Supplementary materials

Structural and molecular characterization of squalene
synthase belonging to the marine thraustochytrid
species Aurantiochytrium limacinum using
bioinformatics approach.

NetPhos 3.1a: predicted phosphorylation sites in sgsAL
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Figure S1. Predicted possible phosphorylation sites in the SQS.

NetNGluc 1.0: predicted N-glycosylation sites in sgsfl
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Figure S2. Predicted possible N-glycosylation sites in the SQS.



