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PREC1 vs pREB2

Figure S1 Loci of pPREC1-specific genes in the comparison with
pREC1 and pREB2.

Two plasmids with significant homology, pREC1 and pREB2, were
compared and genes only present in pPREC1 were mapped in red on the
pPREC1 sequence (light purple). Specific genes were extracted by blastn



(e-value cut off 1e-19, identity cut off 80%). Black triangles show the loci
of transposase genes.
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two Acaryochloris strains.
A Phylogenetic tree (A) and an alignment (B) based on amino acid
sequences of the two PsbUs conserved in A. marina MBIC10699
(AM10699_07930, 17380) and the four PsbUs conserved in A. marina
MBIC11017 (AM1_3966, 5046, D0138, G0114). Plasmid-encoded PsbUs
are AM1_D0138 (pREB4) and AM1_G0114 (pREB?7).
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Phylogenic analysis of PsbU paralogs conserved in



Table S1 List of genes for the concatenated protein seaquences

A core gene search was conducted on 26 Acaryochloris and Cyanothece
sp. PCC7425 and A. thomasi RCC1774 species, listing 897 genes that
are conserved in more than 90% of their strains.

Table S2 Chromosome specific gene in A. marina MBIC10699

Genes encoded in the chromosome of A. marina MBIC10699 that are not
present in the chromosome of A. marina MBIC11017 were extracted.
Genes in red indicate specific genes that are not present in A. marina
MBIC11017 at all, while genes in black indicate that they are present in
the plasmids of A. marina MBIC11017.

Table S3 Chromosome specific gene in A. marina MBIC11017

Genes encoded in the chromosome of A. marina MBIC11017 that are not
present in the chromosome of A. marina MBIC10699 were extracted.
Genes in blue indicate specific genes that are not present in A. marina
MBIC10699 at all, while genes in black indicate that they are present in
the plasmids of A. marina MBIC10699. * indicates that the same KEGG
ID was annotated in multiple genes.

Table S4 Plasmids specific gene in A. marina MBIC10699

Genes encoded in the plasmids of A. marina MBIC10699 that are not
present in the plasmid of A. marina MBIC11017 were extracted. Genes in
red indicate specific genes that are not present in A. marina MBIC11017
at all, while genes in black indicate that they are present in the
chromosome of A. marina MBIC11017. * indicates that the same KEGG
ID was annotated in multiple genes.

Table S5 Plasmids specific gene in A. marina MBIC11017



Genes encoded in the plasmids of A. marina MBIC11017 that are not
present in the plasmids of A. marina MBIC10699 were extracted. Genes
in blue indicate specific genes that are not present in A. marina
MBIC10699 at all, while genes in black indicate that they are present in
the chromosome of A. marina MBIC10699. * indicates that the same
KEGG ID was annotated in multiple genes.



