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Figure S1. Generation and Genotyping of Slcl13a5 Deficiency Mice. A. EUCOMM production of mouse model of
Slc13a5 deficiency (C57BL/6N-Slc13a5tm1b(EUCOMM)Hmgu leg). The tmla allele has a lacZ gene trap cassette and a
neomycin resistant transgene flanked by indicated FRT and loxP sites inserted in the intron between exons 3 and 4 of
Slc13a5, as well as an additional loxP site inserted in the intron between exons 4 and 5. The Slc1345t"10 mutant allele is
generated by Cre-mediated excision of Sic13a5 exon 4 and the neo cassette from the Slc13a5!1a allele, which results in a
frameshift mutation, leaving the lacZ gene trap intact. Partial genomic maps of Slc13a5tm1la and Slc13a5tm1b alleles are
depicted. B. Genotyping of Slc13a5-deficient mice (C57BL/6N-Slc13a5tm1b(EUCOMM)Hmgu/leg). The wild type allele PCR
amplicon is 919 bp, and the mutant allele PCR amplicon is 1301 bp. Partial genomic maps of Slc13a5+ and Slc13a5tm1b
alleles with indicated PCR primer binding sites, as well as a representative picture of agarose gel electrophoretic
analysis of PCR genotyping results, are shown. “1 kb+” =1 kb Plus DNA ladder. “+/+” = Slc13a5*+; “+/-* = Slc13a5*!

tmi1b; and “-/- = Slc13a5tm1bltm1b [1],
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Online eTable $1. Slc13a5 Deficiency Mouse Tissue Metabolite Flux. Interactive table: https:/ /
app.powerbi.com/view?
r=eyJrljoiN214YTM3ZjMtZGEIMSO000ODKOLThINmItYWIzY21zZjY2ZGE1liwidCI6[jZiYmUyYmZmLWNjMz
QtNDBIYi050TZmLWZiNGY2ZjI5MTdiZilsImMiGOjl9
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