Supplementary Table S1. Strains and plasmids used in this study

Strains or plasmids

Relevant phenotypes and characteristics®

Source or reference

Dickeya oryzae
EC1
Ahfdec
Ahfgec: (hfdect)
EC1 zmsD::gfp
Ahfgec; zmsD::gfp

Escherichia coli
CC118
DH5a

HB101(pRK2013)

Plasmids

pKNG101
pKNGlOl-hquCl

pKNG101-zmsD-gfp

PBBRI-MCS4
pBBRl- hquCl

Wild-type rice rot pathogen of Dickeya oryzae , Pmb"
hfgec, deletion mutant derived from EC1
The complemented strain of Ahfgec;, Amp"
EC1 with a gfp transcriptional fusion in the coding sequence of zmsD

Ahfgec: with a gfp transcriptional fusion in the coding sequence of zmsD

Host for plasmids constructed of pKNG101
Host for plasmids constructed of pBBRI-MCS4

Thr leu thi recA hsdR hsdM pro, Km'

Knockout vector, Strf

pKNG101 containing in-frame deleted fragment of hfgeci, Str

pKNG101 containing in-frame deleted fragment of zmsD and ORF of gfp, Str

Multicopy expression vector, Amp'

pBBRI-MCS4 containing the coding sequence of hfgec; at the downstream of lac

promoter, Amp’

(1]
This study
This study
This study
This study

Lab collection
Lab collection

Lab collection

Lab collection
This study

This study

Lab collection

This study

aPmb’, Amp", Km', or Str: Resistance to polymyxin B, ampicillin, kanamycin, or streptomycin, respectively.
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Supplementary Table S2. Primers used in this study

Primers Description Sequences
A-1 Forward primer for upstream of hfgec; 5’-CGGGATCCAGAATCAACCCAGTGCGGTC-3’
A-2 Reverse primer for upstream of hfgec; 5’-GCTAAGGGGCAATCTTTGCACGCGTCCTTACCAGTTTACCAC-3’
A-3 Forward primer for downstream of hfgec; 5’-GTGGTAAACTGGTAAGGACGCGTGCAAAGATTGCCCCTTAGC-3’
A-4 Reverse primer for downstream of hfgec; 5’-GGGGTACCCAAAGACATCCGGTGAAGCG-3’
HB-A-F Forward primer for the coding sequence of hfgec: 5’-CCCAAGCTTCGTTACGCACGGTGATTCAG-3’
HB-A-R Reverse primer for the coding sequence of hfgec; 5’-CGGGATCCGGCGGGAAAAGTGCTGATTT-3’
zmsA-F Forward primer for gPCR of gene zmsA 5’-ATCGCAGATATCCGCAGTGG-3’
zmsA-R Reverse primer for gPCR of gene zmsA 5’-CGTACCGTAGCCTGTGACTC-3’
zmsB-F Forward primer for gPCR of gene zmsB 5’-CGCCGTTTAAGGCGATTGAG-3’
zmsB-R Reverse primer for gPCR of gene zmsB 5’-GGTGATCCCACAGGACGTTT-3’
zmsC-F Forward primer for gPCR of gene zmsC 5’-CGTCGGGTCAGTGATATCGG-3’
zmsC-R Reverse primer for gPCR of gene zmsC 5’-CATCAGGTGTGCAGTGTTGC-3’
zmsD-F Forward primer for gPCR of gene zmsD 5’-AGCAGGTGGATCCGCTTATG-3’
zmsD-R Reverse primer for gPCR of gene zmsD 5’-GGGCTACCGCAGTAACACTT-3’
zmsE-F Forward primer for gPCR of gene zmsE 5’-ACAGTGCTAGTGGGCGTTAC-3’
zmsE-R Reverse primer for gPCR of gene zmsE 5’-AACGGAACGTCAACCCAGTT-3’
zmsF-F Forward primer for gPCR of gene zmsF 5’-TGTTAAAGCAGTGTCGGGGT-3’
zmsF-R Reverse primer for gPCR of gene zmsF 5’-ATGGCCTTCCATCTGTTCCG-3’
zmsG-F Forward primer for gPCR of gene zmsG 5’-CAGCAATTGTTGGCGTGGAA-3’
zmsG-R Reverse primer for gPCR of gene zmsG 5’-CTCTATCGCCACCAGCTCAG-3’
zmsl-F Forward primer for gPCR of gene zmsl 5’-GCGCGACGATACCAGTTTTC-3’
zmsl-R Reverse primer for gPCR of gene zmsl 5’-ACACCAGTCAATGCTGCGTA-3’
zmsJ-F Forward primer for gPCR of gene zmsJ 5’-CATCAGACTCGCTGCCGTAT-3’
zmsJ-R Reverse primer for gPCR of gene zmsJ 5’-CCTTTCGGCGTCTCTGTTCT-3’
zmsK-F Forward primer for gPCR of gene zmsK 5’-GTACATCAGATGAGCGGCGA-3’
zmsK-R Reverse primer for gPCR of gene zmsK 5’-ATCCATCGGCACAGGCATAG-3’
gfp-F Forward primer for coding sequence of gfp 5’-atgagccaacaagtcgctgtCCGCTGTCCTTGACTCCACTT-3”
ofp-R Reverse primer for coding sequence of gfp 5’-ataacgatcccacccgcatcGCGCCCGGCAAATTCCTG-3”
D-1 Forward primer for upstream of zmsD 5’-ccectgeaggtcgacggatcc TGTATACCCGTGGCAAGGTGA-3’
D-2 Reverse primer for upstream of zmsD 5’-ACAGCGACTTGTTGGCTCATG-3”
D-3 Forward primer for downstream of zmsD 5’-GATGCGGGTGGGATCGTT-3’
D-4 Reverse primer for downstream of zmsD 5’-gctgcttctacttatggtacc AATACTCCCACCGAGGCAGAA-3’




