A B

mws0232
29
b
oL
o
o ';EI -
£.. i
g -
=
oL
HIAPOG PMPDOD0BT
SR HpER001618
gene-LOC110687973 010 Lmspoo4168
gene-LOOC110712149 o o5 o
gene-LOD1106g83AG L OCLLO714557 y loading 1
-0.01 0.00 01
x loading 1

Figure 13 O2PLS Model

Note: The distance of each point to the origin means the magnitude of correlation with another

histology, and the top 10 genes and metabolites that have a large impact on another histology are
marked in the figure.



