Table S3. Bacterial strains used in genomic comparative analysis.

Strains Accession Number Genebank Ref.
Bacillus safensis RGM 2450 JAJQVU000000000 This study
Bacillus siamenesis RGM 2529 JAJQVT000000000 This study
Bacillus altitudinis 41KF2b NZ_ASJC00000000.1 [1]
Bacillus amyloliquefaciens DSM7 NC_014551.1 [2]
Bacillus licheniformis ATCC 14580 CP000002.3 [3]
Bacillus pumilus SF4 CP047089.1 [4]
Bacillus safensis FO-36b CP010405.1 [5]
Bacillus siamensis KCTC 13613 NZ_AJVF00000000.1 [6]
Bacillus subtilis 168 NC_000964.3 (7]
Bacillus subtilis fmb60 LYMC00000000.1 [8]
Bacillus velezensis FZB42 NC_009725.2 [9]
Bacillus velezensis QST713 NZ_CP025079.1 [10]
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