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Figure S1. Discriminative biomarkers with an LDA score >4.0 in the PICS + live Akk group before (blue) and
after (orange) intervention (left); the LEfSe cladogram represents the taxa enriched before (blue) and after
(orange) intervention (right).
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Figure S2. Discriminative biomarkers with an LDA score >4.0 in the PICS + pasteurized Akk group before (blue)
and after (orange) intervention (left); the LEfSe cladogram represents the taxa enriched before (blue) and after
(orange) intervention (right).
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Figure S3. Discriminative biomarkers with an LDA score >4.0 in the PICS + PBS group before (blue) and after
(orange) intervention (left); the LEfSe cladogram represents the taxa enriched before (blue) and after (orange)
intervention (right).



