Figure S1. Fitting of rat ENPL gene Q66HDO0 and mouse P08113
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Figure S2. DNA sequence of pMAXGFP-ENPL
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1 TCAATATTGG CCATTAGCCA TATTATTCAT TGGTTATATA GCATAAATCA ATATTGGCTA
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CCGGAAGGAA
CATCTATCTG
CAAACGCTTC
GGAGAGCCGA
AGCATTGAAG
TGCTCTCGTT
AGCTTATCAG
TGAGATAAAT
GGATGACAAG

ATCTATATCA
ATTGATTATT
ATATGGAGTT
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CTTTATTGCG
AGGTAAGTAT
GACAGAGAAG
CCTTTCTCTC
TGAAGATCGA
GCGGAGAGGG
CCCTGACCTT
GCACCTACCC
CCAACACCCG
GCTACGAGGC
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CAAAAGAAGG
AAAAAGAGTT
AAAAAGCTGT
ACGGTTGGAG
ATATCAGTAC
CGCTTATTAG
ATCTTGCAGT

ATTTATATTG
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TAAATGGCCC
ATGTTCCCAT
GGTAAACTGC
ACGTCAATGA
TTCCTACTTG
GGCAGTACAC
CCATTGACGT
GTAATAACCC
TAAGCAGAGG
ACAGTTAAAT
AGACAGGTTT
TTCTGATAGG
CCGAAGCCGC
ACCGGCACCC
CAGGGCCGCA
CTGCTGAGCC
GAGAACCCCT
TACGAGGACG
ATCGGCGACT
AAGATCATCC
GTGGGCAGCT
GACAGCCACA
ATGTTCGCCT
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AGACGGGTCA
GAAACTGCTA



3841
3901
3961
4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461
5521
5581
5641
5701
5761
5821
5881
5941

CACTCCGGTC
TGCTGCGCCT
AGCCGGAAGA
ATGCCGGAGC
ACGAACTTGG
AAACCACAAC
CTTTATTTGT
TTATGTTTCA
AATGTGGTAC
GAGCAAAAGG
ATAGGCTCCG
ACCCGACAGG
CTGTTCCGAC
CGCTTTCTCA
TGGGCTGTGT
GTCTTGAGTC
GGATTAGCAG
ACGGCTACAC
GAAAAAGAGT
TGTTTGCAAG
TTCTACGGGG
GTCTCAGAAG
GATACCGTAA
ACGGGTAGCC
GAATCCAGAA
CACGACGAGA
CGCGAGCcCCC
AGTACGTGCT
AAGCGTATGC
GTGAGATGAC
TTCAGTGACA
CCGCGCTGCC
AACCGGGCGC
TTGTGCCCAG
TCCATCTTGT
TCCTCCCATG

AGGATATTTG
GTCACTGAAT
CACGACCGAA
CGAAGAAGAG
TGGGAGTGGG
TAGAATGCAG
AACCATTATA
GGTTCAGGGG
TTAAGAGGGG
CCAGCAAAAG
CCCCCCTGAC
ACTATAAAGA
CCTGCCGCTT
TAGCTCACGC
GCACGAACCC
CAACCCGGTA
AGCGAGGTAT
TAGAAGGACA
TGGTAGCTCT
CAGCAGATTA
TCTGACGCTC
AACTCGTCAA
AGCACGAGGA
AACGCTATGT
AAGCGGCCAT
TCCTCGCCGT
TGATGCTCTT
CGCTCGATGC
AGCCGCCGCA
AGGAGATCCT
ACGTCGAGCA
TCGTCTTGCA
CCCTGCGCTG
TCATAGCCGA
TCAATCATAA
CATG

CTGCCGGATA
ATTGATCCTG
GACACTACGG
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CGCCTTATCC
GGCAGCAGCC
CTTGAAGTGG
GCTGAAGCCA
GCTGGTAGCG
CAAGAAGATC
TAAGGGATTT
CGCTGCGAAT
CCAAGCTCTT
CCCAGCCGGC
AAGCAGGCAT
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CGATTGTCTG
CTGCGTGCAA
CGTCCCGGTC



Figure S3. Total lipid content of the sEV and mEV samples were measured by sulfo-phospho vanillin (SPV) lipid
assay. Red curve represents 1 pg total lipid content. Samples that contained at least 1 pg lipid were used for further

investigation.
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Figure S4. ER resident protein (ENPL, grp78 and calnexin) in different EV resources based on Vesiclepedia database
(http://microvesicles.org/index.html). The most relevant dataset is the human (a) where at least 49 different EV type
contained ER resident proteins while the mouse (b) and rat (c) database contained less available data.
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