
 
Figure S5 Partial extracted ion chromatograms screened by MRM. Metabolite identification and 

relative quantification were performed in the software of SCIEX OS Version 1.4. A minimum peak 

height of 500, a signal/noise ratio of 5, and a Gaussian smooth width of 1 were set for screening of 

chromatographic peaks. MRM detection was based on an internal database of Beijing Novogene 

(China). 


