
Figure S1 Genotypes comparisons 

 
 
Figure S2 Flowchart of experimental design 

 



 
Figure S3 Estimation of starch, protein contents and lipid percentage of genotypes. Mean values 
of three biological replicates with standard errors 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Figure S4 Comparative accumulation of metabolites across genotypes with a fold change > 2. 
Yellow indicates the common metabolites identified across genotypes. Green indicates the specific 
metabolites identified in each comparison 

 
 



Figure S5 PLS-DA and OPLS-DA score plots of each comparison in both ionization modes 
showed clear separation of tolerant and sensitive genotypes for each comparison. 

 
 
 


