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Figure S1: Pearson correlation analysis were determine the correlation of the differential metabolites

and created a heat map of the correlation for the differential metabolites
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Figure S2: Based on the Variable Importance in Projection (VIP) plot of the metabolites that were
showed the data distribution and probability density, and violin plot of the top 50 lipid metabolites was
constructed.
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Figure S3: Numbers of differentially expressed genes (DEGs) in comparison with the developing
oilpalm fruit between developmental stages (A) and Venn diagram of DEGs among different

comparisons (B)
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Figure S4: Clustering analysis for different metabolites of KEGG signaling pathway.



