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Bacillus subtilis -MK KAMLD-DQIQ VNAEEINA-SYS AETLAHLIKM IBTIBEERYDKE WVAGEDSIEIV NEKKVLLLNS RIBFKOLPWRE YDIDI

Pseudomonas aeruginosa -MTI LLD ADYMAYMLKM PBSTEREDGT WEVKDGHIMIV NEKKERVT RIZANLKIYDE VD
Escherichia coli -LTS PKILAYLLKH PBENYE@PEPWS WDFTEDSIRIV KSHATY

Myxococcus xanthus -LDK PAALAHLFKM BEVERTWPGE WYKATEKGIVV KEMTVT

Oryctolagus cuniculus ——MVEVGVNG AAFNS-GKVD ViAEINIIEFTD LHYMVYMEOM BETEEKEHGT WYKAENGKIRVI NEKAMTIEQ

Homo sapiens MGK VGVN| DS TEEKFHGT MKAENGKIEVI NENPHTIEQR R

Gallus gallus ——MVIVGVN AAVLS-GKVQ VGEEINBIZFTD LNYMVYMEKM BNTEHEKGT MKAENGKIMVI NEHAMTIEQ

Candida albicans -MATINIGIN]| DRI TIERYKGE WTASGDDIVI HKMKVEQ
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Bacillus subtilis ILTINSGKNED VTI MqENED QFDAERHVHI BINGSIGUNINOIN 1NV VYT DEE ESEeamvimy \sIAYIINDOKN T|BN)y
K

Pseudomonas aeruginosa VMTGISKDNT PMF] ANEFD KYAG--QDEV BINESISURENOIN 19T ENQY T NIBN TEEenvigy WEIATIATOKT Vible)s S HIDWIR
Escherichia coli GE-M KTIYYNVNDD TLDGN-DTHV SNASIGNINGE ENVENIAT HIBS E GEMTT IBIAYINGTEST VBERRGINDLIN
Myxococcus xanthus ITISINSAKGPD ITIAY@INHN EYDPAKHHVI BINESIGURENOIN 1N TENQYT VBN EKEINUNNN WIS YWWNDORT LINL.T-HED
Oryctolagus cuniculus IISKEeESXD-A PMF NHE KYDNS—LKEV SINASCTTINCLgA PIRAK VNI DI3! IHGLMT TV HEE TENN Ol DGPSGﬁLW' DGIG
Homo sapiens IISINSSAD-A PMF] VNHE KYDNS-LKHMI SINGSISUNENOIF 1Nz ENQY T HIBN VECIRUNNN \:IATINATIOKT VIBlEaESCINLWIN DGRIG
Gallus gallus IISEeSSAD-A PMEYMEVNHE KYDKS-LK] A APIRAKVINEIDN] IMGLMTT TOKT VNEESCINLWIN DGIRGINAQONIEL [ZA SINEVVNEN
Candida albicans IITINSSAD-A PME] VNED KYTPD-LKHI SINGSIGUWENOIF ENT ENQY\/N|BT EECINUNNN \:IS TIRATOKT VIBEESHINDWIl GGIRTIRS GNEER 135S SINERVNON €K\ TIZEIRNEN IRTEMS LiavasT
250 260 270 280 290 300 310 320 330 340
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Bacillus subtilis PNSILmR/V DIEKTDVTAEE VNEAFIRERAK TSMY] DMS DEPLIWSITBYN TNPHSAVIPRG LTTMVMED-- -RKYSVLALN BNHWEYSICRV LIRHVAAR MKIZEZRYN
Pseudomonas aeruginosa PNYSV\ETV EMAATYEQ IKAA NAE GE GMT EDDVIWSITIBEN GEVCTSVENRA KAGIALND-- -NEMSLVS[IM BNHTEY NKVVEELIAHISK— ———————
Escherichia coli KTGH /S IIGINKVTAEE VNNALIMORTT N--NESFGMT DEEINSISBII GSHEGSViEBA TQTEITAVEE !QL AN IBNIY@FVTOL IRTLEKFAKL —-------
Myxococcus xanthus PNUSILWFTYV NTEIMKVTAEA VIEAFRKINVAE [€PL EES DAQTIESVIEYN GNPHSAT|E®S TNCEVMGD-- -NLLV: NRM TAKFLVSK GV-----
Oryctolagus cuniculus PN\YSIVIBIRT C EINAAKYDD IKKVVOIRSE [EPLINeT GET EDOVIWSICIBEN SATHSSTE®A GAGIALND-- -HE] [NRV LMVHMASK E------
Homo sapiens ANEV\RRT C EINPAKYDD IKKVVINORSE EPLISETIRGMT EHOVIUWSISIBEN SDTHSSTENRA GAGIALND-- -HEWUALIS|EM BNIHEEYSNRV LMAHMASK E------
Gallus gallus VS&/DL EINPAKYDD IKRVV] D EGPLINETIRGMT EDOVIESICIBEN GDSHSST|HBA GAGIALND-- -HEUNLVS|[IM BNEEEYSINRV LMVHMASK E------
Candida albicans TSV R TV KINAASYEE TIAQAIIMKIASE [@PL GMT EDAVIWSITIBEL GSSYSSIEMRE KAGILLSP-- -TEMALIS|EM BNIYEYSTRV LLEHVAKA SA-----

Supplementary Figure S3. Alignment of GAPDH sequences from a variety of prokaryotes and eukaryotes. Columns are shaded if residues have conservation identity (black) or similarity (grey) exceeding 85% according to
the BLOSUM 62 substitution matrix.



