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Supplemental Figure S1. Sequencing validation of each pTargetF-N20 plasmids.
(A) Validation of each N20 sites for waal gene.

(B) Validation of each N20 sites for the wbbY-Z gene cluster.

(C) Validation of each N20 sites for the CPS gene cluster.

(D) Validation of each N20 sites for the ECA gene cluster.



