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Figure S1. Cyclic voltammetric assay on composite electrode with 10 M enzymatic thiocholine (green) and 10 M thiocholine 

as a control (red). 

 



 

Figure S2. ATC saturation kinetics of AChE . Reaction mixture contained in 0.5 ml of different concentration of ATC as 

indicated and the phosphate buffer (10 mM, pH 8.0) mixed with 0.1 M KCl. Saturated current was around 30 M of ATC. 

 



 

Figure S3. Concentration-based AChE inhibition. AChE activity was inhibited at 50% (IC50) 0.57 µM. 

 

 

Figure S4. (a) DMT binding to another sites of AChE molecules. (b) DMT binding to active site (Ser-His-Glu). 
Molecular Swiss Dock[1] was used for the molecular binding modeling. 
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