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Figure S1. Rarefaction curves of the full and filtered dataset indicating the number of amplicon sequence variants (ASVs)
found in each sample during vermicomposting of the silver wattle.
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Figure S2. Taxa prevalence versus total counts before and after doing a prevalence filtering using ten percent of all samples
as the prevalence threshold. Each point is a different bacterial ASV.
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Figure S3. Change in bacterial a- and B-diversity during vermicomposting of the silver wattle. (A) a-Diversity is shown
in terms of richness (Chaol estimator) and phylogenetic diversity (Faith’s PD index). Letters indicate significant differ-
ences between time points (Tukey HSD test). (B) B-diversity is shown by principal coordinate analysis (PCoA) of un-
weighted UniFrac and Jaccard distances. Capital and lower case letters indicate significant differences between the time
points in PCoA1 and PCoA2 scores, respectively (Tukey HSD test, FDR corrected).
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Table S1. Differential abundance in bacterial taxa during vermicomposting of silver wattle (Acacia dealbata) analyzed using
negative binomial models as implemented in the package DESeq2.

base log2Fol valu Compar
Mea dChan 1fcSE stat P padj Phylum Class Order Family Genus ASV isol;
n_ ge
11.6622.37754.65284.8093 1.51E-0.0002 Bacteroi- Bacte- Flavobacterial Crocini- ndlassified ASV3day 0 vs.
30 8698 88148 97146 06 59565 dota  roidia oo 0 tomicaceae o0 04 day 14
22.6321.53153.26826.5881 4.45E- 6.01E- V;i“;’ V;rir‘;' Verrucomicro- ~ Rubri- | . . ASVIday0vs.
31 7189 4130721825 11 08 oo COMIERO biales taleaceae 00T 59 day 14
biota biae
5.02021.47484.65364.6146 3.94E-0.0005 Bacteroi- Bacte- . Flavobacte- Flavobacte- ASV6day 0 vs.
. ;. Flavobacteriales . .
3 6958 10889 6807 06 53346 dota roidia riaceae rium 05 day14
\Y -V -
4.26821.2681 4.65384.5700 4.88E-0.0006 Coririrclrlo_ Coririrclrlo_ Verrucomicro-  Rubri- | . ASV6day0vs.
75 8736 34072 35595 06 26596 . . biales taleaceae 68 day14
biota biae
8.91921.25944.53754.68522.80E-0.0004 Myxo- Myxococ- Myxococcales Myxococca- Corallococcus ASV3 day 0 vs.
8 9719 46145 40988 06 23307 coccota cia Y ceae 92 dayl14
2.67520.73124.65474.4538 8.44E-0.0010 Chlor-  Chlor- Chloroflex- ASV8day 0 vs.
49 9315 2173120089 06 07193 oflexi oflexia —loroflexales o FECHZIO8 i qay 14
3.06620.5907 4.65444.42399.69E-0.0011 Bacteroi- Bacte- Cvtophaeal Spiro- Leadbetterell ASV8day 0 vs.
29 2286 19261 08054 06 43967 dota  roidia P 8T somaceae oo oo 03 day 14
hingo-
2.40420.58724.65494.42269.75E-0.0011 Proteo- Alphapro- Sphingomona- an;ig? Novosphingo- ASV9 day 0 vs.
93 9372 89346 29611 06 43967 bacteria teobacteria dales daceae bium 56 day14
26.8818.97772.75846.8798 5.99E- 1.16E- Bacteroi- Bacte- Chitinophagales Chitinoph- Chitinophaga ASV1day 0 vs.
53 6915 6991117348 12 08 dota  roidia PRABAES  gaceae PRA83 98 day 14
Gammap-
239.310.91121.44887.53105.03E-1.36E- Proteo- . Comamon- e day 0 vs.
32 0898 3645914918 14 10 bacteria rOttee(r’ZaC' Burkholderiales = 4/ eqe ~ Unclassified ASVO" o4
57.8110.12281.79845.62851.82E- 6.81E- Bacteroi- Bacte- Chitinophaal Chitinoph- Ferruginibac- ASV6 day 0 vs.
03 7103 9361827636 08 06 dota  roidia OPRABAES 4 gaceae ter 0 day14
hingo-
88.1810.04681.59116.31422.71E-2.82E- Proteo- Alphapro- Sphingomona- angigf’ Novosphingo- ASV3 day 0 vs.
79 8968 3514190613 10 07 Dbacteria teobacteria dales daceae bium 3 day14
46.2110.02592.48264.03845.38E-0.0046 Bacteroi- Bacte- . Flavobacte- Flavobacte- ASV7 day 0 vs.
. ;. Flavobacteriales . .

91 6697 55929 0373 05 24763 dota roidia riaceae rium 2 day14
82.059.760161.63335.9756 2.29E-1.63E- Proteo- ?:;:;EZCP Burkholderiales COMamon-  Hy-  ASVaday O vs.
38 2743 14938 77144 (09 06 bacteria teria adaceae drogenophaga 1 day14
39.949.709121.98574.88951.01E-0.0001 Proteo- Alphapro- Caulobacteral Caulobac- Asti m ASV8day 0 vs.
43 4282 08767 00637 06 8684 bacteria teobacteria o " teraceae steeacatlis day 14
45.139.678241.82305.30871.10E-3.10E- Proteo- Alphapro- Caulobac- Brevundimo- ASV7 day 0 vs.

. . Caulobacterales
3 6061 82248 27058 07 05 Dbacteria teobacteria teraceae nas 7 day14
43.499.661041.90325.07603.85E- 8.66E- Bacteroi- Bacte- Cvtophasales Spiro- Persicitalea ASV7 day 0 vs.
36 3817 4975777789 07 05 dota  roidia P o® somaceae 8 dayl4
33.389.516812.30754.12413.72E-0.0033 Bacteroi-  Bacte- Chitinophagales Chitinoph- undlassified ASV9day 0 vs.
08 3074 87767 3916 05 03089 dota roidia phag agaceae 6 day14
Sphingo-

157.09.494371.60985.8978 3.68E-2.16E- Proteo- Alphapro- Sphingomona- mona Novosphingo- ASV1 day 0 vs.

76 8765 00701 59755 09 06 Dbacteria teobacteria dales daceae bium 8 day14
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Hypho-
67.899.317961.76355.28361.27E- 3.49E- Proteo- Alphapro- Caulobacterales  mona Hirschia ASV5 day 0 vs.
38 3757 5760117475 07 05 bacteria teobacteria 7 day14
daceae
. . Sphingo- .
49.839.294751.85355.01455.32E-0.0001 Bacteroi- Bacte-  Sphingobacte- bacteri- Sphingobacte- ASV7 day 0 vs.
55 4639 48364 73571 (07 08654 dota roidia riales aceae rium 5 day14
57.799.261671.83475.0479 4.47E-9.47E- Proteo- ?a:m;‘ap' Xanthomona- X;n;l Stenotropho- ASV6 day 0 vs.
21 5774 3881353261 07 05 bacteria .o dales OO monas 8 day 14
teria daceae
. Sphingo- .
26.989.179102.49713.67570.00020.0158 Proteo- Alphapro- Sphingomona- mona Novosphingo- ASV1 day 0 vs.
27 8574 75972 95649 37109 37021 bacteria teobacteria dales da(;eae bium 26 day 14
24.509.13521 2.48263.67950.00020.0157 Proteo- fjg;gif Burkholderiales COMAMON-  Pseu-  ASVIday 0 vs.
47 0525 76095 82103 33616 59767 bacteria teria adaceae dorhodoferax 41 day 14
78.769.03148 1.44576.24704.18E-3.76E- Proteo- f’a:m;‘ap' Xanthomona- Rhodano- . ASV5day0vs.
06 5133 11319 87518 10 07 Dbacteria O’:aiiaac dales bacteraceae o o0 2 day 14
91.118.927161.89154.71952.36E-0.0003 Bacteroi-  Bacte- . . Flavobacte- Flavobacte- ASV4day 0 vs.
... Flavobacteriales . .

79 5305 2608 5708 06 72518 dota roidia riaceae rium 2 day14
25.588.814452.10004.19722.70E-0.0025 Bacteroi-  Bacte- Flavobacterial Crocini- Fluviicol ASV1day 0 vs.
63 7429 4509570549 05 63985 dota  roidia 'O o nU tomicaceae o C0 46 day 14
114.28.773681.47865.9337 2.96E-1.82E- Bacteroi- Bacte- Cytophasales Microscil- Ohtackwan iaASVE’> day 0 vs.
65 6618 13134 2696 09 06 dota  roidia O P °® laceae 89 1 day14
339.38.751851.41966.16497.05E- 5.95E- Bacteroi-  Bacte- Flavobacteriales Flavobacte- Flavobacte- ASV3 day 0 vs.
5 7554 2378513301 10 07 dota  roidia o olooon riaceae rium day 14
35.548.71383 1.74354.9976 5.80E-0.0001 Proteo- fjj;‘ifif Xanthomona- . . . . ASVldayOvs.
37 9711 88386 47254 07 12112 bacteria teria dales 08 day14
17.918.637682.11054.09264.26E-0.0037 Bacteroi- Bacte- Chitinophagal Chitinoph- nelassified ASV1day 0 vs.
65 8513 1133199426 05 11434 dota  roidia OPRABAES  agaceae T Y 94 day14
26.508.607351.87914.58034.64E-0.0006 Proteo- fjt‘gng Pseudomona- Moraxel- . . ASVlday0vs.
26 155 91343 4866 06 07548 bacteria teria dales laceae 49 day 14
83.928.569311.46535.8479 4.98E- 2.59E- Bacteroi-  Bacte- Cvtonhacales Microscil- undlassified ASV4 day 0 vs.
61 1839 5781731295 09 06 dota  roidia P 0® laceae 9 day14

Gammap-
84.818.543131.84504.6302 3.65E-0.0005 Proteo- roteobac- Burkholderiales Comamon- unclassified ASV4 day 0 vs.
64 7446 51796 96809 06 24095 bacteria teria adaceae 8§ day14
G -
66.788.447762.36833.56680.00030.0223 Proteo- "7 P Comamon- .. . ASV6dayOvs.
54 3424 95389 72096 61268 58825 bacteria teria adaceae 6 day14
. Xan-
18.478.378012.28733.66270.00020.0165 Proteo- fa:mgap Xanthomona- Iinn Luteimonas ASV2day 0vs.
8 4011 25588 99059 49474 8082 bacteria ' . dales omonar DUIEIMONAS 06 day 14
teria daceae
26.568.334762.37693.50650.00040.0274 Bacteroi-  Bacte- . . Flavobacte- Flavobacte- ASV1day 0 vs.
... Flavobacteriales . .
84 4499 40237 09911 54025 69502 dota roidia riaceae rium 53 day 14
166.78.319941.93094.3087 1.64E-0.0017 Bacteroi-  Bacte- ., Flavobacte- Flavobacte- ASV1day 0 vs.
...  Flavobacteriales . )
76 1375 46746 36836 05 17245 dota roidia riaceae rium 7 day 14
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. . Sphingo-
30.948.199421.81364.5208 6.16E-0.0007 Bacteroi- Bacte-  Sphingobacte- bacteri ndlassified ASV1day 0 vs.
6 5926 7465691273 06 69292 dota  roidia riales S O 40 day4
100.28.189981.41305.79596.79E-3.27E- Proteo- f;r::;zf Burkholderiales  Alcali-  Achromobac- ASV3day 0 vs.
45 9559 57772 3398 09 06 Dbacteria teria genaceae ter 5 day14
121.78.152071.91134.26502.00E-0.0020 Bacteroi-  Bacte- . Flavobacte- Flavobacte- ASV2day 0 vs.
. ;. Flavobacteriales . )
08 0906 7222535768 05 12565 dota roidia riaceae rium 7 day14
hingo-
20.848.119902.13043.81120.00010.0102 Bacteroi- Bacte-  Sphingobacte- Slf o ed bactey ASV2day0vs.
28 4397 98855 69074 38255 49114 dota  roidia riales e o day 14
G - Pseudo-
16.358.06866 2.04553.94448.00E-0.0065 Proteo- r;‘:;gif_ Oceanospiril- hzzuie?_ Pseudohongi- ASV2 day 0 vs.
09 892 7901542556 05 40417 bacteria . lales & ella 40 day14
teria laceae
18.078.058721.75234.5987 4.25E-0.0005 Bacteroi- Bacte- Chitinophagales Chitinoph- Niabella ASV2 day 0 vs.
91 0291 79617 29756 06 85215 dota roidia phag agaceae 16  day 14
Gammap- .
37.088.040881.45735.5173 3.44E- 1.16E- Proteo- . Methylophi ... ASVlday 0 vs.
50 1135 8768524743 08 05 bacteria mtti‘r’gac' Burkholderiales ) qe  Methylophilus o o014
20.607.991181.92714.1466 3.37E-0.0030 Bacteroi- Bacte- Chitinophaeal Chitinoph- Niabell ASV2day 0 vs.
74 1077 53 2514 05 57676 dota  roidia OPRABAES  agaceae P 03 day 14
Sphingo-
26.807.945241.93474.10654.02E-0.0035 Bacteroi- Bacte-  Sphingobacte- lfacltr;fi Pedabacte; ASVLday 0 vs.
03 6035 5482390634 05 17925 dota roidia riales aceae 61 dayl4
117.87.940451.46875.40636 43E-189E- Proteo- " ™P” peudomona-  Moraxel- ... ASV3day 0 vs.
. roteobac- unclassified
85 9764 3857112545 08 05 Dbacteria teria dales laceae 0 dayl4
Gammap- Pseudo-
28.117.858971.84304.26422.01E-0.0020 Proteo- roteobac Pseudomona- mona-  Pseudomonas ASV1day 0 vs.
38 7226 05608 1775 05 12565 bacteria . dales 57 day 14
teria daceae
30.757.703991.99813.85550.00010.0087 Chlor-  Chlor- Chloroflex- ASV1day 0 vs.
11 477 5482 54481 15468 52185 oflexi  oflexia loroflexales e TFCHTZIOS gy oy 14
hingo-
153.27.68486 1.62304.73472.19E-0.0003 Proteo- Alphapro- Sphingomona- an lzgo Novosphingo- ASV2 day 0 vs.
21 0634 86084 21535 06 56573 bacteria teobacteria dales da(::eZe bium 1 dayl4
. Sphingo- .
52.987.426491.48475.00195.67E-0.0001 Proteo- Alphapro- Sphingomona- mona Novosphingo- ASV8 day 0 vs.
24 7907 17087 61633 07 12112 bacteria teobacteria dales da(():eae bium 3 day14
34.997.405342.20293.36160.00070.0419 Chlor-  Chlor- Chloroflex- ASV1day 0 vs.
60 3183 00671 32814 74831 84007 oflexi  oflexia lorofexales o pe  FECHZIO8 i qay 14
326.87.374541.41195.22301.76E-4.57E- Bacteroi- Bacte- Flavobacterial Flavobacte- Flavobacte- ASV6 day 0 vs.
21 6031 24102 4706 07 05 dota  roidia o oCon A laceae rium day 14
30.077.292491.72644.22402.40E-0.0023 Proteo- Alphapro- Caulobacterales Caulobac- unclassified ASV1day 0 vs.
52 9364 07211 89958 05 45537 bacteria teobacteria teraceae 56 day 14
32.367.259991.61924.48357.34E-0.0009 Proteo- Alphapro- Caulobacterales Caulobac- Phenylobacte- ASV1 day 0 vs.
1 2261 61858 19589 06 00552 bacteria teobacteria teraceae rium 48 day 14
Acido-
27.277.022042.08523.36750.00070.0412 ba(;lte;)i- Blastoca- Blastocatellales Blastoca- Blastocatella ASV1day 0 vs.
48 9886 13007 45599 58405 59669 tellia tellaceae 72  day 14
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27.806.971052.04043.41640.00060.0361 * 1"

81 3553 29876 63185 34402 15432 O

biota
14.896.878321.59144.32201.55E-0.0016 ]/::Ctgz

62 5364 45059 62721 05 29341 -
12.63 6.835821.76933.86350.00010.0085 Proteo-
92 0807 00097 73409 1174 65909 bacteria
19.886.817971.74503.90699.35E-0.0073 Proteo-
46 8846 79679 72803 05 74023 bacteria
34.426.597961.77553.71600.00020.0140 10"

55 8739 39786 35424 02373 02151 ba;::l_

322.26.550671.92793.39760.00060.0380 Proteo-
11 2377 76209 93575 79565 44356 bacteria

40.196.428641.68793.80860.00010.0103 Proteo-
6 0002 07171 4547 3973 01852 bacteria

167.86.373791.76013.62100.00020.0189 Bacteroi-
63 0004 99212 61731 93396 40218 dota

16.696.17686 1.86213.31700.00090.0481 * "

9 6697 77632 12616 09855 40254 OO
biota

77.365.988851.42174.21222.53E-0.0024 Proteo-
62 143 54964 95072 05 5369 bacteria

41.415.565271.61943.43640.00050.0342 Proteo-
58 9247 74236 72852 89341 07214 bacteria

2060. 22535 825E-0.0066 Proteo-
8.87197 3.9368 .
3 114 54775 7841 05 6912 bacteria

80.67.  _ 3.3903. _  0.00060.0358 Proteo-
11.5967 3.4204 .
44 1 7988037 25148 91462 bacteria

81.11_. 34010 __ 0.00060.0365 Proteo-
11.6045 3.4120 .
13 261 54395 3779 44792 52648 bacteria

154.7 _ 3.3900. _ 0.00020.0148 Proteo-
12.5369 3.6982 .
99 75 009297 " 1713 70672 bacteria

197.3 . 3.4027. __ 0.00010.0110 Proteo-
12.8875 3.7874 .
95 g, 387887 752223 41876 bacteria

2646 - 46555, 6;)794.0715-0.0005 Firmicu-
97 21.4526 44079 '68 , 06 65582 tes

2613, 46555 __ 3.88E-0.0005 Proteo-
21.4987 46178 .
46 304 8165 4177 06 50689 bacteria

Verru-
M Verrucomicro-  Rubri- . ASV1day 0 vs.
comicro- . Luteolibacter
. biales taleaceae 66 day14
biae
Thermole- Solirubrobacter- Solirubro- . ASV3day 0 vs.
. Patulibacter
ophilia ales bacteraceae 06 dayl14
Alphapr?— Rhizobiales Rhizobi- Neorhizobium ASV3day 0 vs.
teobacteria ceae 58 day 14
Alphapr(?— Rhizobiales Rhizobi- Shinella ASV2day 0 vs.
teobacteria aceae 43 day 14
Actinobac- _ . Microbacte- ... ; ASVlday O vs.
. Micrococcales . unclassified
teria riaceae 43  day 14
. Sphingo- .
Alphapro- Sphingomona- Novosphingo- day 0 vs.
. mona- . ASV7
teobacteria dales bium day 14
daceae
Alphapro.— Caulobacterales Caulobac- Brevundimo- ASV8day 0 vs.
teobacteria teraceae nas 8 dayl14
Bacte- . . Flavobacte- Flavobacte- ASV1day 0 vs.
. ;. Flavobacteriales . .
roidia riaceae rium 9 day14
Ver.ru- Verrucomicro- Verrucomi- ... ; ASV3day0vs.
comicro- . . unclassified
. biales crobiaceae 05 dayl14
biae
Gammap- g
roteobac- Cellvibrionales Cellvibri- Cellvibrio ASVéday 0 vs.
. onaceae 6 day14
teria
Alphapro- Reyran- ASV1day 0 vs.
teobacteria Reyranellales ellaceae Reyranella 14 day 14
Gammap- Pseudomona- Pseudo- day 0 vs.
roteobac- mona- Pseudomonas ASV1
. dales day 14
teria daceae
Alph Bei- ASV3day 0
PRAPTO™ " Rhizobiales jerinckiacea 1174-901-12 ay e vs.
teobacteria o 9 day14
Alph Bet- ASV3day 0
PRAPTO™ phizobiales jerinckiacea unclassified ayevs.
teobacteria o 8 day14
Alphapr Bel- ASV1day 0
PRAaPTO™  phizobiales  jerinckiacea 1174-901-12 ay L s
teobacteria o 3 day14
Alph Bei- ASV1day 0
PRaPTO™  phizobiales jerinckiacea 1174-901-12 ayevs.
teobacteria o 0 dayl14
Clostridia Clostridiales Clostridi- Clostrld.lum ASV9 day 0 vs.
aceae  sensustrictol 72 day 14
Alphapr Bel- ASV9 day 0
PRAPTO" Rhizobiales jerinckiacea 1174-901-12 aysve.
teobacteria 77  day 14

e
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3.082 21.725 44.6550 4667 03.06E-0.0004 Firmicu- Bacilli Erysipelotricha- E1jy51pelot— Turicibacter ASV8day 0 vs.
55 91494 06 5305 tes les richaceae 69 dayl14
973 398
- - . Peptostrepto-
3'1555 21.9528 é'§:§874.71622é?} (;gg)s Flrimcu- Clostridia  coccales-Tis- feptostrep- Intestinibacter A:;W dgy 0 1‘215'
538 6823 s sierellales ococeaceae y
- - Gammap-
5'49822.14594'65384.7585195}3_0'0003 Protec.)- roteobac- Enterobacteralesunclassified unclassified ASV6day 0 vs.
42 91154 06 24716 bacteria . 38 day14
834 9505 teria
8.585 22 647 43.9440 5,741 9.35E-4.07E- Firmicu- Clostridia  Clostridiales Clostridi- Clostrld}um ASV4 day 0 vs.
89 70789 09 06 tes aceae sensustrictol 83 day 14
02 3882
- - Verru-  Verru- Pe-
7.7 4.6534 1.05E-0.0001 ASV .
6322.7182 653 4.8820 05E-0.000 comicro- comicro- Pedosphaerales dosphaerac unclassified 5V6day 0 vs
71 44198 06 9145 . . 30 day14
01 1856 biota biae eae
9.602 . 97774.1734 5.505 63.6815-1.18]51— Firmicu- Clostridia  Clostridiales Clostridi- Clostrld.lum ASV4 day 0 vs.
28 84943 08 05 tes aceae  sensustrictol 18 day 14
921 6072
- - .. Peptostrepto-
11.12 23.51234.55495'1 6192.44E-5.98E— Firmicu- Clostridia  coccales-Tis- Peptostrep- Romboutsia ASV3day 0 vs.
28 46533 07 05 tes . tococcaceae 66 day 14
36 3458 sierellales
13. . 42551_ __ 2.75E-9.76E-Bacteroi- Bacte- hitinoph- ASV4d .
33923.6442 o 5.5566 OE-9.76E- Bacteroi ace Chi’tinophagalesC HOPR™ 4 classified 5 ay 0vs
37 11629 08 06 dota roidia agaceae 12 day 14
614 7241
2%';‘_‘824.8572‘;'365;; 5.34259'2213'2'%?' Flrf“cu' Bacilli Lactobacillales o %" Enterococcus Aigl djy 0 M
563 9794 es caceae ay
day 14
21.3742.61733.299312.9173.61E-2.43E- Proteo- Alphapro- Rhizobiales Xanthobac- unclassified ASV2 Vsayda
9 8251 2478 00131 38 34 Dbacteria teobacteria teraceae 45 '28 y
21.9841.33613.091513.3708.99E- 1.21E- Proteo- (r;jtr:;ng Burkholderiales %l;rcct’zf’ Chromobacte- ASV2 dayd14
44 5203 8016455804 41 36 bacteria , rium 28 VECW
teria aceae 28
25.7130.4546 4.66356.5302 6.56E- 7 44E- Bacteroi- Bacte- Flavobacterial Weeksel- Eliza- ASV2 ‘cliaydlﬁl
65 0006 88818 9271 11 08 dota  roidia o o U@ jaceae  bethkingia 34 5'2 Say
o 1 - day 14
8.58519.28783.96274.86731.13E-0.0002 Firmicu- Clostridia  Clostridiales Clostridi- Clostridium ASV4 s da
89 6084 2361224276 06 03494 tes oo OSHA aceae  sensustrictol 83 %
11.1219.1846 4.57394.19432.74E-0.0025 Firmicu- _, Pepmftre?to' Peptostrep- |, . ASV3 dayd14
28 3598 2237451022 05 63985 tes ool COCCHOSST L occaceae o oud g VSOV
sierellales 28
9.60219.13654.19304.5638 5.02E-0.0006 Firmicu- Clostridia Clostridial Clostridi- Clostridium ASV4 dayd14
28 8811 69472 61447 06 39231 tes osthidia ostridiates aceae  sensustrictol 18 Vs.28ay
335.212.26711.72227.12291.06E-2.38E- Myxo- Pol ia Pol ial d Sa.n- lassified ASV5 dayd14
62 9733 0509259623 12 09 coccota LOlyansia Polyangiales arac;nacea unclassifie Vs.2 8ay
108.911.8567 1.78726.6341 3.26E- 4.89E- :Cltdof Blastoca- o . Blastoca- lnssifieq ASV3 dayd14
27 1061 18225 706 11 08 oo tellia oot pellaceae oot g VRO

ota 28
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337.611.72851.72146.81329.54E-1.61E- Myxo-

06 4377 25622 73614 12 08 coccota
89.6410.9019 1.73476.28443.29E- 3.17E- V;ri“rl'
53 4519 40523 81768 10 07 Cobioiao

96.5510.64921.74076.11769.50E-7.54E- Bacteroi-
13 7653 43469 59911 10 07 dota

99.8210.59841.94885.4382 5.38E- 1.65E- Bacteroi-

62 7516 9173106232 08 05 dota
53.1910.33231.73365.9600 2.52E- 1.70E- Cgrirlrclrlo
23 6069 0371147632 09 06 0

62.7210.31331.72125.99192.07E- 1.55E- Bacteroi-
53 3498 10992 06296 09 06 dota

73.2010.26082.32814.4071 1.05E-0.0011 Bacteroi-
86 0773 99479 85819 05 87323 dota

98.1310.19581.80585.6459 1.64E- 6.33E- Bacteroi-
04 5839 5768592191 08 06 dota

121.610.17251.71405.9346 2.94E- 1.82E- Bacteroi-
11 2567 88507 56015 09 06 dota

80.2310.08301.73115.8244 5.73E- 2.86E- Bacteroi-

77 7766 67999 36258 09 06 dota
140.710.05671.81415.54352.96E-1.03E- Myxo-
7 499 48957 08357 08 05 coccota

37.439.94824 2.28584.3521 1.35E-0.0014 Bacteroi-
44 6949 30385 3698 05 78822 dota

70.979.913321.71375.78467.27E-3.38E- Proteo-
51 3699 2808353817 09 06 bacteria

73.459.902791.71595.77097.88E-3.54E- Proteo-
51 9295 71215 58865 09 06 bacteria

51.829.853041.96925.00355.63E-0.0001 Bacteroi-
22 3828 2631510135 07 12112 dota

41.959.813611.91075.13602.81E- 6.55E- Bacteroi-
55 1111 40516 25028 07 05 dota

90.599.806351.71855.7062 1.16E-4.58E- Bacteroi-
41 3238 37829 19014 08 06 dota

San-
Polyangia Polyangiales daracinacea unclassified ASV4
e
Verru- . .
. Verrucomicro- Verrucomi- ” ASV5
comicro- . . unclassified
. biales crobiaceae 1
biae
Bacte- Microscil- . ASV4
roidia Cytophagales laceae Chryseolinea .
Bacte- . Flavobacte- Flavobacte- ASV4
L. Flavobacteriales . .
roidia riaceae rium 4
Verru- . .
. Verrucomicro- Rubri- . ASVS8
comicro- . Luteolibacter
. biales taleaceae
biae
Ba'ct.e— Chitinophagales Chitinoph- Terrimonas ASV7
roidia agaceae 6
Bacte- . Flavobacte- Flavobacte- ASV6
. Flavobacteriales . .
roidia riaceae rium 4
Bacte- hiti h- ASV4
ace Chitinophagales Chitinop unclassified 5
roidia agaceae
Ba'ct.e- Chitinophagales Chitinoph- Parafilimonas ASV2
roidia agaceae
Bacte- . Flavobacte- Flavobacte- ASV5
. Flavobacteriales . .
roidia riaceae rium 6
San-
ASV2
Polyangia Polyangiales daracinacea unclassified 55
e
Bacte- Microscil- ASV1
tophagal htaek i
roidia Cytophagales laceae Ohtaekwangia 34
Gammap- Comamon ASV6
roteobac- Burkholderiales unclassified
. adaceae
teria
G -
AMMAP™ poeudomona-  Moraxel- . ASV6
roteobac- Cavicella
. dales laceae 3
teria
Bacte- . Flavobacte- Flavobacte- ASV9
.. Flavobacteriales . .
roidia riaceae rium 3
Bacte- . Flavobacte- Flavobacte- ASV1
. Flavobacteriales . .
roidia riaceae rium 17
Bacte- Microscil- o ASV5
roidia Cytophagales laceae unclassified 0

day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
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158.09.773851.71125.71151.12E-4.58E- Proteo- (r;a;:rgch' Steroidobacter- Steroido- . . ASV2 dsayd?
39 0052 5076824129 08 06 bacteria - . ales bacteraceae ' oooeo g VSO
teria 28
. . day 14
178.09.733551.70225.7181 1.08E-4.54E- Bacteroi- Bacte- Chitinophacales Chitinoph- unclassified ASV1 vs. da
06 4038 1275377132 08 06 dota  roidia PRABAIES  agaceae 6 y
30.119.69732 2.30394.2090 2.56E- 0.0024 V;i“;’ V;rir‘;' Verrucomicro-  Rubri- . . ASVI daydM
47 1242 4167113345 05 71814 O croT COMICIO biales taleaceae = oooHeG gy VE-CAY
biota biae 28
44.969.681601.94474.97836.41E-0.0001 lf“td;’i' Vicina- Vicinamibacter- - oo ASVI faydm
99 6985 2979 81591 07 2015 agtz mibacteria ales unciasstiied tndassiied o7 S'zgay
Gammap- .. day 14
39.699.637851.99484.83121.36E-0.0002 Proteo- "7 P L Spongiibac- oo ASVL SV
8 7897 90422 71829 06 40839 bacteria ) v teraceae 24 VSO
teria 28
. day 14
26.569.615202.35754.07844.53E-0.0039 Plancto- Plancto- Pirellulales Pirellu- Pird lineage ASV1 vs. da
21 3021 34986 98549 05 20246 mycetota mycetes laceae 8¢ o7 8 y
190.39.501591.73815.46644.59E- 144E- Myxo- . . o dar::;cea esifieq ASV1 d:‘yd?
06 6299 7654816118 08 05 coccota oo TOyanel . R
51.509.446891.96134.81651.46E-0.0002 Bacteroi- Bacte- Fl bacterial Flavobacte- Flavobacte- ASV9 dayd14
05 8942 4180549016 06 55931 dota  roidia 'O aCteHAES i ceae rium 2 VS‘2 Say
. Sphingo- . day 14
73.829.440331.96324.80861.52E-0.0002 Proteo- Alphapro- Sphingomona- mona Novosphingo- ASV6 v d
81 1614 14385 09638 06 59565 bacteria teobacteria dales ° bium 2 s- aay
daceae 28
Gammap- day 14
34.009.422102.15654.36901.25E-0.0013 Proteo- roteobac- Burkholderiales Comamon- nclassified ASV1 s da
2 7784 5832848434 05 80045 bacteria | . o OGCHAES o qaceae  UNCASSHIED 5y VS TAY
teria 28
. . day 14
141.89.417321.79465.2473 1 54E-4.16E- Bacteroi-  Bacte- .. Chitinoph- . ASV2
58 6568 9309318667 07 05 dota  roidia PRABAES 4 gaceae phaga 4V e y
68.559.336761.72225.42115.92E- 1.78E- CV;E‘: V;rir‘;' Pedosohaerales d P}f' e unclassified ASY7 3aydi4
57 5889 95656 16785 08 05 (0) . O- CO . Cro e OSp aerale OSp aera u SSir1e 1 S. y
biota biae eae 28
26.379.317562.66383.49770.00040.0282 ]icclt‘ii’i' Vicina- Vicinamibacter- n:f;:i‘tir Luteitalen ASV1 fsyd?
5 5231 42725 91045 69129 56617 mibacteria ales 99 -day
ota aceae 28
27.989.250642.30044.0211 5.79E-0.0049 Bacteroi- Bacte- Fl bacterial Flavobacte- Flavobacte- ASV1 dayd14
62 3827 9735449517 05 14383 dota  roidia o OCaCtHIAS i ceae rium 92 VS‘Zgay
33.349.17074191714.78351.72E-0.0002 Bacteroi-  Bacte- . Flavobacte- Flavobacte- ASV1 daydM
79 2569 38499 57669 06 90448 dota  roidia o O ACeHARS i ceae rium 58 VS'ZSay
Gammap- day 14
42.269.140261.96714.64643.38E-0.0004 Proteo- °7 P Comamon- . .. . ASVI °V
2 4764 5737532908 06 89954 bacteria . oo oc Do NOCCHACS L qaceae  TNOASHES g VS COAY
teria 28
day 14
27.489.137272.48443.67770.00020.0157 Proteo- Alphapro- o lnssified unclassified ASV1 ve d
67 8807 72328 54308 35296 94127 bacteria teobacteria - o oo UNCASSIEd UNCASSIEE g5 VS Ay

28
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31.799.112812.33013.9108 9.20E-0.0073 Bacteroi-
8 6335 10978 93696 05 41184 dota

76.209.080681.76015.1591 2.48E- 5.98E- Bacteroi-
48 9346 03068 80453 07 05 dota

48.269.035121.75935.1354 2.81E- 6.55E- Bacteroi-

34 2433 59887 60061 07 05  dota
24.949.008701.96524.5840 4.56E-0.0006 ﬁ Cltdo.'
57 7817 2327163271 06 03206 agtzn

46.339.004811.78425.0467 4.49E-9.47E- Proteo-

63 1863 7852952353 07 05 bacteria
24.168.99302 2.30083.90859.29E-0.0073 " &Y
55 483 68686 34583 05 69621 Coé?;io

28.088.986142.31043.88930.00010.0078 Proteo-
7 4975 58356 34318 0052 39364 bacteria

37.488.941801.95044.58434.55E-0.0006 Proteo-
59 7535 95894 76498 06 03206 bacteria

24.318.919922.28833.89799.70E-0.0076 Proteo-
84 5899 69124 40156 05 09989 bacteria

49.038.918461.72725.16352.42E-5.98E- Proteo- Alphapro-
05 Dbacteria teobacteria

09 7325 1307 01526 07
21.198.917112.33813.81360.0001 0.0102 Bacteroi-

82 4329 87028 87366 36909 05367 dota

21.258.894732.38683.72650.00010.0136 Proteo- Alphapro- Sphingomona-
0903 23169 98191 94081 38268 bacteria teobacteria

13

20.858.789902.57753.41020.0006 0.0366 Bacteroi-
3 9814 27138 10385 49128 44489 dota

22.308.766432.32133.77630.00010.0114 Bacteroi-
27 9092 84517 8389 59122 80587 dota

24.908.744201.74375.0147531E-0.0001 ™%
8 4127 04424 28416 07 08654 OO
biota
Acido-
39.868.743471.73015.05354.34E- 9.44E- "
92 7365 5273986985 07 05 Otal

190.28.728511.68025.1946 2.05E- 5.22E- Bacteroi-
98 519 96778 27108 07 05 dota

B - hiti h- ASV1
a'ct? Chitinophagales Chitinop Terrimonas 5V
roidia agaceae 62
Ba.ct.e- Sphm.gobacte- env.OPS 17 unclassified ASV6
roidia riales 1
Ba'ct.e- Flavobacteriales CrF)c1n1- Fluviicola ASVI
roidia tomicaceae 00
Aci - ASV2
c1d?bac Paludibaculum unclassified unclassified SV
teriae 08
Gammap- ' ASVI
roteobac- Burkholderiales SC-I-84  unclassified 05
teria
Verru- . .
. Verrucomicro- Rubri- . ASV2
comicro- . Luteolibacter
. biales taleaceae 21
biae
Gammap- Comamon: ASV1
roteobac- Burkholderiales unclassified
. adaceae 87
teria
Gammap- Xanthomona- Xan- ASV1
roteobac- thomona- Thermomonas
. dales 35
teria daceae
Gammap- Xan-
Xanthomona- Pseudoxan- ASV2
roteobac- thomona-
. dales thomonas 17
teria daceae
Reyranellales Reyran- Reyranella ASVY
ellaceae
. Sphingo- g
Bacte-  Sphingobacte- . Mucilagini- ASV2
. 1. . bacteri-
roidia riales bacter 59
aceae
Sphingo-

Novosphingo- ASV2

dales mona- bium 58
daceae
Bacte- Microscil- . ASV2
roidia Cytophagales laceae unclassified 75
Bacte- . Flavobacte- Flavobacte- ASV2
L. Flavobacteriales . .
roidia riaceae rium 47
Ver'ru- Chthoniobacter- Chthonio- Chthoniobac- ASV2
comicro-
. ales bacteraceae ter 10
biae
Aci - ASV1
Cld(,)bac unclassified unclassified unclassified SV
teriae 21
Bacte- . Flavobacte- Flavobacte- ASV1
L. Flavobacteriales . .
roidia riaceae rium 5

day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
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50.938.722651.74614.9954 5.87E-0.0001 Proteo-
76 2169 34843 05828 07 12112 bacteria

18.608.710752.3084 3.77340.0001 0.0115 Bacteroi-
22 2718 58937 05963 61034 56754 dota

39.998.644121.73074.9944 5.90E-0.0001 Plancto-
24 0367 3842569554 07 12112 mycetota

101.08.615681.95274.41201.02E-0.0011 Proteo-
56 831 68129 38573 05 8086 bacteria

14.498.604732.32413.70220.00020.0147 Bacteroi-
2 5559 9593 41902 13703 10597 dota

15.07 8.60221 2.2248 3.86630.0001 0.0085 Bacteroi-
46 7207 70336 90355 10458 16003 dota

14.188.589282.32833.68890.00020.0152 Proteo-
47 2845 9037 35909 25194 67922 bacteria
Actino-

23.688.578381.97494.34351.40E-0.0015

05 2662 91736 03067 05 13571 ba;::l_

21.298.573051.94444 4090 1.04E-0.0011 Bacteroi-
70 3111 1838357837 05 87082 dota
14.958.571742.22193.85770.00010.0087Cvrir.m-
12 5802 63828 34178 14443 2353 “OMero-
biota
52.568.464001.89714.46158.14E-0.0009 Proteo-
17 3833 14967 13393 06 80373 bacteria

13.388.454432.49933.38260.00070.0397 Proteo-
99 2187 85974 03677 18022 03069 bacteria

28.578.338221.93834.30161.70E-0.0017 Proteo-
1 251 65742 76576 05 59259 bacteria

40.028.285681.75644.71732.39E-0.0003 Bacteroi-
97 5514 30412 43458 06 72518 dota

16.418.278701.95284.23922.24E-0.0022 ¥ ST
83 95 74744 42443 05 24943 Coé?;io

16.488.278152.22613.71850.00020.0139 Bacteroi-

44 7369 62735 76921 00348 335 dota
25.468.277511.74294.7491 2.04E-0.0003 ACldO__
bacteri-

67 4976 48438 45067 06 36113

Gammap- . homona- O . ASV9
roteobac- thomona- Arenimonas
. dales 0
teria daceae
Ba.ct.e- Chitinophagales Chitinoph- Edaphobacu- ASV2
roidia agaceae lum 99
Plancto- Planctomy- unclassified unclassified ASVI
mycetes cetales 19
. Sphingo- .
Alphapro- Sphingomona- Novosphingo- ASV4
. mona- .
teobacteria dales bium 0
daceae
Ba.ct.e- Sphm.gobacte- env.OPS 17 unclassified ASV3
roidia riales 75
Bacte- Cyclobacte- . ASV3
roidia Cytophagales riaceae Algoriphagus 65
Gammap- Xanthomona- Xan- Pseudoxan- ASV3
roteobac- thomona-
. dales thomonas 80
teria daceae
Acti - t t - t t - ASV2
C 1n?bac Streptomy-  Streptomy Streptomyces S
teria cetales cetaceae 18
11-12
Bacte-  Sphingobacte- NS . ... , ASV2
. . marine unclassified
roidia riales 49
group
Verru- . .
. Verrucomicro- Verrucomi- . ASV3
comicro- . . unclassified
. biales crobiaceae 62
biae
Gammap- Comamon: ASVS8
roteobac- Burkholderiales ° ° unclassified
: adaceae 7
teria
. Sphingo- .
Alphapro- Sphingomona- Sphingorhab- ASV3
. mona-
teobacteria dales dus 96
daceae
Alphapro.— Caulobacterales Caulobac- unclassified ASVI
teobacteria teraceae 74
Bacte- hiti h- F inibac- ASV1
acte Chitinophagales Chitinop erruginibac- AS
roidia agaceae ter 22
Verru- . .. ..
. Chthoniobacter- Terrimicro- Terrimicro- ASV3
comicro- . .
. ales biaceae bium 14
biae
Bacte- Spiro- ASV3
roidia Cytophagales somaceae Dyadobacter 13
.. .. . Vicina-
Vicina- Vicinamibacter- . ASV2
. . mibacter- unclassified
mibacteria ales 05

aceae

day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
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15.538.266062.08193.9703 7.18E-0.0059 Proteo- Alphapro—RhO dobacterales Rhodobac- unclassified ASV3
01 8555 50605 48064 05 04207 bacteria teobacteria teraceae 50
. . Sphingo- o
16.858.252452.47743.33090.00080.0459 Bacteroi- Bacte- Sphingobacte- bacteri- Mucilagini- ASV3
27 208 92202 69951 65439 70507 dota roidia riales aceae bacter 23
23.928.189841.95604.18692.83E-0.0026 Bacteroi-  Bacte- ... Chitinoph- . .~ ASV2
50 3687 3139 69458 05 30511 dota  roidia OPRABAES  agaceae U o3
15.968.183021.95024.19582.72E-0.0025 Proteo- (rj‘atmngap' Xanthomona- Rhodano- ..~ ASV3
67 2416 5695 68866 05 63985 bacteria Otee‘r’iaac dales bacteraceae ater
27.428.153001.74084.68322.82E-0.0004 Proteo- Alphapro- Caulobac- Phenylobacte- ASV1
. . Caulobacterales g

03 1689 88196 4256 06 23307 bacteria teobacteria teraceae rium 91
16.908.135832.24993.61590.00020.0192 Vz“;' V;ri“;' Chthoniobacter- :ﬁh]lgn' Xfagf;d;tis ASV3
69 1075 59352 90248 99202 22993 O 1 CrOT COTHCLO ales ematobac ApHNEMato g

biota biae teraceae bacter
39.098.097821.72844.68492.80E-0.0004 Bacteroi- Bacte- Flavobacteriales Flavobacte- Flavobacte- ASV1
25 2234 8002338284 06 23307 dota  roidia vo ! riaceae rium 27
16.008.09652 2.13043.80030.00010.0105 Cgrirlrclrlo nglrc‘rlo Verrucomicro-  Rubri- . ASV3
65 4918 52553 77955 44476 93828 OO ) biales taleaceae 38

biota biae
13.948.086152.33703.45990.00050.0316 Bacteroi-  Bacte- ... . Chitinoph- . .. .~ ASV3
41 763 96075 16653 40343 96967 dota  roidia OPRABAES  agaceae 85
27.638.077501.94804.1464 3.38E-0.0030 Bacteroi- Bacte- Flavobacteriales Flavobacte- Flavobacte- ASV1
07 1707 54623 45183 05 57676 dota  roidia vo ! riaceae rium 82

San-
31508.049721.94874.13063.62E-0.0032 Myxo- 0. Lo o L ASVI
82 967 8678836414 05 32365 coccota Y on® yang ) 63
20.668.038231.92914.1666 3.09E-0.0028 Bacteroi- Bacte- Chitinophaal Chitinoph— Edaphobacu- ASV2
28 3314 87464 41897 05 3717 dota  roidia OPRABAES o gaceae lum 72
51,93 8:033751.74924.59274.37E-0.0005 Proteo- ?:;:;ggf Pseudomona- Moraxel- . . ASVI
’ 4881 25512 49664 06 96161 bacteria teria dales laceae 65
22.108.02042 1.7517 4.5785 4.68E-0.0006 ﬁdim?_ Acidimi- lnssified unclassified ASV2
1 8275 57669 03304 06 07548 acter1 Crobiia 1Crotrichales unclassiiie unclassirie 36
ota

Acido-
21.528.010692.14593.73290.00010.0133 " Blastoca- o . Blastoca- lnssifieq. ASV2
61 0116 4668 39961 89258 68927 astin tellia astocateliales i ollaceae  MNCASHEd 5
48.477.987921.81484.40151.08E-0.0011 Proteo- Alphapro- Rhizobiales Xanthobac- Rhodopseudo- ASV9
64 1682 16178 04558 05 98701 bacteria teobacteria teraceae monas 8
15.727.932182.10553.76730.00010.0117 Bacteroi-  Bacte- Chitinophaal Chitinoph- Ferruginibac- ASV3
32 915 30736 11022 65015 17828 dota  roidia P 080 aoaceae ter 47

day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
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day 14

17.767.929901.75514.51796.24E-0.0007 Proteo- Alphapro- Caulobacterales Caulobac- Phenylobacte- ASV3 s da
81 9867 92523 71539 06 72818 bacteria teobacteria ~ 0 teraceae rium 03 " e y
47.537.92493 1.72664.5898 4.43E-0.0005 CZ;?C‘;O CZ;IIZO Onitutales | OPIUET [ ASV9 S:Yd:}
99 6891 06978 90456 06 98341 . ) P ceae P 7 -day

biota biae 28
10.657.916522.32553.40420.00060.0373 Plancto- Plancto- Gem- . ASV4 dayd14
04 604 00638 24412 63522 01005 mycetota mycetes 0 mataceae Lo oo g9 VS'ZSay
. day 14

14.277.889392.2994 3.43090.00060.0346 Bacteroi- Bacte- Cvtophagal Cytophaga- ndlassified ASV3 ve.d
69 0192 68915 6188 0144578194 dota  roidia = D oo0cd a uncasstied g S'zsay
Gammap- . day 14

19.317.871192.32463.38590.00070.0393 Proteo- " °F" . Legionel- . ASV2 %
9 3768 71627 379 09354 85221 bacteria ) & laceae & gg oA

teria 28
104.97.841232.17253.60920.00030.0196 Proteo- f’a:m;‘ap' Xanthomona- thxrin;l Thermomonag ASV3 daydM
61 9819 63496 10885 0713 38844 bacteria = oo o dales omona thermotmonas ve. qay

teria daceae 28
23.287.788301.74444.46458.02E-0.0009 Bacteroi- Bacte- Flavobacteriales Flavobacte- Flavobacte- ASV2 dsayd:}
24 7459 77398 50512 06 75277 dota  roidia vo ! riaceae rium 24 I y
10.967.778082.12633.65780.00020.0167 Bacteroi- Bacte- Flavobacteriales Flavobacte- Flavobacte- ASV4 dsayd?
12 9681 96416 73773 54316 3773 dota  roidia v riaceae rium 78 08 y
. day 14

15.687.76258192494.03265.51E-0.0047 Plancto- Plancto- . o Pirelle- o ASVE O
86 0662 23767 69134 05 09126 mycetota mycetes laceae 48 .28 y
day 14

23.487.747161.75554.41301.02E-0.0011 Proteo- Alphapro—RhO dobacterales Rhodobac- unclassified ASV2 vs. da
04 5685 2593516937 05 8086 bacteria teobacteria teraceae 20 '28 y
67.307.697191.95343.94028.14E-0.0066 C(\)]irircl;(-)- chirircl;(-)— Pedosphaerales dos P}zerac unclassified ASV7 d: yd:L
6 1941 96576 12661 05 16721 - ) P p o Voo

biota biae eae 28
. Sphingo- day 14

14.987.592082.16023.51430.00040.0269 Proteo- Alphapro- Sphingomona- mona Altererythro- ASV3 v d
52 6589 98452 69315 408 1071 bacteria teobacteria dales © bacter 59 VS 94y

daceae 28
15.017.567221.76834.2792188E-0.0019 Bacteroi-  Bacte- ..~ Chitinoph- . . . ASV3 fsayd:}
96 863 56125 4473 05 31401 dota  roidia phag agaceae 56 e y
Gammap- day 14

33.98 7.540681.74084.33141.48E-0.0015 Proteo- roteobac Xanthomona- Rhodano- Rhodanobac- ASV1 s da
7" 176 9648893466 05 73373 bacteria dales bacteraceae ter 51 g y
19.077.534501.7391 4.3321 1.48E-0.0015 ﬁ“td‘r’i' Blastoca- . Blastoca- .. . ASV2 daydM
78 5703 93344 84072 05 73373 a;; tellia astocateliales ollaceae  "NCAHED g VS'ZSay
day 14

288.17.499301.61114.65453.25E-0.0004 Bacteroi- Bacte- Chitinophagales Chitinoph- Edaphobacu- ASVS Vsayda
77 2355 8751118672 06 76236 dota  roidia PRABAES  gaceae lum e
11.097.499291.93583.87390.00010.0083 Proteo- Gatmrgap' Xanthomona- Xan- anth ASV4 dayd14
63 8214 39517 25575 07096 04259 bacteria o oC dales omona- Aanthomonas o vs. day

teria daceae 28




Microorganisms 2022, 10, 65

14 of 17

20.167.431141.77074.19672.71E-0.0025 " ¢y~ Verru- Onitutal Opituta-
03 1792 08697 04858 05 63985 o o comicrom - pitutales ceae
biota biae
12.737.42902 1.79604.1362 3.53E-0.0031 CZ;?C‘;O CZ;TC‘:O Verrucomicro- Verrucomi-
67 0948 64554 77247 05 74989 . . biales crobiaceae
biota biae
9.0387.400472.21783.33670.00080.0451 Plancto- Plancto- .\~ Pirellu-
16 899 41566 93351 47509 96033 mycetota mycetes laceae
hingo-
89.137.383651.94463.79680.00010.0106 Bacteroi- Bacte-  Sphingobacte- Slf ltnfio
5 0211 53126 98332 46518 85507 dota  roidia riales fﬁeie
17.537.372811.72934.26332.01E-0.0020. 29 0
91 7177 4432559859 05 12565 lovgz;lon goflexia 0196620 unclassified
20.557.352371.73934.22712.37E-0.0023 Plancto- Plancto- Gemmatal Gem-
83 3365 4085203249 05 31251 mycetota mycetes CMAtales  mataceae
41.177.350202.15053.41780.00060.0360 Bacteroi-  Bacte- Chitinophagales Chitinoph-
9 5321 60892 08511 31275 89673 dota  roidia phag agaceae
Gem- G H
28.427.321001.94093.77190.00010.0115 mati- Gemmati- Gemmatimona- fi‘)?:l
7 2609 27206 09934 62003 64767 monad- monadetes dales
daceae
ota
9.5377.286191.82753.9869 6.69E-0.0056 Nitrospi-  Nitro- Nitrospirales Nitrospi-
83 9661 3033310384 05 09596 rota  spiria OSPHIAIES  aceae
42.157.227991.73124.17482.98E-0.0027 Proteo- Gatmn};ap' Burkholderiales COMAMON-
93 5612 98393 98816 05 54942 bacteria ro;‘r’iaac' urknoldenates . daceae
16.517.190001.74534.11943.80E-0.0033 Plancto- Plancto- .~ Gem-
34 0022 95253 10781 05 49565 mycetota mycetes mataceae
18.187.164421.80423.97097.16E-0.0059 Cyano- Vampir- Obscuribacter- Obscuribac-
46 3998 13483 40283 05 04207 bacteria ivibrionia ales teraceae
12.307.160171.95943.65400.00020.0169 Myxo- o\ .~ . Polyan-
07 9069 93915 96098 5809 03616 coccota ~ > o8 yang giaceae
41.177.147271.93583.69210.00020.0151 Proteo- fatmrgap' Cellvibrionales CelIVIbT-
89 5435 05421 45584 2237 52613 bacteria Otee(r’iaac CRVIDHIONAteS — haceae
8.7537.111371.78593.98186.84E-0.0056 Proteo- Alphapro- . .
41 9285 2702698019 05 93883 bacteria teobacteria oo o onglaceae
7.8147.075052.08323.39620.00060.0380 Bacteroi-  Bacte- . Microscil-
82 8862 06445 35106 83196 89616 dota  roidia > P28 laceae

unclassified

Roseimicro-
bium

unclassified

Mucilagini-
bacter

unclassified

Gemmata

unclassified

unclassified

Nitrospira

unclassified

Gemmata

unclassified

ASV2
70

ASV4
13

ASV5
45

ASV5

ASV3

09

ASV2
60

ASV1
18

ASV1
81

ASV5
23

ASV1
10

ASV3
21

ASV2
96

Pajaroellobac- ASV4

ter

Cellvibrio

Dongia

OLB12

29

ASV1
15

ASV5
49

ASV5
95

day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28

day 14
vs. day
28

day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
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26.897.032891.93063.64270.00020.0175 cvr?il(n:?_ cvir'z- Pedosphaerales d sPlfe_lerac nclassified ASVI dsa yd?
5 4419 48062 63566 69727 80439 OO comicrom Fedosp %P unclassitied g V- Cay
biota biae eae 28
56.087.030111.83623.82850.00010.0097 Bacteroi-  Bacte- ... Chitinoph- Aurantiso- ASV8 S:Ydf
51 918 40145 40183 28906 16169 dota roidia phag agaceae limonas 4 .28 y
218.16997891.641142640201E-0.0020 Myxo- . L San- lnssifieq AV daydM
28 525 21951 92164 05 12565 coccota (6] yangla (6] yangla es arac;nacea unclassirie 1 VS.ZSay
12.896.967721.77973.91509.04E-0.0072 lfatdof Acidobac- lnssified  unclassified unclassified SV dayd14
14 948 27812 53432 05 58711 acteri- teriae uncilassirie: unclassiries unclassirie 15 VS. ay
ota 28
82.69 6.946991.93883.58300.00030.0212 Bacteroi-  Bacte- . . Chitinoph- Sediminibac- ASV5 day 14
. ;. Chitinophagales . vs. day
69 2499 73042 05359 39664 36872 dota roidia agaceae terium 4 )8
. . Sphingo- day 14
7.0916.868471.97353.48010.00050.0296 Bacteroi- Bacte- Sphingobacte- bacteri Solital ASV6 d
86 1309 99291 75201 01086 51983 dota  roidia riales acke omalea g VE-CAy
aceae 28
Gammap- day 14
18.856.847771.9407 3.52840.00040.0257 Proteo- roteobac- Burkholderiales Comamon- nelassified ASV?2 s da
53 2551 16798 75952 1796 49385 bacteria - . O CIAES adaceae oS g3 VS Y
teria 28
Gammap- day 14
20.276.777551.97263.43580.00050.0342 Proteo- roteobac- Xanthomona- Rhodano- Dokdonella ASV2 s da
9 6095 10938 30129 90741 07214 bacteria teria dales bacteraceae 77 v ‘28 Y
Actino- . . day 14
15.726.706141.75623.81840.00010.0100 bacteri Thermole- Solirubrobacter- Solirubro- Conexibacter ASV3 vs. da
98 5005 66256 10212 34314 67614 aotz ophilia ales bacteraceae o T g y
9.8596.52140 1.94543.35210.00080.0432 Cvrff.m' Verru- Onitutal Opituta- |\ o ASV5 dayd14
27 883 15867 9268 01742 68411 O o7 COMHCTOT - Lprtales 18 VoY
biota biae 28
11.046.50344 1.78703.63920.00020.0177 Proteo- fjs:;ng Burkholderiales S(l)\lr:;ﬁa Slincogy  ASV4 d:yd:}
97 8412 07733 95059 73385 3325 bacteria ) 61 >
teria daceae 28
day 14
14.346.463181.93513.33980.00080.0448 Myxo- o\ . . . Bliidl  unclassified ASV3 oo
61 9069 72987 50811 38234 78786 coccota - oneid  Tolyanglaies unciasstiied g4 S'Zsay
149.96.343781.87613.38130.00070.0397 Bacteroi- Bacte- Flavobacteriales Flavobacte- Flavobacte- ASV2 dsayd?
08 6592 08367 54032 21295 21298 dota  roidia vo ! riaceae rium 2 Y I y
. day 14
12.676.228511.78543.48850.00040.0291 Plancto- Plancto- .\~ Pirelle- . ASV4 -
VS.
93 4001 34599 14228 85713 25508 mycetota mycetes laceae 09 )8 y
. - day 14
46.646.095301.69733.59100.00030.0208 Bacteroi- Bacte- Chitinophaeal Chltmoph— Chitinoph ASV1 d
67 5573 59576 51454 29347 00794 dota  roidia OPRABAIES  agaceae OPRAga 1 VS'ZSay
day 14
23.025.895411.69273.48260.00040.0295 Proteo- Alphapro- .~ Reyran- = ASV2 '
74 4788 76172 90083 96403 51705 bacteria teobacteria ellaceae y 29 V I y
167.85.083861.50553.37660.00070.0402 Bacteroi- Bacte- Flavobacterial Flavobacte- Flavobacte- ASV1 dayd14
63 0909 82968 72702 33683 3923 dota  roidia o vO ACteHIAES o ceae rium 9 V&9

28
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326.84.744321.07774.40191.07E-0.0011 Bacteroi- Bacte- Flavobacteriales Flavobacte- Flavobacte- ASV6
21 0149 87249 07847 05 98701 dota  roidia — 0 ! riaceae rium
- - . Sphingo- .
2.404 4.6551 4.20E-9.30E- Proteo- Alphapro- Sphingomona- Novosphingo- ASV9
03 22227 4048 >0% 07 05 bacteria teobacteri dal mona- bi 56
033 0017 acteria teobacteria ales daceae ium
2.675 23.69 434.65485'09023.5813-8.18E- Chlor'- ChloF- Chloroflexales Chloroflex- FFCH7168 ASVS8
49 8063 07 05 oflexi oflexia aceae 86
197 0995
- - Verru-  Verru- . .
4'5?24.3973‘2‘552?5.24221'397}5'4'20]3' comicro- comicro- Verr‘;i“immro_ tITUbn' Luteolibacter Ag;%
041 3056 biota  biae ales aleaceae
3.066,_ . .4.6545_ _  3.53E-1.16E-Bacteroi- Bacte- Spiro- ASV8
29 25.6598 781575.5128 08 05 dota roidia Cytophagales somaceae Leadbetterella 03
265 1462
5.020 26.0631 4.65375' 600 42.14E- 7.80E- Bacteroi- Ba'ct.e— Flavobacteriales Flax'zobacte— Flav9bacte— ASVe6
3 69776 08 06 dota roidia riaceae rium 05
614 4064
11.66 27.35924'65305.87984'11]5_2'31E_ Bacteroi- Ba.ct?— Flavobacteriales Cr9c1n1- unclassified ASV3
39 47027 09 06 dota roidia tomicaceae 04
887 6508
26.398.376882.32263.60660.00030.0197 Bacteroi- Bacte- Cytophacales Cytophaga- Cytophaea ASV1
32 4199 12422 64685 10158 38926 dota  roidia 0 P98 ceae ytophaga — oq
23.988221432.29473.58270.00030.0212 © Cru- Verru- Pedosohacrales d P}f_ lnssified ASV2
16 9751 26605 53489 39991 36872 corr.ucro corrycro edosphaerales dosphaerac unclassifie 13
biota biae eae
14.017.887052.33963.37090.0007 0.0409 Bacteroi- Bacte- Cvtophagales Cytophaga- Cvtonhasa ASV3
21 3358 98596 69822 49041 15207 dota  roidia > P06 ceae yiophasa g
3250 . .2.3350, . 0.00050.0323 Bacteroi- Bacte- Spiro- ASV1
75 500875 0004534534 53507 2866 dota  roidia Y IOPRABAIS i ceqe Leadbetterella )
764 2933
- - L Peptostrepto-
112,18 973345739 3 gg5 6-47E-0.0054 Firmicu- s tia coccales-Tis- © POSTP™ pomboutsia o7
28 22374 05 52597 tes . tococcaceae 66
655 193 sierellales
8.919 26.6631 4.55975' 847 44.99E-2.59E— Myxo- Myx9coc— Myxococcales Myxococca- Corallococcus Sv3
8 94817 09 06  coccota cia ceae 92
158 3762
713,15 0500, g SOTETME Bacero Bace g Wedksel Blua  ASV2
332 9181 ota roidia aceae (S 1ng1a
22.6337.32963.271311.4113.68E-1.66E- o VeITU g icomicro-  Rubri- Luteolibacter ASV1
31 0719 6166 03035 30 26 OlCrOT COMICTO biales taleaceae o OIPACEr 59
biota biae
27.988.229482.30103.57640.00030.0216 Bacteroi- Bacte- Flavobacteriales Flavobacte- Flavobacte- ASV1
62 921 21042 51088 4829 54999 dota roidia vo ! riaceae rium 92
22.308.084352.32153.48220.00040.0295 Bacteroi- Bacte- Flavobacterial Flavobacte- Flavobacte- ASV2
27 1785 82045 59781 97201 51705 dota  roidia 'O 0CEHAES o ceae rium 47

day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 14
vs. day
28
day 28
vs. day
42
day 28
vs. day
42
day 28
vs. day
42
day 28
vs. day
42
day 28
vs. day
42
day 28
vs. day
42
day 28
vs. day
42
day 42
vs. day
56
day 42
vs. day
56
day 42
vs. day
56
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24.168.075602.30133.50900.00040.0273 ngﬁo nglrc‘;o Verrucomicro-  Rubri- o ASV2 fsydiz
55 296 43724 81619 49657 27796 . . biales taleaceae 21 -day
biota biae 56
Verru-  Verru- . . . day 42
14.977.992692.30723.46410.00050.0313 comicro- comicro- Chthoniobacter- Chthonio- Chthoniobac- ASV3 vs. da
25 0711 65091 40616 31928 3964 . . ales bacteraceae ter 70 s
biota biae 56
Gammap- day 42
35.547.941591.74534.5501 5.36E-0.0006 Proteo- roteob Xanthomona- ndlassified unclassified ASV1 d
37 5092 49978 4478 06 75975 bacteria | oo dales ~ Uncasstied uncassiied g VS day
eria 56
42
57.817.830501.80114.34751.38E-0.0014 Bacteroi- ~ Bacte- Chitinophagal Chitinoph- Ferruginibac- ASV6 Sayd
03 6589 4257121798 05 98095 dota  roidia OPRABAES  Jgaceae ter 0 5'5 6ay
30.117.71650 2.30553.34680.00080.0439 Cgrirlrclrlo nglrc‘rlo Verrucomicro-  Rubri- . . ASVI 3:ydi2
47 8286 84799 76805 17275 30985 . . biales taleaceae 71 -day
biota biae 56
. . Sphingo- day 42
20.847.655092.13193.59050.00030.0208 Bacteroi- Bacte-  Sphingobacte- bacteri Pedobacter ASV2 d
28 0075 84966 92897 29927 00794 dota  roidia riales acte eaobacier gy VS 9y
aceae 56
. . Sphingo- day 42
26.806.816461.93873.51590.00040.0268 Bacteroi- Bacte-  Sphingobacte- bacteri Pedobacter ASV1 vs. da
03 8745 15716 71263 38148 70447 dota roidia riales 61 -day
aceae 56
day 42
12.636.592961.77233.71980.00010.0139 Proteo- Alphapro- Rhizobiales Rhizobi- Neorhi obiumASV3 sayda
92 0096 90764 11811 99371 335 bacteria teobacteria z aceae z 58 o y
. - day 42
18.076.435031.75883.65870.00020.0167 Bacteroi- Bacte- Chitinophagal Chitinoph- Niabella ASV2 vs. da
91 4498 17317 28191 5347 3773 dota  roidia OPRABAES  agaceae © 16 Y
1339 42600 ___ 2.33E-0.0003 Bacteroi- Bacte Chitinoph Asva day 42
3'7 20.1187 5'1322 4.7226" 06 7'25 18 dot roidi Chitinophagales P unclassified o Vs day
531 5500 ota oidia agaceae 56
25.71 46529 3.83E-1.29E- Bacteroi- Bact Weeksel Eliza ASV2 day 42
7 35.2069 7.5666 ’ cro " Flavobacteriales ' ¢ o vs. day
65 65 00345 7076 14 10 dota roidia laceae bethkingia 34 56




