
PsbA GCCTGTTGCTGGGTCAATTC GCAACAGGAGCTGAAAAGGC -2.05 -2.94
PsbC TGGGCAGGGTCAATGTGTTT CACCTCCTGAAGATACGCCC -0.94 -3.30
PetD GCGAGCCTTCAGGTATTGGT AAGAGAGCAACCTCCAAGCC -3.18 -3.59
MCAT GCTACCCCAGACCTTTGCAT CGTGCAAGCGATGATCAAGG 0.56 1.16
TTCTTCGCTATCCTGGGGGA CAAGATTGGCGATGCGGAAG 1.24 1.81
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