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Trimethoprim/Sulfamethoxazole

- Doxycycline;Tetracycline

F247_IncFIB

(200 603) AbsI — 270 463 bp

Figure S1. Plasmid replicon IncFIB (270 kb) harbored by Crie-F247 S. Infantis isolate
determined by hybrid assembly
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SPI-1 of Type Ill secretion system

SPI-2 of Type Ill secretion system

SPI-3 of Type Ill secretion system
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Figure S2. Virulence genes presence for the isolates studied revealed by bioinformatics

methods. The number of representative genes was selected specific to S.enterica.



