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@ RGM 2450
KC346446.1 Bacillus altitudinis 41KF2bT
o5 | AJ831844.2 Bacillus aerophilus strain 28KT
A]831841.2 Bacillus stratosphericus 41KF2a™
KC346445.1 Bacillus pumilus DSM27 T
KC346444.1 Bacillus safensis FO-036b"
@ RGM 2529
4o | LHCC01000002 Bacillus velezensis KCTC 13012 T
NZ JTKJ02000000 Bacillus methylotrophicus KACC 13105"
96| X60605.1 Bacillus amyloliquefaciens ATCC 23350 T
NZ JTK]J02000000 Bacillus velezensisKACC 13105T
X68416.1 B.licheniformis DSM 137
gij AJ831843.1 Bacillus aerius 24KT
AF302118.1 Bacillus sonorensis NRRL B-23154T

83

L AJ583158.1 Bacillus indicus Sd/3T
1001 D16273.1 Bacillus megaterium IAM 13418 T

AB021185.1 Bacillus flexus IFO 157151
AF526913.3 Bacillus odysseyi NRR B-30641T

AY505499.1 Bacillus aquimaris DSM 16205 T
100

AF483624.1 Bacillus marisflavi DSM 162047

D16272.1 Bacillus lentus IAM 124661
{F AF234863.1 Bacillus nealsonii DSM 15077 ©
D1

6268.1 Bacillus firmus IAM 12464.T
X64465.1 B.methanolicus NCIMB 13113T
D78310.1 Bacillus badius ATCC14574T

— AJ542508.1 Bacillus bataviensis LMG 21833 T

AJ606700.1 Bacillus arsenicus MTCC 43807

0.02

AJ536198.1 Micrococcus luteus DSM 20030

B. pumilus group

B. amyloliquefaciens group

Figure S2. Phylogenetic relationships of RGM 2450 and RGM 2529 strains based on the Bacillus spp. 16S rRNA gene.



