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Figure S1. Multiple amino acid sequence alignment of Immaturin. 
Amino acid sequence alignments of immaturin and its orthologs were generated using MUSCLE with the MEGA5 program. 
Outlined and shaded text represent at least 80% identical (dark shading) or similar (light shading) chemical types of amino 
acid residues. Accession numbers for species names or IDs used in ParameciumDB are indicated. Paramecium IDs begin 
with PCAUDP, GSPATP, and PMMNP for P. caudatum, P. tetraurelia, and P. multimicronucleatum proteins, respectively. 
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