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Figure S1: Original sensory scores of all samples and flavor attributes. Colors represent the added yeast 
derived process flavors and shapes represent tomato dosage. BLK= tomato soup without yeast derived 
products.  

 

   



 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2: PCA score plots including the quality control samples (QCsamples) as grey crosses which 
were produced as indicated in table S1 . Colors represent the added yeast derived process flavors and 
shapes represent tomato dosage. BLK= tomato soup without yeast derived products. A: Log-transformed, 
autoscaled LC-MS data. B: Log-transformed, autoscaled GC-MS data. 

 

 

   



 

 

 

 

Figure S3 MS/MS spectra of Asp-Leu in tomato soup 05-1 mirrored against a pure standard 
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Figure S4 MS/MS spectra of Met-Pro in tomato soup 19-2 mirrored against a pure standard 
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