Supplementary Figure S6
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53 HIKYRLYAPHDGDTHTVDGGGG-HDSPYNDDRKGGHDRDNGKGESAYDYGKHPEKOTVIHPYLFFATPPAYYL IDDYNGF TFHTRATEYGLKKYADFALKATPYAGRL Y6-IL GATHPSDIAPDSIDPYF
54 HIKYRLYAPHDGOTHTYDGGEGGHYS==HODRKGGHNDRNNDKGGSAYDY GKHPEKOTY INFYLFFATPPAYYLIGDYHGF TFNTAATEYGLKKYADFALKATPYAGRLYG=-TLGATHPSDIAPDSIDPYF
52 HIKYRLYAPHDGDTHTYDGGGG-HOSPYHDDRKGGHDRODGKGGSAYDF SKHPEKOATYHPYLATALPHPYYPIFGTPGF TINTIATETGLAKISAYISSALPYAGRLLGYTYGANHPSSTAPSSLDSIY
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| |
53 NGHOOTKHAQHAROL AROKGYPHIGYSY TAHPADLYSSLPYSETSSLPTAPASLLAQSYIHTELSRROL TLTKPAYHAPYANIPYYKAEKTAYPGYYSYKYIADKPALOTKLOKTPALAKNPPKYKDDY
54 HGHOOTKHAOHARALARDKGYPHIGYSY TANPADLYSSLPYSETSSLPTAPASLLADSYINTELSRROLTL TKPAYHAPYAHIPYYKAEKTAYPGYYSYKYTADKPALOIKLDKTOQPALAKHPPKYKDDY
52 HOAHO=----0ALAQL ARDAGYLHKGYNY TANPAGFYSSLPYSEIKSLPTAPASLLADSYYHTELSAROLAL TOPTTHYPYANIPYYKAEKTAYPGYYSAKITAGEPAFOIKYDSTKPALAQHPPKYKDDY

261 270 280 290 300 310 320 330 340 350 360 m 380 390
I 1
53 OVSSFLSSPYADTHHAF IDFGSDHEPYYYSLSKIYTAEEEKKOVEEAKRREQENLLRHPYARAERKYODATHAEREAERGYKSAELALMHLKTSPHGL TLADPYKYPAKAEHPETYDVPEYGDYAOTKFH
54 BYSSFLSSPYADTHHAF IDFGSDHEPYYYSLSKIYTAEEEKKOYEEAKRREQEHLLRHPTTARERKL TETHAYLSFABALKESSTATISE -==============-=~ KTKTYRYYO-EQOYNTARKNRDH
g2 BYSSFLSTPYADTHHAF IDFGSOHEPYYYSLSKIYTAEEEKKOYAEAKRRENEHLLRHPTTARERKL TETHOYISFAQALKESSARTISG-—--—--—--———--—--| KTKTYAYYO-EQYNTARKHRDH
391 400 410 420 430 440 450 460 470 480 490 500 510 520

I I
53 FSYLVDSYAKLNALL TAGAGALL TDETSHRDYITKYSYHHLSOQDHLHDPSE THFYLGDVYKEQALEYYGYLRSELLKSKELISHAEKSL ITATESRKKAEQDKKTADOKL KDEQDRKRHRYNYSTFGTVA
54 F==YHONRGLLSAGI TGGPG: OYETERHLAEEKEIKRHRYNYSTFGTVO
g3 F==YNONRGLLSAGITGGPG: OYETERTLAEEKEIKRHRYNYSTFGTYO

521 530 540 550 560 570 580 590 600 610 620 630 640 650
I 1
53 TOLSTLLSAFYARTSGSTASTSASYPSGALASFSYKPAGHIGSGKIYGKDYDILFSIPYKDIPGYKSP THFDOLAKKNGNLDLPIRLAF SHENGERYLRAFKAGSLRYPSSYRGYYGIYDKNTGIFSAET
§4 TALSTLLSAFYARTSGSTASTSASYPSGELASFLYKPAGHIGSGKIYGKDYDILFSIPYKDIPGYKSPTHLDOLAKKNGNLDLPIRLAF SDENGERYLRAFKAGSLRYPSSYRGYAGSYOKNTGIFSAET
g2 TALSTLLSAFYARTFGSTTSISOSYPSGALASFSYKSAGHIGSGRIVGKDYDILFSIPYKDIPGYKSP THLDOLAKKHGSLOLPIRL AFSOENGERYLRAFKAGSLRYPSSYRGYAGS YDKNTGIFSAKT

651 660 670 680 630 700 710 720 730 740 750 760 770 780
| |
83 DGYPSRLYLEHPAFPPIGHYGHTGHTAPDYKALLHTGYDYKPYDKITYTTTPYADPYDIDDY ITHLPTRSGSGYEPTY TYFHSHPYGE THSKGKYSGRSFHTDKAGGPTIOSLDHKTANIDRAGYDKYKLH
54 DGYSSRLYLENPYFPPTGHYGHTGHTAPDYKALLHTGYDVKPYDKITYTITPYADPYDIODYITHLPTASGSGYEPTYYYFHSHPYGETHSKGKYSGRSFHTDKAGGATONLDHKTANTIDRAGYDKYKLH
§2 DGYSSRLYLENPAFPPTGHYGHTGHTAPDYKALLNTGIOYKPYDKITYTYTPYREPHEFDDYIIHTPTADGSGYEPTYYYFHDPLOSORF TRKALDKKYLKHAKDFGIYDTRKHSETLTKFRDATITHLE
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I 1
53 1GRFAESDANKYNIORLERTLKGT--LAYTDTDKRF Y THE TRELERYRNLGIKDGYYPSNOGEVHNNTHTATLEDYKIDERTESL YTSEATKASEEQDMRESK
54 TGRFAESDANKYHIDRLERTLKGT--LAYTOTOKRFY THEIRELERYRHLGIKDGYYPSHOGEYHHHTHTATLEDYKINERTESLYTPEATKASEEQDHRESQ
52 EKETFEKGTYLLYKDSKYFFHPKTHHYYYHOKDHKF ISGHKLDYDSQOYKHYYHHGYLR

Supplementary Figure S6. CaroS4K is compared to the CaroS2K and CaroS3K amino acid sequences



