
Summary

1. Notes

2. Result Statistics
Figure S1. False discovery rate (FDR) curve. X axis is the number of peptides being kept. Y axis is the corresponding FDR. 

Figure S2. PSM score distribution. (a) Distribution of PEAKS peptide score; (b) Scatterplot of PEAKS peptide score versus precursor mass
error. 

(a) (b)

Table S1. Statistics of data.

#Scans
#Features

Identified
#Peptides #Sequences

#Proteins*

MS1 MS/MS #PSMs #Scans #Features** Groups All Top
Total 0 134759 0 1973 1973 0 613 528 144 594 419

ebraeus 0 52068 0 754 754 0 342 308 106 389 300
judaeus 0 82691 0 1219 1219 0 458 390 101 441 287

* proteins with significant peptides are used in counts.
 ** features are identified by DB search only.

 
Figure S3. Sample overlap for Proteins and Peptides (up to 8 samples). (a) All Proteins; (b) Top Proteins; (c) Peptides; 

(a) (b) (c)

Figure S4. Distribution of peptide feature detection. (a) Feature m/z distribution; (b) Feature RT distribution.

(a)
No available data for figure

(b)
No available data for figure

Figure S5. Distribution of identified peptide features. (a) Feature abundance distribution; (b) De novo sequencing validation. 

(a)
No available data for figure

(b)

Table S2. Result filtration parameters.
Peptide -10lgP ≥53.3
PTM ion intensity ≥5%
Protein Group FDR 1.0%
Proteins unique peptides ≥1
De novo score(%) ≥80%

Table S3. Statistics of filtered result.

Table S4. PTM profile.
Name ∆Mass Position #PSM -10lgP Abundance AScore

Oxidation 15.99 M 204 135.06  1000.00

Carbamidomethyl 57.02 C 137 139.43  1000.00

Pyro-glu from Q -17.03 N-term 55 112.62  1000.00

Amidation -.98 C-term 12 105.16  1000.00

http://www.bioinfor.com/false-discovery-rate-fdr-curve-peaksdb/
http://www.bioinfor.com/psm-score-distribution/
http://www.bioinfor.com/venn-diagramtable/
http://www.bioinfor.com/de-novo-result-validation/


FDR (Peptide-Spectrum Matches) 0.4%
FDR (Peptide Sequences) 1.0%
FDR (Protein Group) 1.4%
De Novo Only Spectra 5791

Pyro-glu from E -18.01 N-term 11 95.20  1000.00

3. Experiment Control
Figure S6. Precursor mass error of peptide-spectrum matches (PSM) in filtered result. (a) Distribution of precursor mass error in ppm; (b)
Scatterplot of precursor m/z versus precursor mass error in ppm. 

(a) (b)

Table S5. Number of identified peptides in each sample by the number of missed cleavages.

Missed Cleavages 0 1 2 3 4+
ebraeus 311 30 1 0 0
judaeus 379 69 7 3 0

4. Other Information
Table S6. Search parameters.
PEAKS Version: PEAKS Studio 10.6 build 20201221

 Search Engine Name: PEAKS
 Parent Mass Error Tolerance: 15.0 ppm

 Fragment Mass Error Tolerance: 0.5 Da
 Precursor Mass Search Type: monoisotopic

 Enzyme: Trypsin
 Max Missed Cleavages: 3

 Digest Mode: Specific
 Fixed Modifications: 

   Carbamidomethylation: 57.02
 Variable Modifications: 

   Amidation: -0.98
   Oxidation (M): 15.99

   Proline oxidation to pyroglutamic acid: 13.98
   Pyro-glu from E: -18.01

   Pyro-glu from Q: -17.03
 Max Variable PTM Per Peptide: 3

 Database: CTX-Jul21-final
 Taxon: All

 Searched Entry: 20085
 FDR Estimation: Enabled

 Merge Options: no merge
 Precursor Options: corrected

 Charge Options: no correction
 Filter Charge: 2 - 8

 Process: true
 Associate chimera: yes

 

Table S7. Instrument parameters.
Fractions: 20210611-08_2021021-OK192A_815_5.3.236.mgf, 20210611

 -09_2021021-OK160A_816_5.3.236.mgf
 Ion Source: ESI(nano-spray)

 Fragmentation Mode: CID, CAD(y and b ions)
 MS Scan Mode: FT-ICR/Orbitrap

 MS/MS Scan Mode: Linear Ion Trap
 

Protein List

Protein Accession Contains:
Protein Description Contains:
Protein Sample Area >=
Protein PTM Contains:

Protein
Group

Protein
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(%)
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judaeus
Area
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ebraeus
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judaeus PTM Avg.

Mass Description

10 179579 OK193_E_272_PDI 464.87 63 60 50 0 32 3 67 112 Y 56649 OK193_E_272_PDI

10 179580 SRX1323887_E_247_PDI 464.87 63 60 50 0 32 3 67 112 Y 56649 SRX1323887_E_247_PDI

10 179581 OK006_E_295_PDI 464.87 63 60 50 0 32 3 67 112 Y 56649 OK006_E_295_PDI

10 179582 OK213_E_326_PDI 464.87 63 60 50 0 32 3 67 112 Y 56649 OK213_E_326_PDI

10 179583 CebrOK016_E_159_PDI 464.87 63 60 50 0 32 3 67 112 Y 56649 CebrOK016_E_159_PDI

10 179584 CebrOK014_E_145_PDI 464.87 63 60 50 0 32 3 67 112 Y 56649 CebrOK014_E_145_PDI

38 179572 V_1278_121_Protein 420.52 57 55 35 0 28 1 58 71 Y 56331 Disulfide Isomerase (PDI-A2)

38 179573 V_1302_228_Protein 420.52 57 55 35 0 28 1 58 71 Y 56331 Disulfide Isomerase (PDI-A2)

38 179574 V_1258_220_Protein 420.52 57 55 35 0 28 1 58 71 Y 56331 Disulfide Isomerase (PDI-A2)

38 179575 V_CG13_261_Protein 420.52 57 55 35 0 28 1 58 71 Y 56331 Disulfide Isomerase (PDI-A2)

73 179696 P_145_Actin 412.38 42 36 39 0 0 15 15 49 53 Y 54744 P_145_Actin

96 179739 OK212_J_286_Conoporin 405.70 54 5 54 0 12 2 4 62 Y 27240 OK212_J_286_Conoporin

94 179736 CebrOK033_J_240_Conoporin 400.36 52 5 52 0 12 2 4 64 Y 27319 CebrOK033_J_240_Conoporin

98 179734 OK213_E_299_Conoporin 367.15 54 54 12 0 0 13 11 55 8 Y 27163 OK213_E_299_Conoporin

98 179735 OK193_E_246_Conoporin 367.15 54 54 12 0 0 13 11 55 8 Y 27163 OK193_E_246_Conoporin

103 179699 CebrOK035_J_368_PDI 335.41 32 10 32 0 0 16 5 11 33 Y 58117 CebrOK035_J_368_PDI

103 179700 OK212_J_325_PDI 335.41 32 10 32 0 0 16 5 11 33 Y 58117 OK212_J_325_PDI

107 179809 CebrOK035_J_344_Conoporin 333.95 36 0 36 0 7 1 0 34 Y 26968 CebrOK035_J_344_Conoporin

132 179708 P_033D_033_Arginine 331.28 23 1 23 0 0 14 14 2 17 N 79345 kinase

112 179834 CebrOK035_J_343_Prohormone-4a 305.11 22 11 22 0 7 4 7 22 N 38910 CebrOK035_J_343_Prohormone-4
a

112 179835 OK214_J_305_Prohormone-4a 305.11 20 10 20 0 7 4 7 22 N 42816 OK214_J_305_Prohormone-4a

112 179836 OK212_J_281_Prohormone-4a 305.11 20 10 20 0 7 4 7 22 N 42829 OK212_J_281_Prohormone-4a

112 179837 OK212_J_284_Prohormone-4a 305.11 19 10 19 0 7 4 7 22 N 44814 OK212_J_284_Prohormone-4a

112 179838 OK212_J_282_Prohormone-4a 305.11 18 9 18 0 7 4 7 22 N 46869 OK212_J_282_Prohormone-4a

112 179839 CebrOK035_J_340_Prohormone-4a 305.11 18 9 18 0 7 4 7 22 N 48222 CebrOK035_J_340_Prohormone-4
a

112 179840 OK212_J_283_Prohormone-4a 305.11 17 9 17 0 7 4 7 22 N 48873 OK212_J_283_Prohormone-4a

112 179841 CebrOK033_J_239_Prohormone-4a 305.11 17 9 17 0 7 4 7 22 N 48914 CebrOK033_J_239_Prohormone-4
a

112 179842 OK214_J_306_Prohormone-4a 305.11 17 8 17 0 7 4 7 22 N 50917 OK214_J_306_Prohormone-4a

112 179843 OK005_J_296_Prohormone-4a 305.11 17 8 17 0 7 4 7 22 N 50930 OK005_J_296_Prohormone-4a

112 179844 CebrOK035_J_339_Prohormone-4a 305.11 17 8 17 0 7 4 7 22 N 50912 CebrOK035_J_339_Prohormone-4
a

total 419 proteins

http://www.bioinfor.com/experiment-control/
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112 179845 CebrOK035_J_341_Prohormone-4a 305.11 16 8 16 0 7 4 7 22 N 54694 CebrOK035_J_341_Prohormone-4
a

112 179846 CebrOK035_J_342_Prohormone-4a 305.11 15 8 15 0 7 4 7 22 N 54945 CebrOK035_J_342_Prohormone-4
a

122 179811 P_109D_104_Gelsolin-like 302.25 24 11 24 0 0 7 7 4 20 Y 36438 P_109D_104_Gelsolin-like

110 179741 gene:107296774 300.43 14 11 14 0 0 9 9 14 16 Y 72155 transcript:XP015681610.1 DBNLI
NE|14034|

118 179758 CebrOK033_J_270_PDI 299.60 25 10 25 0 8 1 8 18 N 47799 CebrOK033_J_270_PDI

118 179759 OK214_J_340_PDI 299.60 25 10 25 0 8 1 8 18 N 47799 OK214_J_340_PDI

118 179756 OK005_J_322_PDI 299.60 25 10 25 0 8 1 8 18 N 47773 OK005_J_322_PDI

118 179757 OK212_J_328_PDI 299.60 25 10 25 0 8 1 8 18 N 47822 OK212_J_328_PDI

118 179762 OK214_J_341_PDI 299.60 25 10 25 0 8 1 8 18 N 47773 OK214_J_341_PDI

123 179760 OK006_E_298_PDI 297.69 25 12 23 0 8 1 9 14 N 47800 OK006_E_298_PDI

123 179761 OK193_E_275_PDI 297.69 25 12 23 0 8 1 9 14 N 47800 OK193_E_275_PDI

123 179763 SRX1323887_E_251_PDI 297.69 25 12 23 0 8 1 9 14 N 47814 SRX1323887_E_251_PDI

108 245416 CV8_286_Protein 288.64 21 10 19 0 10 1 12 19 N 57800 Disulfide Isomerase

108 179714 V_CG13_228_Protein 288.64 21 10 19 0 10 1 12 19 N 57929 Disulfide Isomerase (PDI-A3)

108 179715 A_1387_037 288.64 21 11 19 0 10 1 12 19 N 56522 Protein Disulfide Isomerase (PDI-
A3)

108 179716 A_0025_374_Protein 288.64 22 11 19 0 10 1 12 19 N 56025 Disulfide Isomerase (PDI-A3)

108 179720 A_0885_194_Protein 288.64 21 10 19 0 10 1 12 19 N 57808 Disulfide Isomerase (PDI-A3)

108 179717 A_0855_188_Protein 288.64 21 10 19 0 10 1 12 19 N 57698 Disulfide Isomerase (PDI-A3)

108 179719 A_0048_031_Protein 288.64 21 10 19 0 10 1 12 19 N 57810 Disulfide Isomerase (PDI-A3)

135 179812 D_070_Calreticulin-like 284.54 22 2 22 0 0 8 8 1 17 N 47502 D_070_Calreticulin-like

131 179747 OK212_J_296_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19702 OK212_J_296_Ferritin

131 179748 CebrOK033_J_246_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19675 CebrOK033_J_246_Ferritin

131 179749 OK214_J_315_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19675 OK214_J_315_Ferritin

131 179750 OK005_J_302_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19702 OK005_J_302_Ferritin

131 179765 CebrOK035_J_351_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19689 CebrOK035_J_351_Ferritin

131 179766 SRX1323887_E_233_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19689 SRX1323887_E_233_Ferritin

131 179767 OK006_E_274_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19689 OK006_E_274_Ferritin

131 179768 OK193_E_251_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19689 OK193_E_251_Ferritin

131 179799 OK213_E_305_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19675 OK213_E_305_Ferritin

131 179800 CebrOK014_E_138_Ferritin 283.95 58 23 58 0 0 7 3 5 15 N 19675 CebrOK014_E_138_Ferritin

136 179832 D_041_Thioredoxin 282.56 33 23 33 0 6 1 5 13 Y 22326 peroxidase 2

102 179896 D_085_FK506-binding 279.94 19 19 19 0 0 8 8 15 32 Y 30452 protein 2-like

130 179764 P_002D_003_Thioredoxin-like 277.08 14 1 14 0 0 7 7 2 18 Y 67946 P_002D_003_Thioredoxin-like

117 179732 K_0010_152_Protein 275.19 17 8 17 0 8 1 9 17 N 57456 Disulfide Isomerase (PDI-A3)

121 179871 CebrOK035_J_332_Tpra06 270.66 48 0 48 0 5 5 0 24 Y 15017 CebrOK035_J_332_Tpra06

121 179879 OK212_J_274_Tpra06 270.66 48 0 48 0 5 5 0 24 Y 15043 OK212_J_274_Tpra06

121 179880 CebrOK033_J_231_Tpra06 270.66 48 0 48 0 5 5 0 24 Y 15043 CebrOK033_J_231_Tpra06

149 179786 CebrOK016_E_148_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 CebrOK016_E_148_Ferritin

149 179787 OK213_E_304_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 OK213_E_304_Ferritin

149 179788 OK006_E_273_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 OK006_E_273_Ferritin

149 179789 OK005_J_301_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 OK005_J_301_Ferritin

149 179790 OK212_J_294_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 OK212_J_294_Ferritin

149 179791 OK193_E_250_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 OK193_E_250_Ferritin

149 179792 K_0010_064_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 K_0010_064_Ferritin

149 179793 CebrOK014_E_137_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 CebrOK014_E_137_Ferritin

149 179794 SRX1323887_E_232_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 SRX1323887_E_232_Ferritin

149 179795 OK214_J_314_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 OK214_J_314_Ferritin

149 179796 CebrOK035_J_350_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 CebrOK035_J_350_Ferritin

149 179797 CebrOK033_J_243_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19836 CebrOK033_J_243_Ferritin

149 179801 OK212_J_295_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19870 OK212_J_295_Ferritin

149 179802 V_1278_120_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19820 V_1278_120_Ferritin

149 179803 V_1302_266_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19820 V_1302_266_Ferritin

149 179804 V_1258_223_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19820 V_1258_223_Ferritin

149 179805 V_CG13_283_Ferritin 260.29 48 6 48 0 8 6 1 9 Y 19820 V_CG13_283_Ferritin

93 179972 OK212_J_014_B2 256.30 45 20 45 0 5 1 5 63 Y 14832 OK212_J_014_B2

93 179973 OK214_J_010_B2 256.30 45 20 45 0 5 1 5 63 Y 14832 OK214_J_010_B2

93 179974 OK005_J_013_B2 256.30 45 20 45 0 5 1 5 63 Y 14832 OK005_J_013_B2

93 179975 CebrOK035_J_018_B2 256.30 45 20 45 0 5 1 5 63 Y 14832 CebrOK035_J_018_B2

93 179976 CebrOK033_J_011_B2 256.30 45 20 45 0 5 1 5 63 Y 14832 CebrOK033_J_011_B2

141 179744 OK213_E_318_PPI 252.53 37 0 37 0 7 5 0 14 N 23008 OK213_E_318_PPI

141 179745 SRX1323887_E_240_PPI 252.53 37 0 37 0 7 5 0 14 N 23063 SRX1323887_E_240_PPI

141 179746 CebrOK033_J_257_PPI 252.53 41 0 41 0 7 5 0 14 N 20894 CebrOK033_J_257_PPI

141 179751 CebrOK033_J_256_PPI 252.53 37 0 37 0 7 5 0 14 N 23077 CebrOK033_J_256_PPI

141 179752 OK005_J_311_PPI 252.53 37 0 37 0 7 5 0 14 N 23077 OK005_J_311_PPI

141 179753 OK006_E_286_PPI 252.53 37 0 37 0 7 5 0 14 N 23077 OK006_E_286_PPI

141 179754 OK193_E_264_PPI 252.53 37 0 37 0 7 5 0 14 N 23077 OK193_E_264_PPI

141 179755 OK214_J_328_PPI 252.53 37 0 37 0 7 5 0 14 N 23077 OK214_J_328_PPI

141 179774 OK212_J_315_PPI 252.53 37 0 37 0 7 5 0 14 N 23063 OK212_J_315_PPI

104 179740 gene:107297086 248.77 30 30 28 0 0 8 8 23 22 Y 27632 transcript:XP015681930.1 DBNLI
NE|14330|

133 179848 OK193_E_277_Thioredoxin-like 244.15 26 22 26 0 6 1 5 14 Y 22827 protein

114 179864 gene:107292429 238.49 32 32 32 0 0 6 6 14 14 Y 16854 transcript:XP015677000.1 DBNLI
NE|9931|

116 179806 P_096_Elongation 236.77 11 9 11 0 0 5 5 13 14 N 50496 factor

124 123 Pvau2_100 233.02 21 15 21 0 0 4 3 4 19 Y 24456 Pvau2_100

101 179977 OK213_E_018_B2 229.35 47 45 22 0 5 1 7 42 Y 14399 OK213_E_018_B2

109 179932 OK006_E_036_F 224.91 69 69 30 0 0 4 4 30 1 Y 7573 OK006_E_036_F

109 179933 OK213_E_040_F 224.91 69 69 30 0 0 4 4 30 1 Y 7573 OK213_E_040_F

109 179934 SRX1323887_E_036_F 224.91 69 69 30 0 0 4 4 30 1 Y 7573 SRX1323887_E_036_F

109 179935 CebrOK014_E_011_F 224.91 69 69 30 0 0 4 4 30 1 Y 7573 CebrOK014_E_011_F

109 179936 OK214_J_037_F 224.91 69 69 30 0 0 4 4 30 1 Y 7573 OK214_J_037_F

109 179937 OK005_J_033_F 224.91 69 69 30 0 0 4 4 30 1 Y 7573 OK005_J_033_F

109 179938 OK193_E_033_F 224.91 69 69 30 0 0 4 4 30 1 Y 7633 OK193_E_033_F

109 179939 CebrOK016_E_013_F 224.91 69 69 30 0 0 4 4 30 1 Y 7633 CebrOK016_E_013_F

109 179940 OK213_E_041_F 224.91 69 69 30 0 0 4 4 30 1 Y 7633 OK213_E_041_F

109 179941 CebrOK014_E_010_F 224.91 69 69 30 0 0 4 4 30 1 Y 7633 CebrOK014_E_010_F

109 179942 SRX1323887_E_035_F 224.91 69 69 30 0 0 4 4 30 1 Y 7633 SRX1323887_E_035_F

145 179830 gene:107300483 224.02 28 11 28 0 0 5 5 2 9 N 22752 transcript:XP015685299.1 DBNLI
NE|17459|

138 179849 OK214_J_343_CAP 223.90 26 6 26 0 0 4 4 2 15 N 21613 OK214_J_343_CAP

138 179856 CebrOK033_J_271_CAP 223.90 26 6 26 0 0 4 4 2 15 N 21585 protein

171 179877 K_0010_139_Ferritin 208.54 30 8 30 0 4 1 1 4 N 15089 K_0010_139_Ferritin

106 181102 OK212_J_216_Cerm03 205.38 67 64 67 0 3 1 4 31 N 3510 OK212_J_216_Cerm03

125 179863 gene:107288075 203.91 34 16 34 0 0 4 4 6 16 Y 13996 transcript:XP015672174.1 DBNLI
NE|5735|

125 179865 gene:107298957 203.91 34 16 34 0 0 4 4 6 16 Y 13952 transcript:XP015683800.1 DBNLI
NE|16060|

125 179870 gene:107297087 203.91 34 16 34 0 0 4 4 6 16 Y 14050 transcript:XP015681932.1 DBNLI
NE|14331|

126 179978 CebrOK016_E_140_Tpra 203.65 30 30 0 0 4 4 22 0 Y 14047 06

126 179956 SRX1323887_E_218_Tpra06 203.65 29 29 0 0 4 4 22 0 Y 14906 SRX1323887_E_218_Tpra06

126 179957 CebrOK014_E_131_Tpra06 203.65 29 29 0 0 4 4 22 0 Y 14906 CebrOK014_E_131_Tpra06

total 419 proteins
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126 179958 OK213_E_279_Tpra06 203.65 29 29 0 0 4 4 22 0 Y 14906 OK213_E_279_Tpra06

126 179955 OK006_E_261_Tpra06 203.65 29 29 0 0 4 4 22 0 Y 14875 OK006_E_261_Tpra06

126 179964 OK006_E_262_Tpra06 203.65 29 29 0 0 4 4 22 0 Y 14873 OK006_E_262_Tpra06

144 179903 V_1278_106_Prohormone-4a 202.79 14 14 2 0 4 1 8 4 Y 42200 V_1278_106_Prohormone-4a

144 179904 V_CG13_205_Prohormone-4a 202.79 14 14 2 0 4 1 8 4 Y 42199 V_CG13_205_Prohormone-4a

165 179828 P_094D_091_Angiotensin-converting 202.24 6 4 4 0 0 4 4 3 3 N 81827 enzyme-like

140 179769 P_102D_097_Nucleobinding-2-like 199.47 13 11 7 0 0 6 6 5 9 N 48472 P_102D_097_Nucleobinding-2-lik
e

137 179981 OK212_J_009_B1 197.15 51 11 51 0 3 1 2 16 N 8340 OK212_J_009_B1

137 179982 OK005_J_007_B1 197.15 51 11 51 0 3 1 2 16 N 8340 OK005_J_007_B1

137 180002 OK212_J_010_B1 197.15 41 9 41 0 3 1 2 16 N 10340 OK212_J_010_B1

137 179999 OK212_J_008_B1 197.15 53 11 53 0 3 1 2 16 N 7953 OK212_J_008_B1

137 180000 OK005_J_006_B1 197.15 53 11 53 0 3 1 2 16 N 7953 OK005_J_006_B1

120 182188 OK212_J_220_Cerm03 196.20 53 41 53 0 2 1 2 23 N 3523 OK212_J_220_Cerm03

134 179983 OK214_J_005_B1 195.80 51 11 51 0 3 1 2 17 N 8354 OK214_J_005_B1

134 180001 OK214_J_004_B1 195.80 53 11 53 0 3 1 2 17 N 7967 OK214_J_004_B1

128 179965 V_1278_048_E-1 190.86 44 44 30 0 0 4 4 15 6 Y 8480 V_1278_048_E-1

128 179966 V_CG13_066_E-1 190.86 44 44 30 0 0 4 4 15 6 Y 8480 V_CG13_066_E-1

139 180539 SRX1323887_E_199_Pmag02 189.56 32 14 18 0 3 2 7 9 Y 8081 SRX1323887_E_199_Pmag02

139 180540 SRX1323887_E_200_Pmag02 189.56 32 14 18 0 3 2 7 9 Y 8081 SRX1323887_E_200_Pmag02

127 180454 OK212_J_265_Pmag02 187.94 32 18 32 0 3 1 9 13 Y 8090 OK212_J_265_Pmag02

127 180915 CebrOK035_J_309_Pmag02 187.94 32 18 32 0 3 1 9 13 Y 8123 CebrOK035_J_309_Pmag02

127 181080 CebrOK035_J_308_Pmag02 187.94 32 18 32 0 3 1 9 13 Y 8091 CebrOK035_J_308_Pmag02

127 181081 CebrOK033_J_219_Pmag02 187.94 32 18 32 0 3 1 9 13 Y 8091 CebrOK033_J_219_Pmag02

127 181082 OK214_J_271_Pmag02 187.94 32 18 32 0 3 1 9 13 Y 8091 OK214_J_271_Pmag02

127 181083 OK005_J_275_Pmag02 187.94 32 18 32 0 3 1 9 13 Y 8116 OK005_J_275_Pmag02

127 181084 OK212_J_264_Pmag02 187.94 32 18 32 0 3 1 9 13 Y 8091 OK212_J_264_Pmag02

127 181085 OK214_J_272_Pmag02 187.94 32 18 32 0 3 1 9 13 Y 8130 OK214_J_272_Pmag02

105 179930 gene:107299479 185.85 23 23 23 0 0 4 4 22 13 N 20702 transcript:XP015684320.1 DBNLI
NE|16549|

176 179994 SRX1323887_E_190_Ggeo01 184.26 61 61 0 0 3 1 5 0 N 7219 SRX1323887_E_190_Ggeo01

176 179995 CebrOK014_E_119_Ggeo01 184.26 61 61 0 0 3 1 5 0 N 7193 CebrOK014_E_119_Ggeo01

176 179996 OK005_J_264_Ggeo01 184.26 61 61 0 0 3 1 5 0 N 7161 OK005_J_264_Ggeo01

176 179997 OK213_E_251_Ggeo01 184.26 61 61 0 0 3 1 5 0 N 7161 OK213_E_251_Ggeo01

159 180503 P_022_Coagulation 184.02 15 15 8 0 0 3 3 6 2 Y 23382 factor

162 179929 D_059_Immunoglobulin-like 183.37 9 2 9 0 0 3 3 3 4 Y 41965 domain

169 179915 OK214_J_329_PPI 178.01 17 0 17 0 3 1 0 5 N 23008 OK214_J_329_PPI

169 179916 OK212_J_316_PPI 178.01 17 0 17 0 3 1 0 5 N 23008 OK212_J_316_PPI

201 179998 SRX1323887_E_191_Ggeo01 174.73 54 54 0 0 3 1 3 0 N 8172 SRX1323887_E_191_Ggeo01

212 180302 OK193_E_234_Tand01 172.52 27 27 0 0 2 2 2 0 N 12931 OK193_E_234_Tand01

212 180303 OK213_E_278_Tand01 172.52 27 27 0 0 2 2 2 0 N 12931 OK213_E_278_Tand01

212 180304 OK006_E_260_Tand01 172.52 27 27 0 0 2 2 2 0 N 12931 OK006_E_260_Tand01

212 180305 SRX1323887_E_217_Tand01 172.52 27 27 0 0 2 2 2 0 N 12931 SRX1323887_E_217_Tand01

143 179831 P_079D_079_Metallopeptidase 172.45 6 2 6 0 0 4 4 1 11 N 64734 P_079D_079_Metallopeptidase

166 179833 gene:107297064 168.85 5 0 5 0 4 4 0 6 N 91127 transcript:XP015681908.1 DBNLI
NE|14308|

167 179914 gene:107289560 168.59 15 7 15 0 0 3 3 2 4 N 29134 transcript:XP015673826.1 DBNLI
NE|7176|

154 179921 OK193_E_248_Conodipine 165.82 23 23 0 0 4 2 9 0 Y 20340 OK193_E_248_Conodipine

154 179922 SRX1323887_E_230_Conodipine 165.82 23 23 0 0 4 2 9 0 Y 20344 SRX1323887_E_230_Conodipine

154 179924 OK213_E_301_Conodipine 165.82 23 23 0 0 4 2 9 0 Y 20477 OK213_E_301_Conodipine

154 179925 OK006_E_272_Conodipine 165.82 23 23 0 0 4 2 9 0 Y 20477 OK006_E_272_Conodipine

148 180083 V_1302_329_T-3-WF 160.40 38 38 38 0 0 2 1 9 2 Y 5742 V_1302_329_T-3-WF

148 181103 V_1302_150_T-3-WF 160.40 42 42 42 0 0 2 1 9 2 Y 5242 V_1302_150_T-3-WF

148 181104 V_1258_142_T-3-WF 160.40 42 42 42 0 0 2 1 9 2 Y 5242 V_1258_142_T-3-WF

148 181105 V_1302_151_T-3-WF 160.40 40 40 40 0 0 2 1 9 2 Y 5727 V_1302_151_T-3-WF

148 181106 V_1258_074_T-3-WF 160.40 38 38 38 0 0 2 1 9 2 Y 5924 V_1258_074_T-3-WF

168 179920 gene:107292247 156.53 3 0 3 0 3 3 0 5 N 103037 transcript:XP015676813.1 DBNLI
NE|9754|

184 180553 OK212_J_239_Cerm08 152.79 29 0 29 0 2 2 0 4 Y 10110 OK212_J_239_Cerm08

184 180554 CebrOK033_J_197_Cerm08 152.79 29 0 29 0 2 2 0 4 Y 10110 CebrOK033_J_197_Cerm08

177 179989 gene:107285995 152.00 25 8 25 0 0 3 3 2 3 N 20697 transcript:XP015669766.1 DBNLI
NE|3721|

150 181079 V_CG13_085_B2 150.40 40 40 0 0 2 2 10 0 Y 15163 V_CG13_085_B2

155 182213 OK214_J_237_Cerm03 149.89 55 0 55 0 4 4 0 9 N 3355 OK214_J_237_Cerm03

190 180098 OK212_J_300_Thioredoxin 148.61 8 0 8 0 2 2 0 3 N 43581 domain-containing protein 5

190 180099 OK005_J_306_Thioredoxin 148.61 8 0 8 0 2 2 0 3 N 43581 domain-containing protein 5

181 179986 SRX1323887_E_229_Conodipine 145.93 20 20 0 0 3 1 4 0 Y 20361 SRX1323887_E_229_Conodipine

181 179987 OK193_E_247_Conodipine 145.93 20 20 0 0 3 1 4 0 Y 20357 OK193_E_247_Conodipine

160 181116 gene:107298953 143.17 37 7 37 0 0 2 2 2 6 N 10526 transcript:XP015683796.1 DBNLI
NE|16056|

142 181101 OK212_J_224_Cerm03 136.93 70 23 70 0 2 1 2 12 N 3285 OK212_J_224_Cerm03

111 181087 OK213_E_102_M 136.34 58 58 58 0 0 2 2 18 12 N 3551 OK213_E_102_M

191 180813 V_CG13_016_Conkunitzin-12 134.58 16 16 0 0 2 2 3 0 N 12555 V_CG13_016_Conkunitzin-12

191 181052 V_1302_039_Conkunitzin-12 134.58 16 16 0 0 2 2 3 0 N 12597 V_1302_039_Conkunitzin-12

147 180171 OK213_E_009_B1 133.77 32 32 11 0 2 1 6 5 N 8454 OK213_E_009_B1

147 180145 OK213_E_008_B1 133.77 33 33 11 0 2 1 6 5 N 8008 OK213_E_008_B1

147 180188 SRX1323887_E_010_B1 133.77 33 33 11 0 2 1 6 5 N 8011 SRX1323887_E_010_B1

147 180189 OK193_E_008_B1 133.77 33 33 11 0 2 1 6 5 N 8011 OK193_E_008_B1

147 180190 OK213_E_010_B1 133.77 33 33 11 0 2 1 6 5 N 8011 OK213_E_010_B1

147 180191 CebrOK014_E_003_B1 133.77 33 33 11 0 2 1 6 5 N 8011 CebrOK014_E_003_B1

151 181112 OK193_E_026_Conkunitzin 128.50 30 30 0 0 2 2 10 0 Y 6959 OK193_E_026_Conkunitzin

151 181113 OK006_E_028_Conkunitzin 128.50 30 30 0 0 2 2 10 0 Y 6959 OK006_E_028_Conkunitzin

151 181114 SRX1323887_E_026_Conkunitzin 128.50 30 30 0 0 2 2 10 0 Y 6959 SRX1323887_E_026_Conkunitzin

151 181115 OK213_E_030_Conkunitzin 128.50 30 30 0 0 2 2 10 0 Y 6959 OK213_E_030_Conkunitzin

161 179913 gene:107288180 128.31 4 4 4 0 0 2 2 2 5 N 54031 transcript:XP015672252.1 DBNLI
NE|5833|

173 181530 OK212_J_025_Conkunitzin 127.65 32 0 32 0 1 1 0 5 Y 7081 OK212_J_025_Conkunitzin

173 181531 OK212_J_026_Conkunitzin 127.65 32 0 32 0 1 1 0 5 Y 7065 OK212_J_026_Conkunitzin

215 180086 gene:107288688 123.35 15 0 15 0 2 2 0 2 Y 21782 transcript:XP015672813.1 DBNLI
NE|6321|

183 218 Pvau2_22 112.72 5 0 5 0 2 2 0 4 N 52333 Pvau2_22

179 180112 gene:107294617 111.81 2 2 2 0 0 1 1 2 2 N 91720 transcript:XP015679347.1 DBNLI
NE|12030|

180 180096 P_027D_029_Neuroendocrine 111.72 2 0 2 0 1 1 0 4 N 74870 convertase

249 182205 OK193_E_214_Ggeo01 108.40 32 32 0 0 1 1 1 0 N 4628 OK193_E_214_Ggeo01

244 182045 V_CG13_188_D 105.56 35 35 0 0 1 1 1 0 Y 5103 V_CG13_188_D

178 182050 OK193_E_115_M 105.36 34 34 0 0 2 2 5 0 Y 3277 OK193_E_115_M

185 180408 V_CG13_073_Rimp 104.60 11 11 11 0 0 1 1 3 1 N 12577 01

164 182107 OK213_E_049_H 103.98 29 29 0 0 1 1 7 0 N 6417 OK213_E_049_H

188 180013 A_0025_010_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

188 180014 A_1387_362 102.93 22 0 22 0 2 2 0 3 N 12416 60S ribosomal protein L10

188 180015 A_0885_182_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

188 180016 A_0055_259_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

188 180017 A_0520_023_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

188 180018 A_0048_318_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

total 419 proteins
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188 180019 A_0031_033_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

188 180020 A_0855_173_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

188 180021 K_0010_065_60S 102.93 22 0 22 0 2 2 0 3 N 12442 ribosomal protein L10

188 180022 A_0239_021_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

188 180023 A_0875_147_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

188 180024 A_0039_214_60S 102.93 22 0 22 0 2 2 0 3 N 12416 ribosomal protein L10

186 181095 OK212_J_022_Con-ikot-ikot 102.53 22 0 22 0 2 2 0 4 Y 10743 OK212_J_022_Con-ikot-ikot

186 181096 OK214_J_017_Con-ikot-ikot 102.53 22 0 22 0 2 2 0 4 Y 10743 OK214_J_017_Con-ikot-ikot

186 181097 CebrOK035_J_031_Con-ikot-ikot 102.53 22 0 22 0 2 2 0 4 Y 10743 CebrOK035_J_031_Con-ikot-ikot

186 181098 OK214_J_018_Con-ikot-ikot 102.53 21 0 21 0 2 2 0 4 Y 10848 OK214_J_018_Con-ikot-ikot

199 182215 V_1258_008_M-5-WF 102.49 27 27 0 0 2 2 3 0 N 5707 V_1258_008_M-5-WF

199 182216 V_1302_055_M-5-WF 102.49 19 19 0 0 2 2 3 0 N 7934 V_1302_055_M-5-WF

262 182206 SRX1323887_E_029_D 101.45 30 30 0 0 1 1 1 0 Y 4789 SRX1323887_E_029_D

262 182207 OK213_E_034_D 101.45 30 30 0 0 1 1 1 0 Y 4723 OK213_E_034_D

156 181120 V_CG13_175_T-3-WF 99.73 33 33 15 0 2 1 8 1 N 5152 V_CG13_175_T-3-WF

202 181107 OK006_E_057_I1 98.47 44 44 0 0 2 2 3 0 Y 4930 OK006_E_057_I1

202 181108 OK213_E_051_I1 98.47 44 44 0 0 2 2 3 0 Y 4930 OK213_E_051_I1

202 181109 CebrOK014_E_015_I1 98.47 44 44 0 0 2 2 3 0 Y 4930 CebrOK014_E_015_I1

202 181110 OK193_E_044_I1 98.47 44 44 0 0 2 2 3 0 Y 4929 OK193_E_044_I1

202 181111 SRX1323887_E_041_I1 98.47 44 44 0 0 2 2 3 0 Y 4929 SRX1323887_E_041_I1

216 182208 OK006_E_265_Conopressin 98.21 10 0 10 0 1 1 0 2 N 12783 / Conophysin

216 182209 CebrOK035_J_333_Conopressin/Conophysin 98.21 9 0 9 0 1 1 0 2 N 13777 CebrOK035_J_333_Conopressin/
Conophysin

220 181117 CebrOK033_J_111_O1 95.69 51 0 51 0 2 2 0 2 N 4194 CebrOK033_J_111_O1

174 181516 OK213_E_029_Conkunitzin 94.00 15 15 0 0 2 2 5 0 N 7109 OK213_E_029_Conkunitzin

256 181962 OK213_E_035_D 93.29 30 30 0 0 1 1 1 0 Y 4845 OK213_E_035_D

256 181963 OK193_E_028_D 93.29 30 30 0 0 1 1 1 0 Y 4845 OK193_E_028_D

256 182212 CebrOK014_E_009_D 93.29 76 76 0 0 1 1 1 0 Y 1983 CebrOK014_E_009_D

194 180942 V_1258_145_T-3 89.65 46 46 0 0 2 2 3 0 N 4768 V_1258_145_T-3

194 180943 V_1302_153_T-3 89.65 46 46 0 0 2 2 3 0 N 4768 V_1302_153_T-3

194 181123 V_1302_154_T-3 89.65 46 46 0 0 2 2 3 0 N 4785 V_1302_154_T-3

194 181124 V_1258_144_T-3 89.65 46 46 0 0 2 2 3 0 N 4785 V_1258_144_T-3

194 181125 V_CG13_170_T-3 89.65 46 46 0 0 2 2 3 0 N 4785 V_CG13_170_T-3

194 181126 V_CG13_174_T-3 89.65 46 46 0 0 2 2 3 0 N 4786 V_CG13_174_T-3

245 180605 gene:107288629 86.87 3 0 3 0 1 1 0 1 N 45804 transcript:XP015672753.1 DBNLI
NE|6264|

205 182210 CebrOK035_J_218_Q 86.20 36 0 36 0 1 1 0 3 Y 3782 CebrOK035_J_218_Q

205 182211 OK214_J_192_Q 86.20 36 0 36 0 1 1 0 3 Y 3782 OK214_J_192_Q

209 180185 gene:107290492 84.88 3 0 3 0 1 1 0 2 N 58417 transcript:XP015674860.1 DBNLI
NE|8072|

213 180838 CebrOK016_E_005_B2 84.86 46 46 0 0 2 2 2 0 N 14210 CebrOK016_E_005_B2

213 181128 CebrOK014_E_004_B2 84.86 46 46 0 0 2 2 2 0 N 14180 CebrOK014_E_004_B2

213 181129 CebrOK016_E_004_B2 84.86 46 46 0 0 2 2 2 0 N 14180 CebrOK016_E_004_B2

187 182218 V_1278_082_T-3 84.64 24 24 24 0 0 1 1 3 1 N 4119 V_1278_082_T-3

187 1391 AXL95619_conotoxin_precursor_superfamily_T_Conus_ermineus 84.64 24 24 24 0 0 1 1 3 1 N 4119 AXL95619_conotoxin_precursor_s
uperfamily_T_Conus_ermineus

187 182219 V_1278_081_T-3 84.64 24 24 24 0 0 1 1 3 1 N 4119 V_1278_081_T-3

187 1394 MATURECV10_022_Conotoxin_precursor_T_T_3 84.64 24 24 24 0 0 1 1 3 1 N 4119 MATURECV10_022_Conotoxin_pr
ecursor_T_T_3

187 182220 V_1278_083_T-3 84.64 24 24 24 0 0 1 1 3 1 N 4118 V_1278_083_T-3

172 267 Pvau2_102 84.51 2 2 2 0 0 1 1 1 4 N 67029 Pvau2_102

172 324 Pvau2_101 84.51 2 2 2 0 0 1 1 1 4 N 65840 Pvau2_101

196 181836 OK213_E_130_M 83.34 24 24 0 0 1 1 3 0 N 6266 OK213_E_130_M

196 181837 OK193_E_113_M 83.34 24 24 0 0 1 1 3 0 N 6266 OK193_E_113_M

196 181838 SRX1323887_E_086_M 83.34 24 24 0 0 1 1 3 0 N 6266 SRX1323887_E_086_M

196 181839 OK006_E_111_M 83.34 24 24 0 0 1 1 3 0 N 6266 OK006_E_111_M

175 182271 SRX1323887_E_022_Con-ikot-ikot 82.56 10 10 0 0 1 1 5 0 Y 9256 SRX1323887_E_022_Con-ikot-iko
t

175 182272 OK193_E_023_Con-ikot-ikot 82.56 10 10 0 0 1 1 5 0 Y 9242 OK193_E_023_Con-ikot-ikot

175 182273 OK006_E_022_Con-ikot-ikot 82.56 10 10 0 0 1 1 5 0 Y 9256 OK006_E_022_Con-ikot-ikot

175 182274 OK213_E_025_Con-ikot-ikot 82.56 10 10 0 0 1 1 5 0 Y 9256 OK213_E_025_Con-ikot-ikot

175 182275 OK006_E_021_Con-ikot-ikot 82.56 10 10 0 0 1 1 5 0 Y 9361 OK006_E_021_Con-ikot-ikot

253 1058 JAB84712_Conodipine_Vc2_prepropeptide_Conus_victoriae 81.19 6 6 0 0 1 1 1 0 N 19004 JAB84712_Conodipine_Vc2_prepr
opeptide_Conus_victoriae

222 1379 Pneo_78 79.22 30 0 30 0 1 1 0 2 N 6326 Pneo_78

263 182214 OK213_E_290_Insulin-related 79.03 12 12 0 0 1 1 1 0 N 20850 peptide

189 181476 gene:107291672 77.88 10 10 10 0 0 1 1 1 2 N 10058 transcript:XP015676180.1 DBNLI
NE|9211|

203 182221 K_0010_325_Conkunitzin-12 77.50 10 10 0 0 1 1 3 0 N 12568 K_0010_325_Conkunitzin-12

261 181980 gene:107293627 77.33 2 0 2 0 1 1 0 1 N 74837 transcript:XP015678272.1 DBNLI
NE|11078|

239 216 Pvau2_11 76.52 3 0 3 0 1 1 0 1 N 65152 Pvau2_11

239 212 Pvau2_17 76.52 2 0 2 0 1 1 0 1 N 106303 Pvau2_17

192 181635 K_0010_003_Con-ikot-ikot-4 76.39 11 11 0 0 1 1 3 0 N 8773 K_0010_003_Con-ikot-ikot-4

204 182235 V_1278_027_I1-1 75.34 22 22 0 0 1 1 3 0 Y 4395 V_1278_027_I1-1

204 182231 V_1302_121_I1-1 75.34 22 22 0 0 1 1 3 0 Y 4477 V_1302_121_I1-1

204 182232 V_1258_040_I1-1 75.34 22 22 0 0 1 1 3 0 Y 4477 V_1258_040_I1-1

204 182233 A_0855_013_I1-1 75.34 22 22 0 0 1 1 3 0 Y 4362 A_0855_013_I1-1

204 182234 A_0885_033_I1-1 75.34 22 22 0 0 1 1 3 0 Y 4362 A_0885_033_I1-1

204 182236 A_0031_321_I1-1 75.34 22 22 0 0 1 1 3 0 Y 4392 A_0031_321_I1-1

204 182237 A_0055_009_I1-1 75.34 22 22 0 0 1 1 3 0 Y 4362 A_0055_009_I1-1

204 1230 AXL95521_conotoxin_precursor_superfamily_I1_Conus_ermineus 75.34 22 22 0 0 1 1 3 0 Y 4362 AXL95521_conotoxin_precursor_s
uperfamily_I1_Conus_ermineus

204 182238 V_CG13_054_I1-1 75.34 22 22 0 0 1 1 3 0 Y 4436 V_CG13_054_I1-1

204 182239 A_0855_014_I1-1 75.34 21 21 0 0 1 1 3 0 Y 4655 A_0855_014_I1-1

204 182240 A_0520_205_I1-1 75.34 19 19 0 0 1 1 3 0 Y 5146 A_0520_205_I1-1

230 245780 CV8_288_Protein 74.95 1 0 1 0 1 1 0 1 N 86303 Disulfide Isomerase

230 180526 OK213_E_328_PDI 74.95 1 0 1 0 1 1 0 1 N 86454 OK213_E_328_PDI

230 180527 OK006_E_297_PDI 74.95 1 0 1 0 1 1 0 1 N 86468 OK006_E_297_PDI

230 180476 K_0010_438_Protein 74.95 1 0 1 0 1 1 0 1 N 77577 Disulfide Isomerase (PDI-A5)

230 180566 V_1258_178_Protein 74.95 2 0 2 0 1 1 0 1 N 71576 Disulfide Isomerase (PDI-A5)

230 180567 V_1302_231_Protein 74.95 2 0 2 0 1 1 0 1 N 71576 Disulfide Isomerase (PDI-A5)

230 180821 CebrOK033_J_269_PDI 74.95 1 0 1 0 1 1 0 1 N 82079 CebrOK033_J_269_PDI

230 180822 SRX1323887_E_250_PDI 74.95 1 0 1 0 1 1 0 1 N 86454 SRX1323887_E_250_PDI

230 180823 OK214_J_339_PDI 74.95 1 0 1 0 1 1 0 1 N 86501 OK214_J_339_PDI

230 180824 OK212_J_327_PDI 74.95 1 0 1 0 1 1 0 1 N 86501 OK212_J_327_PDI

230 180825 OK193_E_274_PDI 74.95 1 0 1 0 1 1 0 1 N 86466 OK193_E_274_PDI

230 180826 OK005_J_321_PDI 74.95 1 0 1 0 1 1 0 1 N 86501 OK005_J_321_PDI

230 180918 A_0855_170_Protein 74.95 2 0 2 0 1 1 0 1 N 57402 Disulfide Isomerase (PDI-A5)

230 180919 A_0039_255_Protein 74.95 2 0 2 0 1 1 0 1 N 58543 Disulfide Isomerase (PDI-A5)

230 180920 A_0239_037_Protein 74.95 2 0 2 0 1 1 0 1 N 58472 Disulfide Isomerase (PDI-A5)

230 180882 V_1278_149_Protein 74.95 2 0 2 0 1 1 0 1 N 71544 Disulfide Isomerase (PDI-A5)

230 180883 A_0039_254_Protein 74.95 2 0 2 0 1 1 0 1 N 71664 Disulfide Isomerase (PDI-A5)

230 180884 V_CG13_297_Protein 74.95 2 0 2 0 1 1 0 1 N 71510 Disulfide Isomerase (PDI-A5)

230 180885 A_0855_171_Protein 74.95 2 0 2 0 1 1 0 1 N 71605 Disulfide Isomerase (PDI-A5)

230 180886 A_0055_279_Protein 74.95 2 0 2 0 1 1 0 1 N 71735 Disulfide Isomerase (PDI-A5)

total 419 proteins
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230 180917 A_0875_155_Protein 74.95 3 0 3 0 1 1 0 1 N 38496 Disulfide Isomerase (PDI-A5)

230 180531 A_0885_186_Protein 74.95 2 0 2 0 1 1 0 1 N 71651 Disulfide Isomerase (PDI-A5)

210 182227 OK193_E_118_N 73.45 22 22 0 0 1 1 2 0 N 4239 OK193_E_118_N

210 182228 SRX1323887_E_088_N 73.45 22 22 0 0 1 1 2 0 N 4239 SRX1323887_E_088_N

210 182229 OK213_E_135_N 73.45 22 22 0 0 1 1 2 0 N 4239 OK213_E_135_N

210 182230 OK193_E_117_N 73.45 22 22 0 0 1 1 2 0 N 4239 OK193_E_117_N

266 182242 V_CG13_125_A-1 72.97 44 44 0 0 1 1 1 0 Y 1885 V_CG13_125_A-1

197 182225 OK006_E_107_M 72.81 43 0 43 0 1 1 0 3 N 2486 OK006_E_107_M

223 182217 OK213_E_203_Q 72.77 32 32 0 0 1 1 2 0 Y 4152 OK213_E_203_Q

217 182094 OK213_E_192_O2 71.13 17 17 0 0 1 1 2 0 N 5540 OK213_E_192_O2

163 182222 OK005_J_272_Ggeo01 70.99 25 0 25 0 1 1 0 7 Y 4059 OK005_J_272_Ggeo01

163 182223 CebrOK035_J_299_Ggeo01 70.99 25 0 25 0 1 1 0 7 Y 4059 CebrOK035_J_299_Ggeo01

163 182224 OK214_J_263_Ggeo01 70.99 25 0 25 0 1 1 0 7 Y 4059 OK214_J_263_Ggeo01

231 180692 gene:107285462 70.43 4 0 4 0 1 1 0 1 N 22635 transcript:XP015669131.1 DBNLI
NE|3200|

252 180948 K_0010_081_Rimp 69.05 11 11 0 0 1 1 1 0 N 12417 01

258 181503 OK006_E_029_Conkunitzin 69.01 9 9 0 0 1 1 1 0 N 12057 OK006_E_029_Conkunitzin

258 181504 OK193_E_027_Conkunitzin 69.01 9 9 0 0 1 1 1 0 N 12057 OK193_E_027_Conkunitzin

258 181505 CebrOK016_E_012_Conkunitzin 69.01 9 9 0 0 1 1 1 0 N 12057 CebrOK016_E_012_Conkunitzin

258 181506 SRX1323887_E_028_Conkunitzin 69.01 9 9 0 0 1 1 1 0 N 12057 SRX1323887_E_028_Conkunitzin

258 181508 OK213_E_033_Conkunitzin 69.01 6 6 0 0 1 1 1 0 N 17313 OK213_E_033_Conkunitzin

218 182243 OK212_J_201_T 66.91 39 0 39 0 1 1 0 2 N 2492 OK212_J_201_T

208 180123 D_092_FK506-binding 66.80 4 4 4 0 0 1 1 1 1 N 24293 protein 2-like

211 181642 SRX1323887_E_137_P 66.31 28 28 0 0 1 1 2 0 N 3425 SRX1323887_E_137_P

227 180397 gene:107290974 65.83 2 0 2 0 1 1 0 1 N 56705 transcript:XP015675408.1 DBNLI
NE|8539|

246 181174 OK214_J_257_Cver07 65.46 6 0 6 0 1 1 0 1 N 20908 OK214_J_257_Cver07

207 180100 gene:107293638 65.35 2 0 2 0 1 1 0 2 N 38120 transcript:XP015678284.1 DBNLI
NE|11089|

200 182328 SRX1323887_E_222_Conorfamide 63.04 10 10 0 0 1 1 3 0 N 8297 SRX1323887_E_222_Conorfamid
e

200 182329 OK213_E_288_Conorfamide 63.04 10 10 0 0 1 1 3 0 N 8297 OK213_E_288_Conorfamide

200 182330 OK193_E_242_Conorfamide 63.04 10 10 0 0 1 1 3 0 N 8297 OK193_E_242_Conorfamide

219 182283 V_1258_138_Q-4 62.05 23 23 0 0 1 1 2 0 N 3751 V_1258_138_Q-4

219 182284 V_CG13_043_Q-4 62.05 23 23 0 0 1 1 2 0 N 3724 V_CG13_043_Q-4

238 180120 gene:107297725 61.56 2 0 2 0 1 1 0 1 N 40821 transcript:XP015682572.1 DBNLI
NE|14925|

259 182278 OK006_E_160_O2 61.28 26 26 0 0 1 1 1 0 N 3869 OK006_E_160_O2

259 182279 OK006_E_159_O2 61.28 26 26 0 0 1 1 1 0 N 3882 OK006_E_159_O2

236 182244 OK212_J_105_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK212_J_105_M

236 182245 OK213_E_106_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK213_E_106_M

236 182246 OK212_J_104_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK212_J_104_M

236 182247 OK006_E_092_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK006_E_092_M

236 182248 OK212_J_106_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK212_J_106_M

236 182249 CebrOK033_J_077_M 61.19 58 0 58 0 1 1 0 1 N 2580 CebrOK033_J_077_M

236 182250 OK005_J_090_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK005_J_090_M

236 182251 OK212_J_101_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK212_J_101_M

236 182252 OK005_J_089_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK005_J_089_M

236 182253 OK214_J_092_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK214_J_092_M

236 182254 OK212_J_103_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK212_J_103_M

236 182255 OK214_J_091_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK214_J_091_M

236 182256 OK212_J_115_M 61.19 58 0 58 0 1 1 0 1 N 2596 OK212_J_115_M

236 182257 OK212_J_102_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK212_J_102_M

236 182258 OK214_J_090_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK214_J_090_M

236 182259 OK212_J_109_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK212_J_109_M

236 182260 OK212_J_108_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK212_J_108_M

236 182261 CebrOK035_J_095_M 61.19 58 0 58 0 1 1 0 1 N 2580 CebrOK035_J_095_M

236 182262 OK212_J_087_M 61.19 58 0 58 0 1 1 0 1 N 2580 OK212_J_087_M

236 182263 OK214_J_095_M 61.19 58 0 58 0 1 1 0 1 N 2624 OK214_J_095_M

232 601 DAC80618_TPA_inf_conodipine_partial_Conus_magus 60.77 5 5 0 0 1 1 1 0 N 18551 DAC80618_TPA_inf_conodipine_p
artial_Conus_magus

232 180309 OK212_J_293_Conodipine 60.77 4 4 0 0 1 1 1 0 N 20620 OK212_J_293_Conodipine

232 180367 OK212_J_292_Conodipine 60.77 4 4 0 0 1 1 1 0 N 20809 OK212_J_292_Conodipine

232 180682 V_CG13_220_Conodipine-2 60.77 5 5 0 0 1 1 1 0 N 17071 V_CG13_220_Conodipine-2

232 180624 V_1258_222_Conodipine-2 60.77 4 4 0 0 1 1 1 0 N 20525 V_1258_222_Conodipine-2

232 180639 V_1302_262_Conodipine-2 60.77 4 4 0 0 1 1 1 0 N 20361 V_1302_262_Conodipine-2

232 180625 V_1302_263_Conodipine-2 60.77 4 4 0 0 1 1 1 0 N 20531 V_1302_263_Conodipine-2

232 246068 CV8_259_Conodipine 60.77 4 4 0 0 1 1 1 0 N 20466 CV8_259_Conodipine

232 180756 OK212_J_290_Conodipine 60.77 4 4 0 0 1 1 1 0 N 20627 OK212_J_290_Conodipine

232 181511 OK212_J_291_Conodipine 60.77 4 4 0 0 1 1 1 0 N 20816 OK212_J_291_Conodipine

237 179993 gene:107302264 60.44 9 0 9 0 1 1 0 1 N 11204 transcript:XP015686849.1 DBNLI
NE|18974|

237 180003 gene:107302095 60.44 6 0 6 0 1 1 0 1 N 17676 transcript:XP015686704.1 DBNLI
NE|18836|

214 181139 A_0239_128_M-3a-WF 60.04 29 29 0 0 1 1 2 0 N 3379 A_0239_128_M-3a-WF

214 181140 A_0239_131_M-3a-WF 60.04 28 28 0 0 1 1 2 0 N 3507 A_0239_131_M-3a-WF

214 182295 OK214_J_079_M 60.04 40 40 0 0 1 1 2 0 N 2373 OK214_J_079_M

214 182296 A_1387_079 60.04 38 38 0 0 1 1 2 0 N 2602 M-3a-WF

214 182297 OK006_E_081_M 60.04 32 32 0 0 1 1 2 0 N 2967 OK006_E_081_M

214 182298 OK212_J_098_M 60.04 30 30 0 0 1 1 2 0 N 3140 OK212_J_098_M

214 182299 K_0010_334_M-3a 60.04 27 27 0 0 1 1 2 0 N 3609 K_0010_334_M-3a

214 182300 A_1387_077 60.04 26 26 0 0 1 1 2 0 N 3769 M-3a

214 182301 K_0010_335_M-3a-WF 60.04 24 24 0 0 1 1 2 0 N 4026 K_0010_335_M-3a-WF

214 1136 AXL95709_conotoxin_precursor_superfamily_M_partial_Conus 60.04 19 19 0 0 1 1 2 0 N 5023 AXL95709_conotoxin_precursor_s
uperfamily_M_partial_Conus

214 1066 DAC80580_TPA_inf_conotoxin_superfamily_M_Conus 60.04 18 18 0 0 1 1 2 0 N 5313 DAC80580_TPA_inf_conotoxin_su
perfamily_M_Conus

214 1067 QFQ61048_conotoxin_superfamily_M_Conus_magus 60.04 18 18 0 0 1 1 2 0 N 5204 QFQ61048_conotoxin_superfamil
y_M_Conus_magus

221 181374 gene:107283272 59.84 7 7 7 0 0 1 1 1 1 N 10960 transcript:XP015666633.1 DBNLI
NE|1071|

257 181031 gene:107295193 58.82 4 0 4 0 1 1 0 1 N 26111 transcript:XP015679983.1 DBNLI
NE|12586|

255 182281 OK214_J_161_O2 58.28 32 0 32 0 1 1 0 1 N 3006 OK214_J_161_O2

255 182282 OK214_J_169_O2 58.28 25 0 25 0 1 1 0 1 N 3636 OK214_J_169_O2

242 182310 OK006_E_230_Ggeo01 58.10 22 22 0 0 1 1 1 0 N 4655 OK006_E_230_Ggeo01

264 1383 P08581 58.09 30 30 0 0 1 1 1 0 Y 5013 P08581

264 182285 OK193_E_233_Sf-mi2 58.09 30 30 0 0 1 1 1 0 Y 4981 OK193_E_233_Sf-mi2

250 182353 gene:107292229 58.05 12 0 12 0 1 1 0 1 N 15667 transcript:XP015676788.1 DBNLI
NE|9736|

260 181408 OK214_J_009_B2 58.02 13 13 0 0 1 1 1 0 N 10396 OK214_J_009_B2

193 182286 OK214_J_276_Rimp01 57.67 15 15 0 0 1 1 3 0 Y 7109 OK214_J_276_Rimp01

193 182288 OK006_E_239_Rimp01 57.67 9 9 0 0 1 1 3 0 Y 12321 OK006_E_239_Rimp01

193 182289 OK213_E_266_Rimp01 57.67 9 9 0 0 1 1 3 0 Y 12369 OK213_E_266_Rimp01

193 182290 CebrOK016_E_135_Rimp 57.67 9 9 0 0 1 1 3 0 Y 12321 01

193 182291 OK193_E_223_Rimp01 57.67 9 9 0 0 1 1 3 0 Y 12307 OK193_E_223_Rimp01

193 182292 SRX1323887_E_204_Rimp01 57.67 9 9 0 0 1 1 3 0 Y 12321 SRX1323887_E_204_Rimp01

193 182293 CebrOK014_E_124_Rimp01 57.67 9 9 0 0 1 1 3 0 Y 12321 CebrOK014_E_124_Rimp01

total 419 proteins
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Mass Description

198 182339 OK213_E_267_Rimp01 57.66 9 0 9 0 1 1 0 3 N 8878 OK213_E_267_Rimp01

198 182346 OK212_J_266_Rimp01 57.66 6 0 6 0 1 1 0 3 N 12580 OK212_J_266_Rimp01

198 182347 CebrOK035_J_314_Rimp01 57.66 6 0 6 0 1 1 0 3 N 12580 CebrOK035_J_314_Rimp01

198 182348 OK005_J_279_Rimp01 57.66 6 0 6 0 1 1 0 3 N 12580 OK005_J_279_Rimp01

198 182345 OK214_J_274_Rimp01 57.66 6 0 6 0 1 1 0 3 N 12370 OK214_J_274_Rimp01

198 182349 OK214_J_273_Rimp01 57.66 6 0 6 0 1 1 0 3 N 12580 OK214_J_273_Rimp01

198 182350 CebrOK033_J_221_Rimp01 57.66 6 0 6 0 1 1 0 3 N 12580 CebrOK033_J_221_Rimp01

total 419 proteins

OK193_E_272_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AAASIDDIPFAITSEDHVFK.E N 139.79 2146.0581 20 -1.5 716.3559 3 51.84 2 F2:121947 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 175 194 PEAKS

DB

K.YKPESSDLETATIK.K N 126.50 1580.7933 14 3.8 791.4036 2 25.19 2 F2:75149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 325 338 PEAKS

DB

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

K.AATALEEQNLNVK.L N 120.90 1399.7307 13 4.4 700.8728 2 27.82 2 F2:79371 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 66 78 PEAKS

DB

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.I N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxi
dation
(M):10
00.00

PEAKS
DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.KAAASIDDIPFAITSEDHVFK.E N 110.26 2274.1531 21 0.5 759.0555 3 47.20 2 F2:113862 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 174 194 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.I N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyr
o-glu fr
om Q:1
000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxi
dation
(M):10
00.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.REEDVYVLTTK.N N 89.94 1351.6984 11 1.1 676.8544 2 26.32 2 F2:77138 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 22 32 PEAKS

DB

R.EEDVYVLTTK.N N 89.68 1195.5972 10 1.5 598.8045 2 31.54 1 F1:27383 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 23 32 PEAKS

DB

K.VDATVEDSLAAK.F Y 88.57 1217.6139 12 1.7 609.8129 2 26.56 1 F1:20640 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.MDKDGVVLLK.K N 87.62 1116.6212 10 1.6 559.3164 2 27.37 2 F2:78640 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.M(+15.99)DKDGVVLLK.K N 80.81 1132.6162 10 0.4 567.3132 2 24.19 2 F2:73149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.FLESGGTEGAGVPEDEEEEEEDEEGDDEDLPR.D N 73.31 3508.3921 32 13.2 1170.4823 3 38.27 1 F1:35747 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 466 497 PEAKS

DB

K.SPADYTGGR.Q Y 73.22 922.4144 9 0.9 462.2132 2 14.63 1 F1:5853 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 112 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.E(-18.01)EDVYVLTTK.N N 69.76 1177.5867 10 4.8 589.8010 2 31.52 2 F2:85902 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 23 32

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

R.QSDDIINWLK.K Y 64.68 1230.6244 10 -0.3 616.3170 2 48.47 1 F1:46302 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

R.TLDAFVK.F N 64.57 792.4381 7 2.8 397.2258 2 28.98 2 F2:81609 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 459 465 PEAKS

DB

total 39 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

K.DGVVLLK.K N 61.62 742.4589 7 1.0 372.2355 2 30.45 2 F2:84009 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 201 207 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

total 39 peptides

SRX1323887_E_247_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AAASIDDIPFAITSEDHVFK.E N 139.79 2146.0581 20 -1.5 716.3559 3 51.84 2 F2:121947 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 175 194 PEAKS

DB

K.YKPESSDLETATIK.K N 126.50 1580.7933 14 3.8 791.4036 2 25.19 2 F2:75149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 325 338 PEAKS

DB

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

K.AATALEEQNLNVK.L N 120.90 1399.7307 13 4.4 700.8728 2 27.82 2 F2:79371 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 66 78 PEAKS

DB

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.I N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxi
dation
(M):10
00.00

PEAKS
DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.KAAASIDDIPFAITSEDHVFK.E N 110.26 2274.1531 21 0.5 759.0555 3 47.20 2 F2:113862 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 174 194 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.I N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyr
o-glu fr
om Q:1
000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxi
dation
(M):10
00.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.REEDVYVLTTK.N N 89.94 1351.6984 11 1.1 676.8544 2 26.32 2 F2:77138 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 22 32 PEAKS

DB

R.EEDVYVLTTK.N N 89.68 1195.5972 10 1.5 598.8045 2 31.54 1 F1:27383 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 23 32 PEAKS

DB

K.VDATVEDSLAAK.F Y 88.57 1217.6139 12 1.7 609.8129 2 26.56 1 F1:20640 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.MDKDGVVLLK.K N 87.62 1116.6212 10 1.6 559.3164 2 27.37 2 F2:78640 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.M(+15.99)DKDGVVLLK.K N 80.81 1132.6162 10 0.4 567.3132 2 24.19 2 F2:73149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.FLESGGTEGAGVPEDEEEEEEDEEGDDEDLPR.D N 73.31 3508.3921 32 13.2 1170.4823 3 38.27 1 F1:35747 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 466 497 PEAKS

DB

K.SPADYTGGR.Q Y 73.22 922.4144 9 0.9 462.2132 2 14.63 1 F1:5853 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 112 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.E(-18.01)EDVYVLTTK.N N 69.76 1177.5867 10 4.8 589.8010 2 31.52 2 F2:85902 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 23 32

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

R.QSDDIINWLK.K Y 64.68 1230.6244 10 -0.3 616.3170 2 48.47 1 F1:46302 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

R.TLDAFVK.F N 64.57 792.4381 7 2.8 397.2258 2 28.98 2 F2:81609 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 459 465 PEAKS

DB

total 39 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

K.DGVVLLK.K N 61.62 742.4589 7 1.0 372.2355 2 30.45 2 F2:84009 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 201 207 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

total 39 peptides

OK006_E_295_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AAASIDDIPFAITSEDHVFK.E N 139.79 2146.0581 20 -1.5 716.3559 3 51.84 2 F2:121947 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 175 194 PEAKS

DB

K.YKPESSDLETATIK.K N 126.50 1580.7933 14 3.8 791.4036 2 25.19 2 F2:75149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 325 338 PEAKS

DB

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

K.AATALEEQNLNVK.L N 120.90 1399.7307 13 4.4 700.8728 2 27.82 2 F2:79371 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 66 78 PEAKS

DB

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.I N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxi
dation
(M):10
00.00

PEAKS
DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.KAAASIDDIPFAITSEDHVFK.E N 110.26 2274.1531 21 0.5 759.0555 3 47.20 2 F2:113862 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 174 194 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.I N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyr
o-glu fr
om Q:1
000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxi
dation
(M):10
00.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.REEDVYVLTTK.N N 89.94 1351.6984 11 1.1 676.8544 2 26.32 2 F2:77138 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 22 32 PEAKS

DB

R.EEDVYVLTTK.N N 89.68 1195.5972 10 1.5 598.8045 2 31.54 1 F1:27383 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 23 32 PEAKS

DB

K.VDATVEDSLAAK.F Y 88.57 1217.6139 12 1.7 609.8129 2 26.56 1 F1:20640 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.MDKDGVVLLK.K N 87.62 1116.6212 10 1.6 559.3164 2 27.37 2 F2:78640 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.M(+15.99)DKDGVVLLK.K N 80.81 1132.6162 10 0.4 567.3132 2 24.19 2 F2:73149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.FLESGGTEGAGVPEDEEEEEEDEEGDDEDLPR.D N 73.31 3508.3921 32 13.2 1170.4823 3 38.27 1 F1:35747 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 466 497 PEAKS

DB

K.SPADYTGGR.Q Y 73.22 922.4144 9 0.9 462.2132 2 14.63 1 F1:5853 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 112 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.E(-18.01)EDVYVLTTK.N N 69.76 1177.5867 10 4.8 589.8010 2 31.52 2 F2:85902 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 23 32

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

R.QSDDIINWLK.K Y 64.68 1230.6244 10 -0.3 616.3170 2 48.47 1 F1:46302 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

R.TLDAFVK.F N 64.57 792.4381 7 2.8 397.2258 2 28.98 2 F2:81609 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 459 465 PEAKS

DB

total 39 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

K.DGVVLLK.K N 61.62 742.4589 7 1.0 372.2355 2 30.45 2 F2:84009 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 201 207 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

total 39 peptides

OK213_E_326_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AAASIDDIPFAITSEDHVFK.E N 139.79 2146.0581 20 -1.5 716.3559 3 51.84 2 F2:121947 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 175 194 PEAKS

DB

K.YKPESSDLETATIK.K N 126.50 1580.7933 14 3.8 791.4036 2 25.19 2 F2:75149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 325 338 PEAKS

DB

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

K.AATALEEQNLNVK.L N 120.90 1399.7307 13 4.4 700.8728 2 27.82 2 F2:79371 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 66 78 PEAKS

DB

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.I N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxi
dation
(M):10
00.00

PEAKS
DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.KAAASIDDIPFAITSEDHVFK.E N 110.26 2274.1531 21 0.5 759.0555 3 47.20 2 F2:113862 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 174 194 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.I N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyr
o-glu fr
om Q:1
000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxi
dation
(M):10
00.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.REEDVYVLTTK.N N 89.94 1351.6984 11 1.1 676.8544 2 26.32 2 F2:77138 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 22 32 PEAKS

DB

R.EEDVYVLTTK.N N 89.68 1195.5972 10 1.5 598.8045 2 31.54 1 F1:27383 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 23 32 PEAKS

DB

K.VDATVEDSLAAK.F Y 88.57 1217.6139 12 1.7 609.8129 2 26.56 1 F1:20640 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.MDKDGVVLLK.K N 87.62 1116.6212 10 1.6 559.3164 2 27.37 2 F2:78640 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.M(+15.99)DKDGVVLLK.K N 80.81 1132.6162 10 0.4 567.3132 2 24.19 2 F2:73149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.FLESGGTEGAGVPEDEEEEEEDEEGDDEDLPR.D N 73.31 3508.3921 32 13.2 1170.4823 3 38.27 1 F1:35747 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 466 497 PEAKS

DB

K.SPADYTGGR.Q Y 73.22 922.4144 9 0.9 462.2132 2 14.63 1 F1:5853 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 112 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.E(-18.01)EDVYVLTTK.N N 69.76 1177.5867 10 4.8 589.8010 2 31.52 2 F2:85902 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 23 32

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

R.QSDDIINWLK.K Y 64.68 1230.6244 10 -0.3 616.3170 2 48.47 1 F1:46302 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

R.TLDAFVK.F N 64.57 792.4381 7 2.8 397.2258 2 28.98 2 F2:81609 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 459 465 PEAKS

DB

total 39 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

K.DGVVLLK.K N 61.62 742.4589 7 1.0 372.2355 2 30.45 2 F2:84009 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 201 207 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

total 39 peptides

CebrOK016_E_159_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AAASIDDIPFAITSEDHVFK.E N 139.79 2146.0581 20 -1.5 716.3559 3 51.84 2 F2:121947 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 175 194 PEAKS

DB

K.YKPESSDLETATIK.K N 126.50 1580.7933 14 3.8 791.4036 2 25.19 2 F2:75149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 325 338 PEAKS

DB

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

K.AATALEEQNLNVK.L N 120.90 1399.7307 13 4.4 700.8728 2 27.82 2 F2:79371 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 66 78 PEAKS

DB

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.I N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxi
dation
(M):10
00.00

PEAKS
DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.KAAASIDDIPFAITSEDHVFK.E N 110.26 2274.1531 21 0.5 759.0555 3 47.20 2 F2:113862 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 174 194 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.I N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyr
o-glu fr
om Q:1
000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxi
dation
(M):10
00.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.REEDVYVLTTK.N N 89.94 1351.6984 11 1.1 676.8544 2 26.32 2 F2:77138 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 22 32 PEAKS

DB

R.EEDVYVLTTK.N N 89.68 1195.5972 10 1.5 598.8045 2 31.54 1 F1:27383 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 23 32 PEAKS

DB

K.VDATVEDSLAAK.F Y 88.57 1217.6139 12 1.7 609.8129 2 26.56 1 F1:20640 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.MDKDGVVLLK.K N 87.62 1116.6212 10 1.6 559.3164 2 27.37 2 F2:78640 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.M(+15.99)DKDGVVLLK.K N 80.81 1132.6162 10 0.4 567.3132 2 24.19 2 F2:73149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.FLESGGTEGAGVPEDEEEEEEDEEGDDEDLPR.D N 73.31 3508.3921 32 13.2 1170.4823 3 38.27 1 F1:35747 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 466 497 PEAKS

DB

K.SPADYTGGR.Q Y 73.22 922.4144 9 0.9 462.2132 2 14.63 1 F1:5853 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 112 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.E(-18.01)EDVYVLTTK.N N 69.76 1177.5867 10 4.8 589.8010 2 31.52 2 F2:85902 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 23 32

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

R.QSDDIINWLK.K Y 64.68 1230.6244 10 -0.3 616.3170 2 48.47 1 F1:46302 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

R.TLDAFVK.F N 64.57 792.4381 7 2.8 397.2258 2 28.98 2 F2:81609 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 459 465 PEAKS

DB

total 39 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

K.DGVVLLK.K N 61.62 742.4589 7 1.0 372.2355 2 30.45 2 F2:84009 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 201 207 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

total 39 peptides

CebrOK014_E_145_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AAASIDDIPFAITSEDHVFK.E N 139.79 2146.0581 20 -1.5 716.3559 3 51.84 2 F2:121947 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 175 194 PEAKS

DB

K.YKPESSDLETATIK.K N 126.50 1580.7933 14 3.8 791.4036 2 25.19 2 F2:75149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 325 338 PEAKS

DB

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

K.AATALEEQNLNVK.L N 120.90 1399.7307 13 4.4 700.8728 2 27.82 2 F2:79371 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 66 78 PEAKS

DB

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.I N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxi
dation
(M):10
00.00

PEAKS
DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.KAAASIDDIPFAITSEDHVFK.E N 110.26 2274.1531 21 0.5 759.0555 3 47.20 2 F2:113862 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 174 194 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.I N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyr
o-glu fr
om Q:1
000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxi
dation
(M):10
00.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.REEDVYVLTTK.N N 89.94 1351.6984 11 1.1 676.8544 2 26.32 2 F2:77138 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 22 32 PEAKS

DB

R.EEDVYVLTTK.N N 89.68 1195.5972 10 1.5 598.8045 2 31.54 1 F1:27383 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 23 32 PEAKS

DB

K.VDATVEDSLAAK.F Y 88.57 1217.6139 12 1.7 609.8129 2 26.56 1 F1:20640 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.MDKDGVVLLK.K N 87.62 1116.6212 10 1.6 559.3164 2 27.37 2 F2:78640 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.M(+15.99)DKDGVVLLK.K N 80.81 1132.6162 10 0.4 567.3132 2 24.19 2 F2:73149 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 198 207 Oxidation

(M)

M1:Oxi
dation
(M):10
00.00

PEAKS
DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.FLESGGTEGAGVPEDEEEEEEDEEGDDEDLPR.D N 73.31 3508.3921 32 13.2 1170.4823 3 38.27 1 F1:35747 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 466 497 PEAKS

DB

K.SPADYTGGR.Q Y 73.22 922.4144 9 0.9 462.2132 2 14.63 1 F1:5853 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 112 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.E(-18.01)EDVYVLTTK.N N 69.76 1177.5867 10 4.8 589.8010 2 31.52 2 F2:85902 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 23 32

E1:Pyro
-glu fro
m E:10
00.00

PEAKS
DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

R.QSDDIINWLK.K Y 64.68 1230.6244 10 -0.3 616.3170 2 48.47 1 F1:46302 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

R.TLDAFVK.F N 64.57 792.4381 7 2.8 397.2258 2 28.98 2 F2:81609 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 459 465 PEAKS

DB

total 39 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

K.DGVVLLK.K N 61.62 742.4589 7 1.0 372.2355 2 30.45 2 F2:84009 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 201 207 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

total 39 peptides

V_1278_121_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.V N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxidat
ion (M):1
000.00

PEAKS
DB

K.AAAGIDDIPFAITSEDHVFK.E N 119.10 2116.0476 20 -1.9 706.3525 3 51.54 1 F1:48186 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 175 194 PEAKS

DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.V N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.VDATVEESLASK.F N 104.50 1247.6245 12 3.3 624.8192 2 26.76 1 F1:20877 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxidat
ion (M):1
000.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyro-g
lu from Q:
1000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxidat
ion (M):1
000.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.YKPESLDLETATIK.K N 92.19 1606.8453 14 -0.3 536.6202 3 34.14 1 F1:30794 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 325 338 PEAKS

DB

R.QAADIVNWLK.K N 90.48 1156.6240 10 2.2 579.3184 2 45.94 1 F1:44192 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro-g
lu from E:
1000.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.EKPDGPADYNGGR.Q N 73.49 1374.6163 13 -1.1 688.3121 2 13.78 1 F1:5004 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 108 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

R.TLDAFIK.F N 61.58 806.4538 7 2.3 404.2336 2 33.58 1 F1:29977 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 459 465 PEAKS

DB

K.AATTLEEEKLNVK.L N 59.94 1444.7773 13 -0.8 482.5975 3 24.76 1 F1:17934 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 66 78 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

K.DGIVLLK.K N 56.48 756.4745 7 0.5 379.2433 2 35.60 1 F1:32687 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 201 207 PEAKS

DB

K.QEEGVHVLTTK.N Y 56.41 1239.6459 11 -1.2 620.8271 2 19.69 1 F1:11068 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 32 PEAKS

DB

total 33 peptides

V_1302_228_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.V N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxidat
ion (M):1
000.00

PEAKS
DB

K.AAAGIDDIPFAITSEDHVFK.E N 119.10 2116.0476 20 -1.9 706.3525 3 51.54 1 F1:48186 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 175 194 PEAKS

DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.V N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.VDATVEESLASK.F N 104.50 1247.6245 12 3.3 624.8192 2 26.76 1 F1:20877 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxidat
ion (M):1
000.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyro-g
lu from Q:
1000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxidat
ion (M):1
000.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.YKPESLDLETATIK.K N 92.19 1606.8453 14 -0.3 536.6202 3 34.14 1 F1:30794 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 325 338 PEAKS

DB

R.QAADIVNWLK.K N 90.48 1156.6240 10 2.2 579.3184 2 45.94 1 F1:44192 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro-g
lu from E:
1000.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.EKPDGPADYNGGR.Q N 73.49 1374.6163 13 -1.1 688.3121 2 13.78 1 F1:5004 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 108 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

R.TLDAFIK.F N 61.58 806.4538 7 2.3 404.2336 2 33.58 1 F1:29977 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 459 465 PEAKS

DB

K.AATTLEEEKLNVK.L N 59.94 1444.7773 13 -0.8 482.5975 3 24.76 1 F1:17934 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 66 78 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

K.DGIVLLK.K N 56.48 756.4745 7 0.5 379.2433 2 35.60 1 F1:32687 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 201 207 PEAKS

DB

K.QEEGVHVLTTK.N Y 56.41 1239.6459 11 -1.2 620.8271 2 19.69 1 F1:11068 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 32 PEAKS

DB

total 33 peptides

V_1258_220_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

total 33 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.V N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxidat
ion (M):1
000.00

PEAKS
DB

K.AAAGIDDIPFAITSEDHVFK.E N 119.10 2116.0476 20 -1.9 706.3525 3 51.54 1 F1:48186 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 175 194 PEAKS

DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.V N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.VDATVEESLASK.F N 104.50 1247.6245 12 3.3 624.8192 2 26.76 1 F1:20877 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxidat
ion (M):1
000.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyro-g
lu from Q:
1000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxidat
ion (M):1
000.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.YKPESLDLETATIK.K N 92.19 1606.8453 14 -0.3 536.6202 3 34.14 1 F1:30794 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 325 338 PEAKS

DB

R.QAADIVNWLK.K N 90.48 1156.6240 10 2.2 579.3184 2 45.94 1 F1:44192 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro-g
lu from E:
1000.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.EKPDGPADYNGGR.Q N 73.49 1374.6163 13 -1.1 688.3121 2 13.78 1 F1:5004 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 108 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

R.TLDAFIK.F N 61.58 806.4538 7 2.3 404.2336 2 33.58 1 F1:29977 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 459 465 PEAKS

DB

K.AATTLEEEKLNVK.L N 59.94 1444.7773 13 -0.8 482.5975 3 24.76 1 F1:17934 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 66 78 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

K.DGIVLLK.K N 56.48 756.4745 7 0.5 379.2433 2 35.60 1 F1:32687 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 201 207 PEAKS

DB

K.QEEGVHVLTTK.N Y 56.41 1239.6459 11 -1.2 620.8271 2 19.69 1 F1:11068 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 32 PEAKS

DB

total 33 peptides

V_CG13_261_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.ENQLPLVVEFTQESAQK.I N 122.23 1958.9949 17 -2.6 654.0012 3 51.77 2 F2:121715 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 231 247 PEAKS

DB

K.LKPHLM(+15.99)SEDVPDDWDAKPVK.V N 120.27 2335.1519 20 3.0 779.3903 3 29.56 2 F2:82514 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368

M6:Oxidat
ion (M):1
000.00

PEAKS
DB

K.AAAGIDDIPFAITSEDHVFK.E N 119.10 2116.0476 20 -1.9 706.3525 3 51.54 1 F1:48186 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 175 194 PEAKS

DB

R.NDFEGEFEEEAIVK.H N 117.74 1654.7362 14 1.2 828.3729 2 42.82 2 F2:106304 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 214 227 PEAKS

DB

K.DSEEAVDYNGER.T N 116.33 1382.5586 12 -6.2 692.2794 2 19.77 2 F2:65987 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 447 458 PEAKS

DB

K.MDATANEIEEVK.V N 113.62 1348.6180 12 2.7 675.3153 2 28.09 2 F2:79934 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 434 PEAKS

DB

R.ITEFFGLKDDEIPAVR.L N 113.32 1848.9620 16 -0.6 617.3253 3 47.36 1 F1:45510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 299 314 PEAKS

DB

K.LKPHLMSEDVPDDWDAKPVK.V N 106.07 2319.1567 20 7.8 774.0623 3 33.33 2 F2:89240 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 349 368 PEAKS

DB

K.VDATVEESLASK.F N 104.50 1247.6245 12 3.3 624.8192 2 26.76 1 F1:20877 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 82 93 PEAKS

DB

K.M(+15.99)DATANEIEEVK.V N 99.38 1364.6129 12 -1.0 683.3102 2 25.80 2 F2:75953 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 423 434 Oxidation

(M)

M1:Oxidat
ion (M):1
000.00

PEAKS
DB

R.LIQLAEDMSK.Y N 97.87 1146.5955 10 2.2 574.3038 2 34.62 2 F2:91986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324 PEAKS

DB

K.KFVQDFLDGK.L N 95.51 1195.6237 10 2.0 598.8178 2 34.51 2 F2:91583 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 339 348 PEAKS

DB

total 33 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.Q(-17.03)LAPIWDELGEK.Y N 95.23 1380.6925 12 -1.5 691.3496 2 59.13 2 F2:131431 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 411

Q1:Pyro-g
lu from Q:
1000.00

PEAKS
DB

R.LIQLAEDM(+15.99)SK.Y N 94.94 1162.5903 10 1.4 582.3008 2 26.69 2 F2:77509 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 315 324

M8:Oxidat
ion (M):1
000.00

PEAKS
DB

K.DQESTGALAFK.K N 94.65 1165.5615 11 4.3 583.7881 2 28.45 2 F2:80728 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 163 173 PEAKS

DB

K.YKPESLDLETATIK.K N 92.19 1606.8453 14 -0.3 536.6202 3 34.14 1 F1:30794 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 325 338 PEAKS

DB

R.QAADIVNWLK.K N 90.48 1156.6240 10 2.2 579.3184 2 45.94 1 F1:44192 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 121 130 PEAKS

DB

K.NHILLFLK.K N 86.51 996.6120 8 3.6 499.3132 2 39.74 1 F1:37317 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 262 PEAKS

DB

R.E(-18.01)NQLPLVVEFTQESAQK.I N 86.27 1940.9843 17 -6.1 971.4894 2 58.57 2 F2:130865 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 247

E1:Pyro-g
lu from E:
1000.00

PEAKS
DB

K.QLAPIWDELGEK.Y N 82.76 1397.7190 12 0.5 699.8645 2 48.72 1 F1:46550 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 400 411 PEAKS

DB

K.FVQDFLDGK.L N 79.93 1067.5287 9 1.0 534.7699 2 37.97 2 F2:97970 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 340 348 PEAKS

DB

K.NHILLFLKK.E N 79.31 1124.7069 9 5.4 375.9102 3 30.94 1 F1:26438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 255 263 PEAKS

DB

K.VQSFPTLK.Y N 75.55 918.5175 8 3.7 460.2658 2 29.78 2 F2:82955 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 435 442 PEAKS

DB

K.EKPDGPADYNGGR.Q N 73.49 1374.6163 13 -1.1 688.3121 2 13.78 1 F1:5004 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 108 120 PEAKS

DB

K.DDEIPAVR.L N 71.69 913.4504 8 0.8 457.7310 2 24.89 2 F2:74398 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 307 314 PEAKS

DB

R.ITEFFGLK.D N 66.91 953.5222 8 0.9 477.7668 2 42.32 2 F2:105336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 306 PEAKS

DB

K.ALAPEYAK.A N 62.34 861.4596 8 3.5 431.7368 2 19.50 2 F2:65275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 65 PEAKS

DB

R.TLDAFIK.F N 61.58 806.4538 7 2.3 404.2336 2 33.58 1 F1:29977 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 459 465 PEAKS

DB

K.AATTLEEEKLNVK.L N 59.94 1444.7773 13 -0.8 482.5975 3 24.76 1 F1:17934 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 66 78 PEAKS

DB

K.EGGEDTIEK.F N 59.47 976.4349 9 3.4 489.2243 2 12.93 2 F2:56083 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 264 272 PEAKS

DB

K.IFGGEVK.N N 59.09 748.4119 7 4.2 375.2134 2 21.69 1 F1:13485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 248 254 PEAKS

DB

K.DGIVLLK.K N 56.48 756.4745 7 0.5 379.2433 2 35.60 1 F1:32687 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 201 207 PEAKS

DB

K.QEEGVHVLTTK.N Y 56.41 1239.6459 11 -1.2 620.8271 2 19.69 1 F1:11068 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 32 PEAKS

DB

total 33 peptides

P_145_Actin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Fou

By

K.SYELPDGQVITIGNER.F Y 149.39 1789.8846 16 -1.7 895.9443 2 45.37 2 F2:111319 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 279 294 PEA

DB

K.DLYANTVLSGGSTMYPGIADR.M Y 148.28 2200.0469 21 9.6 1101.0366 2 49.26 2 F2:117636 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 332 352 PEA

DB

K.DLYANTVLSGGSTM(+15.99)YPGIADR.M Y 128.96 2216.0420 21 8.1 1109.0331 2 45.34 1 F1:43445 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 332 352 Oxidation

(M)

M14:Ox
idation
(M):10
00.00

PEA
DB

K.QEYDESGPSIVHR.K Y 119.30 1515.6953 13 -0.8 758.8511 2 22.48 2 F2:70248 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 412 PEA

DB

R.VAPEEHPVLLTEAPLNPK.A Y 119.08 1953.0570 18 3.7 652.0259 3 37.81 2 F2:97467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 136 153 PEA

DB

R.TTGIVLDSGDGVTHTVPIYEGYALPHAIM(+15.99)R.L Y 117.86 3198.6018 30 0.9 800.6551 4 47.63 2 F2:114753 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 188 217

M29:Ox
idation
(M):10
00.00

PEA
DB

R.HQGVMVGMGQK.D Y 110.56 1170.5638 11 0.3 586.2872 2 18.09 1 F1:9417 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 80 90 PEA

DB

K.DSYVGDEAQSK.R Y 107.14 1197.5149 11 0.1 599.7623 2 16.16 2 F2:60394 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 91 101 PEA

DB

R.GYSFTTTAER.E Y 106.28 1131.5197 10 4.2 566.7671 2 25.23 2 F2:75101 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 237 246 PEA

DB

K.Q(-17.03)EYDESGPSIVHR.K Y 103.01 1498.6688 13 1.1 750.3394 2 28.64 2 F2:81266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 400 412

Q1:Pyr
o-glu fr
om Q:1
000.00

PEA
DB

R.TTGIVLDSGDGVTHTVPIYEGYALPHAIMR.L Y 100.28 3182.6069 30 -1.0 796.6549 4 50.51 2 F2:119802 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 188 217 PEA

DB

R.HQGVM(+15.99)VGMGQK.D Y 96.88 1186.5587 11 1.2 594.2851 2 14.84 1 F1:6000 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 80 90 Oxidation

(M)

M5:Oxi
dation
(M):62.
26

PEA
DB

R.HQGVMVGM(+15.99)GQK.D Y 90.04 1186.5587 11 -2.1 594.2829 2 12.35 2 F2:55322 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 80 90

M8:Oxi
dation
(M):32.
69

PEA
DB

R.AVFPSIVGRPR.H Y 88.53 1197.6981 11 1.6 599.8548 2 32.67 2 F2:88257 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 69 79 PEA

DB

K.EITALAPPTMK.I Y 86.49 1170.6318 11 0.7 586.3212 2 35.31 2 F2:93027 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 356 366 PEA

DB

K.AGFAGDDAPR.A Y 85.75 975.4410 10 2.6 488.7272 2 18.67 1 F1:9951 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 59 68 PEA

DB

K.IWHHTFYNELR.V Y 83.00 1514.7418 11 3.8 505.9212 3 28.52 1 F1:23270 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 125 135 PEA

DB

R.DLTDYLMK.I Y 81.70 997.4790 8 -1.1 499.7441 2 43.74 2 F2:107943 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 224 231 PEA

DB

total 22 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Fou

By

R.HQGVM(+15.99)VGM(+15.99)GQK.D Y 74.72 1202.5536 11 -0.2 602.2817 2 10.25 1 F1:1455 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 80 90

M5:Oxi
dation
(M):10
00.00;
M8:Oxi
dation
(M):10
00.00

PEA
DB

K.YP(+13.98)IEHGIVTNWDDMEK.I Y 68.74 1959.8673 16 13.2 654.3026 3 40.68 1 F1:38400 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 109 124

P2:Proli
ne oxid
ation to
pyroglu
tamic a
cid:100
0.00

PEA
DB

K.IIAPPER.K Y 64.70 794.4650 7 5.1 398.2401 2 20.32 2 F2:66482 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 369 375 PEA

DB

R.DLTDYLM(+15.99)K.I Y 61.39 1013.4739 8 -2.0 507.7413 2 37.02 1 F1:34442 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 224 231

M7:Oxi
dation
(M):10
00.00

PEA
DB

total 22 peptides

OK212_J_286_Conoporin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Foun

By

K.VVTPGNSLNGVTLQDLAATNYK.V N 159.55 2274.1855 22 12.3 1138.1093 2 47.99 2 F2:115425 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 43 64 PEAK

DB

R.IANDGAATTSPVAILPGK.R Y 134.75 1694.9203 18 -0.1 848.4637 2 37.25 2 F2:96503 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 86 103 PEAK

DB

R.IANDGAATTSPVAILPGKR.E Y 119.82 1851.0214 19 3.1 618.0137 3 32.78 2 F2:88130 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 86 104 PEAK

DB

K.FEAEGDMTNGHHAQVR.V N 118.42 1797.7853 16 2.2 600.2678 3 18.47 2 F2:63606 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 203 218 PEAK

DB

K.VTC(+57.02)VIQVENWTR.Y N 117.26 1503.7504 12 0.3 752.8795 2 40.90 2 F2:103099 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 65 76 Carbamidomethylation

C3:Car
bamido
methyl
ation:1
000.00

PEAK
DB

K.EFYYNTDPFIYSNEK.F N 116.83 1928.8468 15 1.6 965.4282 2 46.01 2 F2:112287 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 188 202 PEAK

DB

R.KGVYGTVSWELLGAR.R N 113.88 1634.8781 15 -1.9 545.9633 3 44.01 2 F2:108515 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 117 131 PEAK

DB

K.GVYGTVSWELLGAR.R N 109.86 1506.7831 14 -0.7 754.3951 2 50.27 2 F2:119430 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 118 131 PEAK

DB

K.FEAEGDM(+15.99)TNGHHAQVR.V N 104.09 1813.7802 16 -0.5 605.5978 3 13.73 2 F2:57220 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 203 218

M7:Oxi
dation
(M):10
00.00

PEAK
DB

R.NNWEDLADEIR.Q N 99.52 1373.6211 11 0.4 687.8152 2 45.04 2 F2:110772 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 226 236 PEAK

DB

R.KEFYYNTDPFIYSNEK.F N 96.57 2056.9417 16 2.0 686.6530 3 40.01 2 F2:101239 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 187 202 PEAK

DB

R.YPLIAPR.L N 89.94 828.4857 7 3.7 415.2499 2 29.51 2 F2:82428 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 83 PEAK

DB

K.YSNWM(+15.99)GLGM(+15.99)TR.E N 88.85 1346.5747 11 1.8 674.2933 2 30.49 1 F1:25789 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 Oxidation (M)

M5:Oxi
dation
(M):10
00.00;
M9:Oxi
dation
(M):10
00.00

PEAK
DB

K.YSNWMGLGMTR.E N 84.79 1314.5850 11 -0.4 658.2970 2 42.62 1 F1:40524 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 PEAK

DB

K.YSNWM(+15.99)GLGMTR.E N 80.81 1330.5798 11 5.0 666.2980 2 35.70 1 F1:32686 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 Oxidation (M)

M5:Oxi
dation
(M):55.
36

PEAK
DB

K.YSNWMGLGM(+15.99)TR.E N 80.30 1330.5798 11 4.5 666.2974 2 37.39 2 F2:96896 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 147 157

M9:Oxi
dation
(M):41.
04

PEAK
DB

total 16 peptides

CebrOK033_J_240_Conoporin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Foun

By

K.VVTPGNSLNGVTLQDLAATNYK.V N 159.55 2274.1855 22 12.3 1138.1093 2 47.99 2 F2:115425 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 43 64 PEAK

DB

K.DGAVTTSPVAILPGK.R Y 123.00 1424.7875 15 0.7 713.3985 2 41.62 2 F2:104154 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 103 PEAK

DB

K.DGAVTTSPVAILPGKR.E Y 121.42 1580.8885 16 0.3 791.4485 2 34.49 2 F2:91442 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 104 PEAK

DB

K.FEAEGDMTNGHHAQVR.V N 118.42 1797.7853 16 2.2 600.2678 3 18.47 2 F2:63606 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 203 218 PEAK

DB

K.VTC(+57.02)VIQVENWTR.Y N 117.26 1503.7504 12 0.3 752.8795 2 40.90 2 F2:103099 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 65 76 Carbamidomethylation

C3:Car
bamido
methyl
ation:1
000.00

PEAK
DB

K.EFYYNTDPFIYSNEK.F N 116.83 1928.8468 15 1.6 965.4282 2 46.01 2 F2:112287 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 188 202 PEAK

DB

R.KGVYGTVSWELLGAR.R N 113.88 1634.8781 15 -1.9 545.9633 3 44.01 2 F2:108515 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 117 131 PEAK

DB

total 16 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Foun

By

K.GVYGTVSWELLGAR.R N 109.86 1506.7831 14 -0.7 754.3951 2 50.27 2 F2:119430 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 118 131 PEAK

DB

K.FEAEGDM(+15.99)TNGHHAQVR.V N 104.09 1813.7802 16 -0.5 605.5978 3 13.73 2 F2:57220 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 203 218

M7:Oxi
dation
(M):10
00.00

PEAK
DB

R.NNWEDLADEIR.Q N 99.52 1373.6211 11 0.4 687.8152 2 45.04 2 F2:110772 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 226 236 PEAK

DB

R.KEFYYNTDPFIYSNEK.F N 96.57 2056.9417 16 2.0 686.6530 3 40.01 2 F2:101239 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 187 202 PEAK

DB

R.YPLIAPR.L N 89.94 828.4857 7 3.7 415.2499 2 29.51 2 F2:82428 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 83 PEAK

DB

K.YSNWM(+15.99)GLGM(+15.99)TR.E N 88.85 1346.5747 11 1.8 674.2933 2 30.49 1 F1:25789 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 Oxidation (M)

M5:Oxi
dation
(M):10
00.00;
M9:Oxi
dation
(M):10
00.00

PEAK
DB

K.YSNWMGLGMTR.E N 84.79 1314.5850 11 -0.4 658.2970 2 42.62 1 F1:40524 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 PEAK

DB

K.YSNWM(+15.99)GLGMTR.E N 80.81 1330.5798 11 5.0 666.2980 2 35.70 1 F1:32686 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 Oxidation (M)

M5:Oxi
dation
(M):55.
36

PEAK
DB

K.YSNWMGLGM(+15.99)TR.E N 80.30 1330.5798 11 4.5 666.2974 2 37.39 2 F2:96896 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 147 157

M9:Oxi
dation
(M):41.
04

PEAK
DB

total 16 peptides

OK213_E_299_Conoporin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.IANDGAWTTYPVAILPGK.R Y 143.54 1885.9938 18 1.6 944.0021 2 50.62 1 F1:47729 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 86 103 PEAKS

DB

R.IANDGAWTTYPVAILPGKR.E Y 118.82 2042.0948 19 -1.1 681.7022 3 45.81 1 F1:44012 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 86 104 PEAKS

DB

K.EFYHNTDPVIYR.N Y 114.40 1552.7310 12 2.0 777.3714 2 30.56 1 F1:25946 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 188 199 PEAKS

DB

K.FEAEGAMTNGNHAQVK.I Y 110.64 1702.7733 16 0.6 852.3912 2 20.95 1 F1:12500 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 203 218 PEAKS

DB

R.KEFYHNTDPVIYR.N Y 109.38 1680.8259 13 -0.4 561.2802 3 25.39 1 F1:18789 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 187 199 PEAKS

DB

R.FVIM(+15.99)WSAPYDLNK.Y N 105.41 1598.7803 13 0.4 800.3947 2 51.09 1 F1:47971 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 134 146 Oxidation

(M)
M4:Oxidation
(M):1000.00

PEAKS
DB

R.FVIMWSAPYDLNK.Y N 102.70 1582.7854 13 -2.0 792.3954 2 54.03 1 F1:49661 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 134 146 PEAKS

DB

K.E(-18.01)FYHNTDPVIYR.N Y 88.94 1534.7205 12 2.7 768.3667 2 38.67 1 F1:36170 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 188 199

E1:Pyro-glu fr
om E:1000.0
0

PEAKS
DB

K.YSNWM(+15.99)GLGM(+15.99)TR.E N 88.85 1346.5747 11 1.8 674.2933 2 30.49 1 F1:25789 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 Oxidation

(M)

M5:Oxidation
(M):1000.00;
M9:Oxidation
(M):1000.00

PEAKS
DB

K.GVYGIVSWELLGAR.R Y 87.81 1518.8195 14 -1.4 760.4131 2 56.52 1 F1:50680 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 118 131 PEAKS

DB

K.KGVYGIVSWELLGAR.R Y 86.85 1646.9144 15 0.7 549.9771 3 50.31 1 F1:47548 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 117 131 PEAKS

DB

R.EGLTDVAPGDTWFDQMYSDK.S Y 85.64 2273.9785 20 8.7 1138.0021 2 53.76 1 F1:49528 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 158 177 PEAKS

DB

R.EGLTDVAPGDTWFDQM(+15.99)YSDK.S Y 85.13 2289.9736 20 5.9 1145.9965 2 48.12 1 F1:46085 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 158 177

M16:Oxidatio
n (M):1000.0
0

PEAKS
DB

K.YSNWMGLGMTR.E N 84.79 1314.5850 11 -0.4 658.2970 2 42.62 1 F1:40524 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 PEAKS

DB

K.SSGSLTFER.K Y 84.61 982.4719 9 5.0 492.2438 2 23.61 1 F1:16053 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 178 186 PEAKS

DB

K.YSNWM(+15.99)GLGMTR.E N 80.81 1330.5798 11 5.0 666.2980 2 35.70 1 F1:32686 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 Oxidation

(M)
M5:Oxidation
(M):55.36

PEAKS
DB

K.YSNWMGLGM(+15.99)TR.E N 80.30 1330.5798 11 4.5 666.2974 2 37.39 2 F2:96896 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 147 157 M9:Oxidation

(M):41.04
PEAKS

DB

K.FEAEGAM(+15.99)TNGNHAQVK.I Y 79.05 1718.7682 16 2.8 573.9294 3 15.91 1 F1:7008 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 203 218 M7:Oxidation

(M):1000.00
PEAKS

DB

R.YPLMTPR.Q Y 59.21 876.4528 7 1.3 439.2326 2 27.92 1 F1:22536 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 77 83 PEAKS

DB

K.DLADEIR.Q Y 57.73 830.4133 7 2.7 416.2135 2 28.49 1 F1:23171 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 230 236 PEAKS

DB

total 20 peptides

OK193_E_246_Conoporin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.IANDGAWTTYPVAILPGK.R Y 143.54 1885.9938 18 1.6 944.0021 2 50.62 1 F1:47729 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 86 103 PEAKS

DB

R.IANDGAWTTYPVAILPGKR.E Y 118.82 2042.0948 19 -1.1 681.7022 3 45.81 1 F1:44012 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 86 104 PEAKS

DB

K.EFYHNTDPVIYR.N Y 114.40 1552.7310 12 2.0 777.3714 2 30.56 1 F1:25946 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 188 199 PEAKS

DB

K.FEAEGAMTNGNHAQVK.I Y 110.64 1702.7733 16 0.6 852.3912 2 20.95 1 F1:12500 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 203 218 PEAKS

DB

R.KEFYHNTDPVIYR.N Y 109.38 1680.8259 13 -0.4 561.2802 3 25.39 1 F1:18789 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 187 199 PEAKS

DB

total 20 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FVIM(+15.99)WSAPYDLNK.Y N 105.41 1598.7803 13 0.4 800.3947 2 51.09 1 F1:47971 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 134 146 Oxidation

(M)
M4:Oxidation
(M):1000.00

PEAKS
DB

R.FVIMWSAPYDLNK.Y N 102.70 1582.7854 13 -2.0 792.3954 2 54.03 1 F1:49661 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 134 146 PEAKS

DB

K.E(-18.01)FYHNTDPVIYR.N Y 88.94 1534.7205 12 2.7 768.3667 2 38.67 1 F1:36170 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 188 199

E1:Pyro-glu fr
om E:1000.0
0

PEAKS
DB

K.YSNWM(+15.99)GLGM(+15.99)TR.E N 88.85 1346.5747 11 1.8 674.2933 2 30.49 1 F1:25789 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 Oxidation

(M)

M5:Oxidation
(M):1000.00;
M9:Oxidation
(M):1000.00

PEAKS
DB

K.GVYGIVSWELLGAR.R Y 87.81 1518.8195 14 -1.4 760.4131 2 56.52 1 F1:50680 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 118 131 PEAKS

DB

K.KGVYGIVSWELLGAR.R Y 86.85 1646.9144 15 0.7 549.9771 3 50.31 1 F1:47548 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 117 131 PEAKS

DB

R.EGLTDVAPGDTWFDQMYSDK.S Y 85.64 2273.9785 20 8.7 1138.0021 2 53.76 1 F1:49528 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 158 177 PEAKS

DB

R.EGLTDVAPGDTWFDQM(+15.99)YSDK.S Y 85.13 2289.9736 20 5.9 1145.9965 2 48.12 1 F1:46085 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 158 177

M16:Oxidatio
n (M):1000.0
0

PEAKS
DB

K.YSNWMGLGMTR.E N 84.79 1314.5850 11 -0.4 658.2970 2 42.62 1 F1:40524 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 PEAKS

DB

K.SSGSLTFER.K Y 84.61 982.4719 9 5.0 492.2438 2 23.61 1 F1:16053 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 178 186 PEAKS

DB

K.YSNWM(+15.99)GLGMTR.E N 80.81 1330.5798 11 5.0 666.2980 2 35.70 1 F1:32686 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 147 157 Oxidation

(M)
M5:Oxidation
(M):55.36

PEAKS
DB

K.YSNWMGLGM(+15.99)TR.E N 80.30 1330.5798 11 4.5 666.2974 2 37.39 2 F2:96896 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 147 157 M9:Oxidation

(M):41.04
PEAKS

DB

K.FEAEGAM(+15.99)TNGNHAQVK.I Y 79.05 1718.7682 16 2.8 573.9294 3 15.91 1 F1:7008 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 203 218 M7:Oxidation

(M):1000.00
PEAKS

DB

R.YPLMTPR.Q Y 59.21 876.4528 7 1.3 439.2326 2 27.92 1 F1:22536 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 77 83 PEAKS

DB

K.DLADEIR.Q Y 57.73 830.4133 7 2.7 416.2135 2 28.49 1 F1:23171 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 230 236 PEAKS

DB

total 20 peptides

CebrOK035_J_368_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 M1:Oxidation

(M):1000.00
PEAKS

DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 372 384 PEAKS

DB

R.FGHTTASAVMDK.A Y 110.21 1263.5918 12 0.4 632.8008 2 19.17 2 F2:64682 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 193 204 PEAKS

DB

R.FGHTTASAVM(+15.99)DK.A Y 110.09 1279.5867 12 -4.6 640.7950 2 14.30 2 F2:57824 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 193 204 Oxidation

(M)
M10:Oxidation
(M):1000.00

PEAKS
DB

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 488 498 PEAKS

DB

K.TSDPPVPLVK.V Y 89.26 1051.5913 10 2.2 526.8019 2 29.96 2 F2:83364 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 82 91 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 454 463 PEAKS

DB

K.LADTNEADIR.F Y 85.89 1116.5411 10 5.7 559.2787 2 19.91 2 F2:65906 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 183 192 PEAKS

DB

R.GVLNGEVEPYLK.S Y 82.43 1316.6975 12 -0.3 659.3531 2 39.10 2 F2:99793 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 360 371 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 428 438 PEAKS

DB

K.YKDEIVLFRPK.A N 82.19 1406.7921 11 -0.6 469.9357 3 31.20 2 F2:85517 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 207 217 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 304 311 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 421 427 PEAKS

DB

K.QYEDFIGR.G N 64.14 1026.4771 8 3.1 514.2452 2 30.02 2 F2:83542 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 153 160 PEAKS

DB

K.RLAPEYEK.A N 61.68 1004.5291 8 1.7 503.2705 2 15.00 2 F2:59037 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 68 75 PEAKS

DB

K.FEDSVVK.F Y 59.31 822.4123 7 2.4 412.2127 2 20.11 2 F2:66181 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 223 229 PEAKS

DB

K.TC(+57.02)QEYGVSGYPTLK.I N 58.68 1601.7395 14 0.4 801.8740 2 32.78 2 F2:88088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 100 113

C2:Carbamido
methylation:1
000.00

PEAKS
DB

total 18 peptides

OK212_J_325_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 M1:Oxidation

(M):1000.00
PEAKS

DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 372 384 PEAKS

DB

R.FGHTTASAVMDK.A Y 110.21 1263.5918 12 0.4 632.8008 2 19.17 2 F2:64682 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 193 204 PEAKS

DB

R.FGHTTASAVM(+15.99)DK.A Y 110.09 1279.5867 12 -4.6 640.7950 2 14.30 2 F2:57824 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 193 204 Oxidation

(M)
M10:Oxidation
(M):1000.00

PEAKS
DB

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 488 498 PEAKS

DB

K.TSDPPVPLVK.V Y 89.26 1051.5913 10 2.2 526.8019 2 29.96 2 F2:83364 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 82 91 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 454 463 PEAKS

DB

K.LADTNEADIR.F Y 85.89 1116.5411 10 5.7 559.2787 2 19.91 2 F2:65906 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 183 192 PEAKS

DB

R.GVLNGEVEPYLK.S Y 82.43 1316.6975 12 -0.3 659.3531 2 39.10 2 F2:99793 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 360 371 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 428 438 PEAKS

DB

K.YKDEIVLFRPK.A N 82.19 1406.7921 11 -0.6 469.9357 3 31.20 2 F2:85517 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 207 217 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 304 311 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 421 427 PEAKS

DB

K.QYEDFIGR.G N 64.14 1026.4771 8 3.1 514.2452 2 30.02 2 F2:83542 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 153 160 PEAKS

DB

K.RLAPEYEK.A N 61.68 1004.5291 8 1.7 503.2705 2 15.00 2 F2:59037 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 68 75 PEAKS

DB

K.FEDSVVK.F Y 59.31 822.4123 7 2.4 412.2127 2 20.11 2 F2:66181 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 223 229 PEAKS

DB

K.TC(+57.02)QEYGVSGYPTLK.I N 58.68 1601.7395 14 0.4 801.8740 2 32.78 2 F2:88088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 100 113

C2:Carbamido
methylation:1
000.00

PEAKS
DB

total 18 peptides

CebrOK035_J_344_Conoporin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VVTPGNSLNGVTLQDLAATNYK.V N 159.55 2274.1855 22 12.3 1138.1093 2 47.99 2 F2:115425 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 43 64 PEAKS

DB

K.FEAEGDMTNGHHAQVR.V N 118.42 1797.7853 16 2.2 600.2678 3 18.47 2 F2:63606 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 203 218 PEAKS

DB

K.VTC(+57.02)VIQVENWTR.Y N 117.26 1503.7504 12 0.3 752.8795 2 40.90 2 F2:103099 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 65 76 Carbamidomethylation

C3:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.EFYYNTDPFIYSNEK.F N 116.83 1928.8468 15 1.6 965.4282 2 46.01 2 F2:112287 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 188 202 PEAKS

DB

K.FEAEGDM(+15.99)TNGHHAQVR.V N 104.09 1813.7802 16 -0.5 605.5978 3 13.73 2 F2:57220 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 203 218

M7:Oxi
dation
(M):10
00.00

PEAKS
DB

R.NNWEDLADEIR.Q N 99.52 1373.6211 11 0.4 687.8152 2 45.04 2 F2:110772 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 226 236 PEAKS

DB

R.KEFYYNTDPFIYSNEK.F N 96.57 2056.9417 16 2.0 686.6530 3 40.01 2 F2:101239 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 187 202 PEAKS

DB

K.EAFATHKPR.S Y 76.19 1055.5511 9 4.2 352.8577 3 10.56 2 F2:53584 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 105 113 PEAKS

DB

total 8 peptides

P_033D_033_Arginine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SVGVTEIQLITEVYNGAK.D Y 119.69 1920.0204 18 6.5 961.0197 2 55.93 2 F2:127543 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 336 353 PEAKS

DB

R.GIHGEHTESVGGVYDISNK.R Y 118.70 1997.9442 19 3.0 666.9879 3 24.40 2 F2:73534 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 671 689 PEAKS

DB

K.LGYVTFSPVNLGTSLR.A Y 104.95 1722.9304 16 -1.8 862.4673 2 52.97 2 F2:123584 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 279 294 PEAKS

DB

K.TLVAWVNQEEHLR.V Y 99.69 1593.8263 13 -0.3 797.9169 2 40.00 2 F2:101275 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 231 243 PEAKS

DB

K.VKLDDLDPDGK.Y Y 99.02 1213.6190 11 1.9 607.8154 2 27.19 2 F2:78312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 132 PEAKS

DB

K.DHFLFNDSDR.F Y 92.27 1264.5472 10 2.9 633.2801 2 30.22 2 F2:83716 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 546 555 PEAKS

DB

K.AAGGYDDWPTGR.G Y 85.17 1264.5472 12 3.5 633.2805 2 28.87 2 F2:81362 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 559 570 PEAKS

DB

K.YVVSTSVSAGR.S Y 75.60 1124.5825 11 1.6 563.2971 2 23.49 2 F2:72026 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 133 143 PEAKS

DB

R.SGVELPDSK.I Y 73.64 930.4658 9 2.9 466.2396 2 22.11 2 F2:69541 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 67 75 PEAKS

DB

K.EYGFPPVLTK.E Y 69.49 1149.6069 10 -2.5 575.8069 2 42.58 2 F2:105841 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 495 504 PEAKS

DB

K.ENLEEVEQK.V Y 67.27 1116.5298 9 1.9 559.2709 2 19.59 2 F2:65466 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 157 165 PEAKS

DB

R.GIFFNEAK.T Y 64.60 924.4705 8 5.1 463.2429 2 33.34 2 F2:89231 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 571 578 PEAKS

DB

K.GATLADC(+57.02)IR.S Y 61.97 975.4808 9 2.6 488.7469 2 25.57 2 F2:75526 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 58 66

C7:Carbamidome
thylation:1000.0
0

PEAKS
DB

K.LAATPEFK.E Y 57.78 875.4752 8 -0.6 438.7428 2 24.96 2 F2:74549 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 652 659 PEAKS

DB

total 14 peptides

CebrOK035_J_343_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 317 333 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 317 333

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 292 305 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 268 282 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 306 316 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 306 333 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 283 291 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 338 347 PEAKS

DB

total 8 peptides

OK214_J_305_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 348 364 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 348 364

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 323 336 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 313 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 337 347 PEAKS

DB

total 8 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 337 364 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 314 322 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 369 378 PEAKS

DB

total 8 peptides

OK212_J_281_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 348 364 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 348 364

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 323 336 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 299 313 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 337 347 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 337 364 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 314 322 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 369 378 PEAKS

DB

total 8 peptides

OK212_J_284_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 367 383 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 367 383

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 342 355 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 318 332 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 356 366 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 356 383 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 333 341 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 388 397 PEAKS

DB

total 8 peptides

OK212_J_282_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 386 402 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 386 402

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 361 374 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 337 351 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 375 385 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 375 402 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 352 360 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 407 416 PEAKS

DB

total 8 peptides



CebrOK035_J_340_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 399 415 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 399 415

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 374 387 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 350 364 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 388 398 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 388 415 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 365 373 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 420 429 PEAKS

DB

total 8 peptides

OK212_J_283_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 405 421 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 405 421

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 380 393 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 356 370 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 394 404 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 394 421 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 371 379 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 426 435 PEAKS

DB

total 8 peptides

CebrOK033_J_239_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 405 421 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 405 421

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 380 393 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 356 370 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 394 404 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 394 421 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 371 379 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 426 435 PEAKS

DB

total 8 peptides

OK214_J_306_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 424 440 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 424 440

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 399 412 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 375 389 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 413 423 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 413 440 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 390 398 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 445 454 PEAKS

DB

total 8 peptides

OK005_J_296_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 424 440 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 424 440

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 399 412 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 375 389 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 413 423 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 413 440 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 390 398 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 445 454 PEAKS

DB

total 8 peptides

CebrOK035_J_339_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 424 440 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 424 440

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 399 412 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 375 389 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 413 423 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 413 440 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 390 398 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 445 454 PEAKS

DB

total 8 peptides

CebrOK035_J_341_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 458 474 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 458 474

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 433 446 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 409 423 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 447 457 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 447 474 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 424 432 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 479 488 PEAKS

DB

total 8 peptides

CebrOK035_J_342_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPLVSLGMQASAWESVK.F Y 138.35 1758.8975 17 2.1 880.4542 2 50.02 2 F2:118803 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 462 478 PEAKS

DB

K.GPLVSLGM(+15.99)QASAWESVK.F Y 135.06 1774.8923 17 0.3 888.4500 2 45.86 2 F2:112235 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 462 478

M8:Oxidat
ion (M):10
00.00

PEAKS
DB

R.WSLALTDENINNTK.T N 121.92 1617.7998 14 -1.3 809.9027 2 42.21 2 F2:105115 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 437 450 PEAKS

DB

K.LFNNVDPYTAAHALK.L N 118.88 1672.8573 15 -0.1 837.4324 2 38.61 2 F2:99023 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 413 427 PEAKS

DB

K.TVLEAVENDNK.G Y 105.21 1230.6091 11 1.9 616.3104 2 26.66 2 F2:77659 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 451 461 PEAKS

DB

K.TVLEAVENDNKGPLVSLGMQASAWESVK.F Y 94.51 2971.4961 28 5.6 991.5074 3 54.88 2 F2:126206 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 451 478 PEAKS

DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 428 436 PEAKS

DB

K.NLLSTDFFLD Y 56.00 1183.5760 10 -1.0 592.7922 2 60.15 2 F2:132237 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 483 492 PEAKS

DB

total 8 peptides

P_109D_104_Gelsolin-like back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GEAESEVLDEADTSK.N Y 131.43 1578.6897 15 0.6 790.3493 2 27.29 2 F2:78750 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 190 204 PEAKS

DB

K.TVELDTLLDDKPVQHR.E Y 118.89 1877.9846 16 -2.1 626.9982 3 37.06 2 F2:96177 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 68 83 PEAKS

DB

K.RGEAESEVLDEADTSK.N Y 112.45 1734.7908 16 1.7 579.2694 3 23.57 2 F2:72105 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 189 204 PEAKS

DB

K.GIQTM(+15.99)EGGANSGFR.S Y 109.24 1439.6464 14 -0.4 720.8271 2 21.32 2 F2:68285 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 100 113 Oxidation

(M)
M5:Oxidation
(M):1000.00

PEAKS
DB

K.GIQTMEGGANSGFR.S Y 108.25 1423.6514 14 1.4 712.8310 2 27.59 2 F2:79152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 100 113 PEAKS

DB

K.NSTQDEYGTAAYK.T Y 107.72 1446.6262 13 1.1 724.3181 2 19.51 2 F2:65106 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 55 67 PEAKS

DB

R.EVQGHESSLFK.S Y 101.21 1259.6146 11 0.9 630.8125 2 20.74 2 F2:67101 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 84 94 PEAKS

DB

R.E(-18.01)VQGHESSLFK.S Y 59.64 1241.6040 11 4.9 414.8756 3 20.82 2 F2:67499 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 84 94

E1:Pyro-glu f
rom E:1000.
00

PEAKS
DB

R.IEQFEVK.D Y 57.17 891.4702 7 3.7 446.7423 2 24.97 1 F1:18135 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 8 14 PEAKS

DB

total 9 peptides

gene:107296774 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.IINEPTAAAIAYGLDK.R Y 125.19 1658.8879 16 -1.5 830.4465 2 45.24 2 F2:110815 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 197 212 PEAKS

DB

R.IINEPTAAAIAYGLDKR.E Y 112.63 1814.9890 17 1.0 908.4988 2 41.27 2 F2:103773 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 197 213 PEAKS

DB

R.VEIIANDQGNR.I Y 100.83 1227.6207 11 3.2 614.8173 2 21.76 1 F1:13608 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 49 59 PEAKS

DB

K.DAGTIAGLNVMR.I Y 94.30 1216.6234 12 0.9 609.3172 2 39.41 1 F1:36977 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 185 196 PEAKS

DB

K.KPDIDEIVLVGGSTR.I Y 93.79 1597.8674 15 -1.5 533.6270 3 34.67 1 F1:31464 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 352 366 PEAKS

DB

R.NELESYAYSLK.N Y 89.48 1315.6295 11 0.1 658.8196 2 37.72 1 F1:35070 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 562 572 PEAKS

DB

K.NQLTSNPENTVFDAK.R Y 84.61 1676.8005 15 -11.7 839.3942 2 35.70 2 F2:93731 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 81 95 PEAKS

DB

R.AKFEELNMDLFR.S Y 79.97 1511.7441 12 -4.9 504.9174 3 45.77 2 F2:112135 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 324 335 PEAKS

DB

R.AKFEELNM(+15.99)DLFR.S Y 64.00 1527.7391 12 -0.3 510.2514 3 38.94 2 F2:99566 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 324 335 Oxidation

(M)

M8:Oxidatio
n (M):1000.
00

PEAKS
DB

K.FEELNMDLFR.S Y 53.75 1312.6122 10 -2.6 657.3091 2 50.88 1 F1:47911 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 326 335 PEAKS

DB

total 10 peptides

CebrOK033_J_270_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VGAVNADEHNALGGQYGVR.G N 137.07 1925.9343 19 3.3 642.9848 3 27.94 2 F2:79590 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 79 97 PEAKS

DB

K.AGDPADVVELTDSNFEK.E N 114.88 1805.8319 17 0.1 903.9195 2 42.83 2 F2:106592 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 158 174 PEAKS

DB

R.TAQGIVDFSINQAK.S N 101.65 1490.7728 14 -1.6 746.3893 2 39.25 2 F2:100088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 120 133 PEAKS

DB

K.DAELPVEEDIDLSDVDFDDKDEL N 98.43 2635.1548 23 14.0 1318.5975 2 57.62 2 F2:130012 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 417 439 PEAKS

DB

K.FKPQDYQGQR.T Y 80.78 1265.6152 10 0.8 422.8776 3 17.52 2 F2:62434 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 110 119 PEAKS

DB

K.NLAPQWAK.A N 74.58 926.4974 8 1.6 464.2548 2 27.41 2 F2:78699 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 197 204 PEAKS

DB

R.TASDIVQWAM(+15.99)EK.A N 73.10 1393.6548 12 2.4 697.8334 2 38.40 2 F2:98771 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 258 269

M10:Oxidatio
n (M):1000.
00

PEAKS
DB

K.GINEFLR.D N 60.54 847.4552 7 0.1 424.7332 2 34.12 2 F2:90614 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 381 387 PEAKS

DB

total 8 peptides

OK214_J_340_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VGAVNADEHNALGGQYGVR.G N 137.07 1925.9343 19 3.3 642.9848 3 27.94 2 F2:79590 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 79 97 PEAKS

DB

K.AGDPADVVELTDSNFEK.E N 114.88 1805.8319 17 0.1 903.9195 2 42.83 2 F2:106592 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 158 174 PEAKS

DB

R.TAQGIVDFSINQAK.S N 101.65 1490.7728 14 -1.6 746.3893 2 39.25 2 F2:100088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 120 133 PEAKS

DB

K.DAELPVEEDIDLSDVDFDDKDEL N 98.43 2635.1548 23 14.0 1318.5975 2 57.62 2 F2:130012 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 417 439 PEAKS

DB

K.FKPQDYQGQR.T Y 80.78 1265.6152 10 0.8 422.8776 3 17.52 2 F2:62434 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 110 119 PEAKS

DB

total 8 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.NLAPQWAK.A N 74.58 926.4974 8 1.6 464.2548 2 27.41 2 F2:78699 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 197 204 PEAKS

DB

R.TASDIVQWAM(+15.99)EK.A N 73.10 1393.6548 12 2.4 697.8334 2 38.40 2 F2:98771 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 258 269

M10:Oxidatio
n (M):1000.
00

PEAKS
DB

K.GINEFLR.D N 60.54 847.4552 7 0.1 424.7332 2 34.12 2 F2:90614 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 381 387 PEAKS

DB

total 8 peptides

OK005_J_322_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VGAVNADEHNALGGQYGVR.G N 137.07 1925.9343 19 3.3 642.9848 3 27.94 2 F2:79590 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 79 97 PEAKS

DB

K.AGDPADVVELTDSNFEK.E N 114.88 1805.8319 17 0.1 903.9195 2 42.83 2 F2:106592 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 158 174 PEAKS

DB

R.TAQGIVDFSINQAK.S N 101.65 1490.7728 14 -1.6 746.3893 2 39.25 2 F2:100088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 120 133 PEAKS

DB

K.DAELPVEEDIDLSDVDFDDKDEL N 98.43 2635.1548 23 14.0 1318.5975 2 57.62 2 F2:130012 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 417 439 PEAKS

DB

K.FKPQDYQGQR.T Y 80.78 1265.6152 10 0.8 422.8776 3 17.52 2 F2:62434 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 110 119 PEAKS

DB

K.NLAPQWAK.A N 74.58 926.4974 8 1.6 464.2548 2 27.41 2 F2:78699 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 197 204 PEAKS

DB

R.TASDIVQWAM(+15.99)EK.A N 73.10 1393.6548 12 2.4 697.8334 2 38.40 2 F2:98771 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 258 269

M10:Oxidatio
n (M):1000.
00

PEAKS
DB

K.GINEFLR.D N 60.54 847.4552 7 0.1 424.7332 2 34.12 2 F2:90614 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 381 387 PEAKS

DB

total 8 peptides

OK212_J_328_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VGAVNADEHNALGGQYGVR.G N 137.07 1925.9343 19 3.3 642.9848 3 27.94 2 F2:79590 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 79 97 PEAKS

DB

K.AGDPADVVELTDSNFEK.E N 114.88 1805.8319 17 0.1 903.9195 2 42.83 2 F2:106592 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 158 174 PEAKS

DB

R.TAQGIVDFSINQAK.S N 101.65 1490.7728 14 -1.6 746.3893 2 39.25 2 F2:100088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 120 133 PEAKS

DB

K.DAELPVEEDIDLSDVDFDDKDEL N 98.43 2635.1548 23 14.0 1318.5975 2 57.62 2 F2:130012 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 417 439 PEAKS

DB

K.FKPQDYQGQR.T Y 80.78 1265.6152 10 0.8 422.8776 3 17.52 2 F2:62434 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 110 119 PEAKS

DB

K.NLAPQWAK.A N 74.58 926.4974 8 1.6 464.2548 2 27.41 2 F2:78699 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 197 204 PEAKS

DB

R.TASDIVQWAM(+15.99)EK.A N 73.10 1393.6548 12 2.4 697.8334 2 38.40 2 F2:98771 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 258 269

M10:Oxidatio
n (M):1000.
00

PEAKS
DB

K.GINEFLR.D N 60.54 847.4552 7 0.1 424.7332 2 34.12 2 F2:90614 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 381 387 PEAKS

DB

total 8 peptides

OK214_J_341_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VGAVNADEHNALGGQYGVR.G N 137.07 1925.9343 19 3.3 642.9848 3 27.94 2 F2:79590 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 79 97 PEAKS

DB

K.AGDPADVVELTDSNFEK.E N 114.88 1805.8319 17 0.1 903.9195 2 42.83 2 F2:106592 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 158 174 PEAKS

DB

R.TAQGIVDFSINQAK.S N 101.65 1490.7728 14 -1.6 746.3893 2 39.25 2 F2:100088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 120 133 PEAKS

DB

total 8 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAELPVEEDIDLSDVDFDDKDEL N 98.43 2635.1548 23 14.0 1318.5975 2 57.62 2 F2:130012 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 417 439 PEAKS

DB

K.FKPQDYQGQR.T Y 80.78 1265.6152 10 0.8 422.8776 3 17.52 2 F2:62434 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 110 119 PEAKS

DB

K.NLAPQWAK.A N 74.58 926.4974 8 1.6 464.2548 2 27.41 2 F2:78699 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 197 204 PEAKS

DB

R.TASDIVQWAM(+15.99)EK.A N 73.10 1393.6548 12 2.4 697.8334 2 38.40 2 F2:98771 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 258 269

M10:Oxidatio
n (M):1000.
00

PEAKS
DB

K.GINEFLR.D N 60.54 847.4552 7 0.1 424.7332 2 34.12 2 F2:90614 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 381 387 PEAKS

DB

total 8 peptides

OK006_E_298_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VGAVNADEHNALGGQYGVR.G N 137.07 1925.9343 19 3.3 642.9848 3 27.94 2 F2:79590 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 79 97 PEAKS

DB

K.AGDPADVVELTDSNFEK.E N 114.88 1805.8319 17 0.1 903.9195 2 42.83 2 F2:106592 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 158 174 PEAKS

DB

R.TAQGIVDFSINQAK.S N 101.65 1490.7728 14 -1.6 746.3893 2 39.25 2 F2:100088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 120 133 PEAKS

DB

K.DAELPVEEDIDLSDVDFDDKDEL N 98.43 2635.1548 23 14.0 1318.5975 2 57.62 2 F2:130012 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 417 439 PEAKS

DB

K.NLAPQWAK.A N 74.58 926.4974 8 1.6 464.2548 2 27.41 2 F2:78699 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 197 204 PEAKS

DB

R.TASDIVQWAM(+15.99)EK.A N 73.10 1393.6548 12 2.4 697.8334 2 38.40 2 F2:98771 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 258 269

M10:Oxidatio
n (M):1000.
00

PEAKS
DB

K.FNPQDYQGQR.T Y 70.07 1251.5632 10 4.8 626.7896 2 22.75 1 F1:14753 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 110 119 PEAKS

DB

K.GINEFLR.D N 60.54 847.4552 7 0.1 424.7332 2 34.12 2 F2:90614 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 381 387 PEAKS

DB

total 8 peptides

OK193_E_275_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VGAVNADEHNALGGQYGVR.G N 137.07 1925.9343 19 3.3 642.9848 3 27.94 2 F2:79590 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 79 97 PEAKS

DB

K.AGDPADVVELTDSNFEK.E N 114.88 1805.8319 17 0.1 903.9195 2 42.83 2 F2:106592 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 158 174 PEAKS

DB

R.TAQGIVDFSINQAK.S N 101.65 1490.7728 14 -1.6 746.3893 2 39.25 2 F2:100088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 120 133 PEAKS

DB

K.DAELPVEEDIDLSDVDFDDKDEL N 98.43 2635.1548 23 14.0 1318.5975 2 57.62 2 F2:130012 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 417 439 PEAKS

DB

K.NLAPQWAK.A N 74.58 926.4974 8 1.6 464.2548 2 27.41 2 F2:78699 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 197 204 PEAKS

DB

R.TASDIVQWAM(+15.99)EK.A N 73.10 1393.6548 12 2.4 697.8334 2 38.40 2 F2:98771 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 258 269

M10:Oxidatio
n (M):1000.
00

PEAKS
DB

K.FNPQDYQGQR.T Y 70.07 1251.5632 10 4.8 626.7896 2 22.75 1 F1:14753 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 110 119 PEAKS

DB

K.GINEFLR.D N 60.54 847.4552 7 0.1 424.7332 2 34.12 2 F2:90614 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 381 387 PEAKS

DB

total 8 peptides

SRX1323887_E_251_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VGAVNADEHNALGGQYGVR.G N 137.07 1925.9343 19 3.3 642.9848 3 27.94 2 F2:79590 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 79 97 PEAKS

DB

total 8 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AGDPADVVELTDSNFEK.E N 114.88 1805.8319 17 0.1 903.9195 2 42.83 2 F2:106592 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 158 174 PEAKS

DB

R.TAQGIVDFSINQAK.S N 101.65 1490.7728 14 -1.6 746.3893 2 39.25 2 F2:100088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 120 133 PEAKS

DB

K.DAELPVEEDIDLSDVDFDDKDEL N 98.43 2635.1548 23 14.0 1318.5975 2 57.62 2 F2:130012 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 417 439 PEAKS

DB

K.NLAPQWAK.A N 74.58 926.4974 8 1.6 464.2548 2 27.41 2 F2:78699 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 197 204 PEAKS

DB

R.TASDIVQWAM(+15.99)EK.A N 73.10 1393.6548 12 2.4 697.8334 2 38.40 2 F2:98771 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 258 269

M10:Oxidatio
n (M):1000.
00

PEAKS
DB

K.FNPQDYQGQR.T Y 70.07 1251.5632 10 4.8 626.7896 2 22.75 1 F1:14753 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 110 119 PEAKS

DB

K.GINEFLR.D N 60.54 847.4552 7 0.1 424.7332 2 34.12 2 F2:90614 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 381 387 PEAKS

DB

total 8 peptides

CV8_286_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 M1:Oxidation

(M):1000.00
PEAKS

DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 372 384 PEAKS

DB

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 488 498 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 454 463 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 428 438 PEAKS

DB

K.YKDEVVLFRPK.A Y 80.21 1392.7765 11 -2.0 465.2634 3 28.43 1 F1:23179 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 207 217 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 304 311 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 421 427 PEAKS

DB

K.QYEDFLGR.D N 64.14 1026.4771 8 3.1 514.2452 2 30.02 2 F2:83542 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 153 160 PEAKS

DB

K.TC(+57.02)QEYGVSGYPTLK.I N 58.68 1601.7395 14 0.4 801.8740 2 32.78 2 F2:88088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 100 113

C2:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 11 peptides

V_CG13_228_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 M1:Oxidation

(M):1000.00
PEAKS

DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 372 384 PEAKS

DB

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 488 498 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 454 463 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 428 438 PEAKS

DB

K.YKDEVVLFRPK.A Y 80.21 1392.7765 11 -2.0 465.2634 3 28.43 1 F1:23179 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 207 217 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 304 311 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 421 427 PEAKS

DB

K.QYEDFLGR.D N 64.14 1026.4771 8 3.1 514.2452 2 30.02 2 F2:83542 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 153 160 PEAKS

DB

K.TC(+57.02)QEYGVSGYPTLK.I N 58.68 1601.7395 14 0.4 801.8740 2 32.78 2 F2:88088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 100 113

C2:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 11 peptides

A_1387_037 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 428 442 M1:Oxidation

(M):1000.00
PEAKS

DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 361 373 PEAKS

DB

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 428 442 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 477 487 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 443 452 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 417 427 PEAKS

DB

K.YKDEVVLFRPK.A Y 80.21 1392.7765 11 -2.0 465.2634 3 28.43 1 F1:23179 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 196 206 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 293 300 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 410 416 PEAKS

DB

K.QYEDFLGR.D N 64.14 1026.4771 8 3.1 514.2452 2 30.02 2 F2:83542 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 142 149 PEAKS

DB

K.TC(+57.02)QEYGVSGYPTLK.I N 58.68 1601.7395 14 0.4 801.8740 2 32.78 2 F2:88088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 102

C2:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 11 peptides

A_0025_374_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 437 M1:Oxidation

(M):1000.00
PEAKS

DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 356 368 PEAKS

DB

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 423 437 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 472 482 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 438 447 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 412 422 PEAKS

DB

K.YKDEVVLFRPK.A Y 80.21 1392.7765 11 -2.0 465.2634 3 28.43 1 F1:23179 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 191 201 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 288 295 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 405 411 PEAKS

DB

K.QYEDFLGR.D N 64.14 1026.4771 8 3.1 514.2452 2 30.02 2 F2:83542 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 137 144 PEAKS

DB

K.TC(+57.02)QEYGVSGYPTLK.I N 58.68 1601.7395 14 0.4 801.8740 2 32.78 2 F2:88088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 84 97

C2:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 11 peptides

A_0885_194_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 M1:Oxidation

(M):1000.00
PEAKS

DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 372 384 PEAKS

DB

total 11 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 488 498 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 454 463 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 428 438 PEAKS

DB

K.YKDEVVLFRPK.A Y 80.21 1392.7765 11 -2.0 465.2634 3 28.43 1 F1:23179 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 207 217 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 304 311 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 421 427 PEAKS

DB

K.QYEDFLGR.D N 64.14 1026.4771 8 3.1 514.2452 2 30.02 2 F2:83542 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 153 160 PEAKS

DB

K.TC(+57.02)QEYGVSGYPTLK.I N 58.68 1601.7395 14 0.4 801.8740 2 32.78 2 F2:88088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 100 113

C2:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 11 peptides

A_0855_188_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 438 452 M1:Oxidation

(M):1000.00
PEAKS

DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 371 383 PEAKS

DB

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 438 452 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 487 497 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 453 462 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 427 437 PEAKS

DB

K.YKDEVVLFRPK.A Y 80.21 1392.7765 11 -2.0 465.2634 3 28.43 1 F1:23179 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 206 216 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 303 310 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 420 426 PEAKS

DB

K.QYEDFLGR.D N 64.14 1026.4771 8 3.1 514.2452 2 30.02 2 F2:83542 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 152 159 PEAKS

DB

K.TC(+57.02)QEYGVSGYPTLK.I N 58.68 1601.7395 14 0.4 801.8740 2 32.78 2 F2:88088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 99 112

C2:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 11 peptides

A_0048_031_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 M1:Oxidation

(M):1000.00
PEAKS

DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 372 384 PEAKS

DB

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 488 498 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 454 463 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 428 438 PEAKS

DB

K.YKDEVVLFRPK.A Y 80.21 1392.7765 11 -2.0 465.2634 3 28.43 1 F1:23179 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 207 217 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 304 311 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 421 427 PEAKS

DB

K.QYEDFLGR.D N 64.14 1026.4771 8 3.1 514.2452 2 30.02 2 F2:83542 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 153 160 PEAKS

DB

K.TC(+57.02)QEYGVSGYPTLK.I N 58.68 1601.7395 14 0.4 801.8740 2 32.78 2 F2:88088 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 100 113

C2:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 11 peptides

D_070_Calreticulin-like back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.IDDPDDTKPEDWDKPEHIPDPDAK.K Y 118.19 2787.2510 24 3.3 697.8194 4 32.09 2 F2:86820 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 223 246 PEAKS

DB

R.EKIDDPDDTKPEDWDKPEHIPDPDAK.K Y 110.90 3044.3887 26 3.5 762.1039 4 30.59 2 F2:84334 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 221 246 PEAKS

DB

K.YDDIGAIGFDLWQVK.S Y 110.71 1738.8566 15 -0.4 870.4316 2 58.42 2 F2:130731 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 306 320 PEAKS

DB

K.WIHPEIDNPDYTPDDELYK.Y Y 94.73 2359.0645 19 -0.6 787.3583 3 42.30 2 F2:105539 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 287 305 PEAKS

DB

K.HEQNIDC(+57.02)GGGYVK.L Y 93.35 1475.6464 13 -2.7 738.8254 2 17.81 2 F2:62817 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 97 109

C7:Carbamido
methylation:1
000.00

PEAKS
DB

K.VHVIFNYK.G Y 75.44 1018.5600 8 6.2 510.2883 2 28.46 2 F2:80756 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 142 149 PEAKS

DB

K.KPEDWDER.E Y 71.81 1073.4778 8 3.2 537.7456 2 14.88 2 F2:58653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 213 220 PEAKS

DB

K.KVHVIFNYK.G Y 70.41 1146.6549 9 4.5 383.2258 3 23.71 1 F1:16254 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 141 149 PEAKS

DB

total 8 peptides

OK212_J_296_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 109 125 PEAKS

DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides

CebrOK033_J_246_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 109 125 PEAKS

DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides

OK214_J_315_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

total 8 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 109 125 PEAKS

DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides

OK005_J_302_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 109 125 PEAKS

DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides

CebrOK035_J_351_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 109 125 PEAKS

DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides

SRX1323887_E_233_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 109 125 PEAKS

DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides



OK006_E_274_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 109 125 PEAKS

DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides

OK193_E_251_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 109 125 PEAKS

DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides

OK213_E_305_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 109 125 PEAKS

DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides

CebrOK014_E_138_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DAQMTDFLEGEYLQEQVESIK.K Y 116.93 2472.1365 21 13.6 1237.0872 2 57.77 2 F2:130150 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 126 146 PEAKS

DB

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 91 108 PEAKS

DB

total 8 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.SVNQALLDLHEVAASHK.D Y 115.94 1830.9587 17 2.0 611.3255 3 37.13 2 F2:96468

20210611-09_2021021-
OK160A_816_5.3.236.mgf

0 0 0 0 0 109 125

PEAKS
DB

R.QNYHAESEAGVNR.Q N 96.97 1473.6597 13 1.1 737.8348 2 13.59 2 F2:56908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 10 22 PEAKS

DB

R.Q(-17.03)NYHAESEAGVNR.Q N 91.36 1456.6331 13 -0.3 729.3205 2 18.75 2 F2:64244 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 22

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 44 53 PEAKS

DB

R.VGTGLGEYMFDK.N Y 89.63 1315.6118 12 0.0 658.8104 2 40.56 2 F2:102477 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 158 169 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 8 peptides

D_041_Thioredoxin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Fo

K.HGEVC(+57.02)PAGWKPGSDTIKPTVK.D Y 139.43 2263.1418 21 2.7 566.7919 4 26.70 2 F2:77717 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 169 189 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PE

K.QGGLGNMNIPLLADK.T N 116.97 1539.8079 15 -0.5 770.9076 2 49.54 2 F2:118008 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 108 PE

R.Q(-17.03)ITMNDLPVGR.S N 105.67 1225.6125 11 -0.1 613.8109 2 46.97 2 F2:113637 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 141 151

Q1:Pyr
o-glu fr
om Q:1
000.00

PE

R.QITMNDLPVGR.S N 94.09 1242.6390 11 0.8 622.3250 2 36.64 1 F1:34092 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 141 151 PE

R.QITM(+15.99)NDLPVGR.S N 91.16 1258.6339 11 1.7 630.3226 2 27.61 2 F2:79161 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 141 151 Oxidation (M)

M4:Oxi
dation
(M):10
00.00

PE

R.LVQAFQFTDK.H N 90.87 1195.6237 10 0.1 598.8167 2 37.25 2 F2:96539 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 159 168 PE

R.KQGGLGNMNIPLLADK.T N 73.18 1667.9028 16 -0.3 556.9726 3 43.41 1 F1:41299 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 93 108 PE

R.ALYIIDDK.G N 72.37 949.5120 8 1.0 475.7617 2 33.17 2 F2:89147 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 129 136 PE

total 8 peptides

D_085_FK506-binding back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DGFISHDEFSGPK.H Y 116.11 1434.6415 13 -0.6 718.3246 2 31.32 2 F2:85481 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 257 269 PEAKS

DB

K.KHDLLSMHYTGTLTATGVK.F Y 106.37 2072.0725 19 3.9 691.6979 3 33.21 2 F2:89037 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 103 121 PEAKS

DB

K.Q(-17.03)IFDHEDKDKDGFISHDEFSGPK.H Y 102.63 2673.1982 23 -1.3 669.3032 4 36.92 2 F2:95954 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 247 269 Q1:Pyro-glu fro

m Q:1000.00
PEAKS

DB

K.QIFDHEDKDKDGFISHDEFSGPK.H Y 100.45 2690.2249 23 3.4 539.0518 5 30.99 2 F2:84921 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 247 269 PEAKS

DB

K.DGPPPPNVFK.E Y 99.23 1066.5447 10 2.1 534.2785 2 29.14 2 F2:81685 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 194 203 PEAKS

DB

K.HDLLSMHYTGTLTATGVK.F Y 91.23 1943.9775 18 0.2 648.9972 3 37.37 2 F2:96751 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 104 121 PEAKS

DB

K.KHDLLSM(+15.99)HYTGTLTATGVK.F Y 83.04 2088.0674 19 -0.5 697.0265 3 28.81 2 F2:81290 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 103 121 M7:Oxidation

(M):1000.00
PEAKS

DB

K.DKDGFISHDEFSGPK.H Y 81.47 1677.7634 15 2.5 560.2608 3 27.88 2 F2:79578 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 255 269 PEAKS

DB

K.Q(-17.03)IFDHEDKDK.D Y 74.23 1256.5673 10 1.0 419.8617 3 21.43 2 F2:68510 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 247 256 Q1:Pyro-glu fro

m Q:1000.00
PEAKS

DB

K.Q(-17.03)IFDHEDK.D Y 73.52 1013.4454 8 5.5 507.7306 2 25.88 2 F2:76140 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 247 254

Pyro-
glu
from
Q

Q1:Pyro-glu fro
m Q:1000.00

PEAKS
DB

K.QIFDHEDKDK.D Y 67.29 1273.5939 10 1.9 637.8027 2 13.23 2 F2:56456 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 247 256 PEAKS

DB

K.Q(-17.03)IFDHEDKDK(-.98).D Y 66.34 1255.5833 10 3.1 419.5345 3 20.44 2 F2:66639 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 247 256

Pyro-
glu
from
Q

Q1:Pyro-glu fro
m Q:1000.00;K1
0:Amidation:100
0.00

PEAKS
DB

K.QIFDHEDK.D Y 58.58 1030.4719 8 2.8 516.2425 2 16.00 2 F2:60116 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 247 254 PEAKS

DB

total 13 peptides

P_002D_003_Thioredoxin-like back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TVMLLQAEQPLMLTSEK.E Y 131.44 1931.0107 17 3.3 966.5118 2 51.75 2 F2:121721 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 262 278 PEAKS

DB

K.EAADTVTATVKPK.T Y 107.01 1329.7140 13 -0.4 665.8612 2 18.99 2 F2:64388 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 573 585 PEAKS

DB

R.TVMLLQAEQPLM(+15.99)LTSEK.E Y 98.91 1947.0056 17 0.7 974.5067 2 48.41 2 F2:115999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 262 278 Oxidation

(M)

M12:Oxida
tion (M):1
23.34

PEAKS
DB

K.DPIQPM(+15.99)ETLTAPR.D Y 97.50 1483.7340 13 -1.4 742.8701 2 30.81 2 F2:84833 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 350 362

M6:Oxidat
ion (M):10
00.00

PEAKS
DB

R.E(-18.01)HLADVPLLPALTDK.T Y 95.20 1612.8824 15 -1.0 807.4443 2 54.26 2 F2:125340 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 150 164

E1:Pyro-gl
u from E:1
000.00

PEAKS
DB

K.E(-18.01)AADTVTATVKPK.T Y 94.26 1311.7034 13 0.0 438.2399 3 19.03 2 F2:64574 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 573 585

E1:Pyro-gl
u from E:1
000.00

PEAKS
DB

R.TVM(+15.99)LLQAEQPLM(+15.99)LTSEK.E Y 92.97 1963.0006 17 5.8 982.5092 2 44.91 2 F2:110344 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 262 278

M3:Oxidat
ion (M):10
00.00;M1
2:Oxidatio
n (M):100
0.00

PEAKS
DB

K.GQVYVLQDK.D Y 75.89 1048.5553 9 4.1 525.2849 2 25.34 2 F2:75184 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 466 474 PEAKS

DB

K.GQVYVLQDKDM(+15.99)K.G Y 73.79 1438.7126 12 -1.8 720.3593 2 21.10 2 F2:67788 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 466 477

M11:Oxida
tion (M):1
000.00

PEAKS
DB

INLIDLAFFFKR.L Y 58.40 1495.8551 12 -11.7 748.9229 2 45.08 2 F2:110565 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 12 PEAKS

DB

total 10 peptides

K_0010_152_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)DATANDPPSQYEVR.G N 116.71 1708.7362 15 -0.3 855.3715 2 23.22 2 F2:71559 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453

M1:Oxidatio
n (M):1000.
00

PEAKS
DB

K.SEPVPENNDQPVK.V N 112.89 1451.6892 13 2.8 726.8509 2 19.00 2 F2:64401 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 372 384 PEAKS

DB

K.MDATANDPPSQYEVR.G N 106.16 1692.7413 15 0.4 847.3748 2 26.03 2 F2:76318 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 439 453 PEAKS

DB

K.EATDELQGFDR.K N 95.64 1279.5680 11 0.1 640.7886 2 29.87 2 F2:83300 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 488 498 PEAKS

DB

R.GFPTIYFAPK.G N 86.32 1139.6014 10 -0.9 570.8051 2 46.08 2 F2:112594 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 454 463 PEAKS

DB

K.LKDETDIVIAK.M N 82.41 1243.7023 11 0.0 622.8558 2 25.53 2 F2:75618 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 428 438 PEAKS

DB

K.VFFGVSNK.E N 77.53 896.4756 8 2.5 449.2443 2 30.55 2 F2:84259 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 304 311 PEAKS

DB

K.NFDDLVNDPEK.D Y 77.42 1304.5884 11 2.9 653.3006 2 33.46 2 F2:89357 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 390 400 PEAKS

DB

K.YDELAEK.L N 64.80 866.4021 7 4.6 434.2085 2 16.53 2 F2:60959 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 421 427 PEAKS

DB

total 9 peptides

CebrOK035_J_332_Tpra06 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Foun

By

K.VLSPEAEEGESSVEVLC(+57.02)R.C Y 135.66 1988.9360 18 1.3 995.4724 2 37.98 2 F2:97922 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106

C17:Ca
rbamid
omethy
lation:1
000.00

PEAK
DB

R.FVFIRPDINGDNPR.Y Y 120.21 1658.8528 14 0.3 553.9561 3 38.51 2 F2:99034 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 115 128 PEAK

DB

R.DNDHTITAVPR.I Y 112.12 1237.6051 11 0.6 619.8076 2 20.41 2 F2:66510 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 47 57 PEAK

DB

total 5 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Foun

By

Q(-17.03)FC(+57.02)PTMTDSRPGENK.C Y 94.46 1749.7450 15 1.6 875.8775 2 31.08 2 F2:85086 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 15

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00

PEAK
DB

K.SGQMC(+57.02)FR.D Y 69.48 884.3633 7 4.7 443.1891 2 19.22 2 F2:64755 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 40 46 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAK
DB

total 5 peptides

OK212_J_274_Tpra06 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Foun

By

K.VLSPEAEEGESSVEVLC(+57.02)R.C Y 135.66 1988.9360 18 1.3 995.4724 2 37.98 2 F2:97922 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106

C17:Ca
rbamid
omethy
lation:1
000.00

PEAK
DB

R.FVFIRPDINGDNPR.Y Y 120.21 1658.8528 14 0.3 553.9561 3 38.51 2 F2:99034 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 115 128 PEAK

DB

R.DNDHTITAVPR.I Y 112.12 1237.6051 11 0.6 619.8076 2 20.41 2 F2:66510 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 47 57 PEAK

DB

Q(-17.03)FC(+57.02)PTMTDSRPGENK.C Y 94.46 1749.7450 15 1.6 875.8775 2 31.08 2 F2:85086 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 15

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00

PEAK
DB

K.SGQMC(+57.02)FR.D Y 69.48 884.3633 7 4.7 443.1891 2 19.22 2 F2:64755 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 40 46 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAK
DB

total 5 peptides

CebrOK033_J_231_Tpra06 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Foun

By

K.VLSPEAEEGESSVEVLC(+57.02)R.C Y 135.66 1988.9360 18 1.3 995.4724 2 37.98 2 F2:97922 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106

C17:Ca
rbamid
omethy
lation:1
000.00

PEAK
DB

R.FVFIRPDINGDNPR.Y Y 120.21 1658.8528 14 0.3 553.9561 3 38.51 2 F2:99034 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 115 128 PEAK

DB

R.DNDHTITAVPR.I Y 112.12 1237.6051 11 0.6 619.8076 2 20.41 2 F2:66510 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 47 57 PEAK

DB

Q(-17.03)FC(+57.02)PTMTDSRPGENK.C Y 94.46 1749.7450 15 1.6 875.8775 2 31.08 2 F2:85086 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 15

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00

PEAK
DB

K.SGQMC(+57.02)FR.D Y 69.48 884.3633 7 4.7 443.1891 2 19.22 2 F2:64755 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 40 46 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAK
DB

total 5 peptides

CebrOK016_E_148_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

total 8 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

OK213_E_304_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

OK006_E_273_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

OK005_J_301_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides



OK212_J_294_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

OK193_E_250_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

K_0010_064_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

CebrOK014_E_137_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

SRX1323887_E_232_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

OK214_J_314_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

CebrOK035_J_350_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

CebrOK033_J_243_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

OK212_J_295_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

V_1278_120_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

V_1302_266_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

V_1258_223_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

V_CG13_283_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGSGLDAMQVALALEK.S Y 119.77 1931.9298 18 2.9 966.9709 2 59.33 2 F2:131653 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 106 PEAKS

DB

R.DDVALPGFAK.F N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 51 PEAKS

DB

R.VGPGLGEYMFDK.E Y 89.25 1311.6169 12 2.3 656.8145 2 42.16 2 F2:105049 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 167 PEAKS

DB

K.ELGDYITNLK.R Y 84.29 1164.6027 10 2.4 583.3076 2 39.25 2 F2:100121 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 145 154 PEAKS

DB

R.VGPGLGEYMFDKETLQE Y 80.78 1911.8923 17 3.6 956.9529 2 47.16 2 F2:113799 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 172 PEAKS

DB

R.QNYHAEC(+57.02)EAGINR.Q Y 69.96 1560.6740 13 2.9 521.2313 3 16.74 2 F2:61108 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 20 Carbamidomethylation

C7:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.LMTFQNQR.G Y 63.53 1036.5125 8 1.5 519.2621 2 24.34 2 F2:73402 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 74 PEAKS

DB

R.IVLQDIK.K N 58.66 827.5116 7 -0.5 414.7611 2 28.93 2 F2:81450 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 78 84 PEAKS

DB

total 8 peptides

OK212_J_014_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.ENGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 125.47 3290.4058 31 10.2 1097.8158 3 50.09 2 F2:119029 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

R.Q(-17.03)HSQFSDDNK.S N 112.62 1187.4843 10 2.1 594.7482 2 13.73 2 F2:57082 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 67 76 Pyro-glu

from Q

Q1:Pyr
o-glu fr
om Q:1
000.00

K.ENGNNLPFANM(+15.99)DSAATDLGHFEPSAENEDGK.F Y 108.80 3306.4006 31 11.4 1103.1488 3 43.68 2 F2:107793 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

M11:Ox
idation
(M):10
00.00

K.SPFDSEDGLGNFM(+15.99)NFM(+15.99)K.E N 104.89 1966.8076 17 2.8 984.4097 2 45.96 2 F2:112336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 77 93

M13:Ox
idation
(M):10
00.00;
M16:Ox
idation
(M):10
00.00

R.RQHSQFSDDNK.S N 100.18 1360.6119 11 0.4 454.5429 3 6.44 2 F2:52336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 66 76

R.Q(-17.03)HSQFSDDNK(-.98).S N 90.51 1186.5002 10 2.1 594.2562 2 12.84 2 F2:55863 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76 Amidation

Q1:Pyr
o-glu fr
om Q:1
000.00;
K10:A
midatio
n:1000.
00

R.QHSQFSDDNK.S N 87.11 1204.5109 10 -2.8 603.2585 2 8.72 2 F2:52560 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76

K.SPFDSEDGLGNFMNFMK.E N 83.66 1934.8179 17 0.7 968.4128 2 59.14 2 F2:131486 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

K.E(-18.01)NGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 83.49 3272.3953 31 0.6 1091.8018 3 55.58 2 F2:127016 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

E1:Pyro
-glu fro
m E:10
00.00

K.SPFDSEDGLGNFM(+15.99)NFMK.E N 76.38 1950.8127 17 2.4 976.4119 2 53.56 2 F2:124496 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

M13:Ox
idation
(M):0.0
0

K.RRQHSQFSDDNK.S N 72.54 1516.7130 12 10.8 506.5816 3 19.31 2 F2:64986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 65 76

total 11 peptides

OK214_J_010_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.ENGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 125.47 3290.4058 31 10.2 1097.8158 3 50.09 2 F2:119029 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

R.Q(-17.03)HSQFSDDNK.S N 112.62 1187.4843 10 2.1 594.7482 2 13.73 2 F2:57082 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 67 76 Pyro-glu

from Q

Q1:Pyr
o-glu fr
om Q:1
000.00

K.ENGNNLPFANM(+15.99)DSAATDLGHFEPSAENEDGK.F Y 108.80 3306.4006 31 11.4 1103.1488 3 43.68 2 F2:107793 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

M11:Ox
idation
(M):10
00.00

K.SPFDSEDGLGNFM(+15.99)NFM(+15.99)K.E N 104.89 1966.8076 17 2.8 984.4097 2 45.96 2 F2:112336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 77 93

M13:Ox
idation
(M):10
00.00;
M16:Ox
idation
(M):10
00.00

total 11 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

R.RQHSQFSDDNK.S N 100.18 1360.6119 11 0.4 454.5429 3 6.44 2 F2:52336

20210611-09_2021021-
OK160A_816_5.3.236.mgf

0 0 0 0 66 76

R.Q(-17.03)HSQFSDDNK(-.98).S N 90.51 1186.5002 10 2.1 594.2562 2 12.84 2 F2:55863 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76 Amidation

Q1:Pyr
o-glu fr
om Q:1
000.00;
K10:A
midatio
n:1000.
00

R.QHSQFSDDNK.S N 87.11 1204.5109 10 -2.8 603.2585 2 8.72 2 F2:52560 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76

K.SPFDSEDGLGNFMNFMK.E N 83.66 1934.8179 17 0.7 968.4128 2 59.14 2 F2:131486 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

K.E(-18.01)NGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 83.49 3272.3953 31 0.6 1091.8018 3 55.58 2 F2:127016 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

E1:Pyro
-glu fro
m E:10
00.00

K.SPFDSEDGLGNFM(+15.99)NFMK.E N 76.38 1950.8127 17 2.4 976.4119 2 53.56 2 F2:124496 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

M13:Ox
idation
(M):0.0
0

K.RRQHSQFSDDNK.S N 72.54 1516.7130 12 10.8 506.5816 3 19.31 2 F2:64986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 65 76

total 11 peptides

OK005_J_013_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.ENGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 125.47 3290.4058 31 10.2 1097.8158 3 50.09 2 F2:119029 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

R.Q(-17.03)HSQFSDDNK.S N 112.62 1187.4843 10 2.1 594.7482 2 13.73 2 F2:57082 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 67 76 Pyro-glu

from Q

Q1:Pyr
o-glu fr
om Q:1
000.00

K.ENGNNLPFANM(+15.99)DSAATDLGHFEPSAENEDGK.F Y 108.80 3306.4006 31 11.4 1103.1488 3 43.68 2 F2:107793 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

M11:Ox
idation
(M):10
00.00

K.SPFDSEDGLGNFM(+15.99)NFM(+15.99)K.E N 104.89 1966.8076 17 2.8 984.4097 2 45.96 2 F2:112336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 77 93

M13:Ox
idation
(M):10
00.00;
M16:Ox
idation
(M):10
00.00

R.RQHSQFSDDNK.S N 100.18 1360.6119 11 0.4 454.5429 3 6.44 2 F2:52336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 66 76

R.Q(-17.03)HSQFSDDNK(-.98).S N 90.51 1186.5002 10 2.1 594.2562 2 12.84 2 F2:55863 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76 Amidation

Q1:Pyr
o-glu fr
om Q:1
000.00;
K10:A
midatio
n:1000.
00

R.QHSQFSDDNK.S N 87.11 1204.5109 10 -2.8 603.2585 2 8.72 2 F2:52560 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76

K.SPFDSEDGLGNFMNFMK.E N 83.66 1934.8179 17 0.7 968.4128 2 59.14 2 F2:131486 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

K.E(-18.01)NGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 83.49 3272.3953 31 0.6 1091.8018 3 55.58 2 F2:127016 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

E1:Pyro
-glu fro
m E:10
00.00

K.SPFDSEDGLGNFM(+15.99)NFMK.E N 76.38 1950.8127 17 2.4 976.4119 2 53.56 2 F2:124496 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

M13:Ox
idation
(M):0.0
0

K.RRQHSQFSDDNK.S N 72.54 1516.7130 12 10.8 506.5816 3 19.31 2 F2:64986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 65 76

total 11 peptides

CebrOK035_J_018_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.ENGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 125.47 3290.4058 31 10.2 1097.8158 3 50.09 2 F2:119029 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

R.Q(-17.03)HSQFSDDNK.S N 112.62 1187.4843 10 2.1 594.7482 2 13.73 2 F2:57082 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 67 76 Pyro-glu

from Q

Q1:Pyr
o-glu fr
om Q:1
000.00

K.ENGNNLPFANM(+15.99)DSAATDLGHFEPSAENEDGK.F Y 108.80 3306.4006 31 11.4 1103.1488 3 43.68 2 F2:107793 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

M11:Ox
idation
(M):10
00.00

K.SPFDSEDGLGNFM(+15.99)NFM(+15.99)K.E N 104.89 1966.8076 17 2.8 984.4097 2 45.96 2 F2:112336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 77 93

M13:Ox
idation
(M):10
00.00;
M16:Ox
idation
(M):10
00.00

R.RQHSQFSDDNK.S N 100.18 1360.6119 11 0.4 454.5429 3 6.44 2 F2:52336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 66 76

total 11 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

R.Q(-17.03)HSQFSDDNK(-.98).S N 90.51 1186.5002 10 2.1 594.2562 2 12.84 2 F2:55863 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76 Amidation

Q1:Pyr
o-glu fr
om Q:1
000.00;
K10:A
midatio
n:1000.
00

R.QHSQFSDDNK.S N 87.11 1204.5109 10 -2.8 603.2585 2 8.72 2 F2:52560 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76

K.SPFDSEDGLGNFMNFMK.E N 83.66 1934.8179 17 0.7 968.4128 2 59.14 2 F2:131486 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

K.E(-18.01)NGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 83.49 3272.3953 31 0.6 1091.8018 3 55.58 2 F2:127016 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

E1:Pyro
-glu fro
m E:10
00.00

K.SPFDSEDGLGNFM(+15.99)NFMK.E N 76.38 1950.8127 17 2.4 976.4119 2 53.56 2 F2:124496 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

M13:Ox
idation
(M):0.0
0

K.RRQHSQFSDDNK.S N 72.54 1516.7130 12 10.8 506.5816 3 19.31 2 F2:64986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 65 76

total 11 peptides

CebrOK033_J_011_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.ENGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 125.47 3290.4058 31 10.2 1097.8158 3 50.09 2 F2:119029 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

R.Q(-17.03)HSQFSDDNK.S N 112.62 1187.4843 10 2.1 594.7482 2 13.73 2 F2:57082 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 67 76 Pyro-glu

from Q

Q1:Pyr
o-glu fr
om Q:1
000.00

K.ENGNNLPFANM(+15.99)DSAATDLGHFEPSAENEDGK.F Y 108.80 3306.4006 31 11.4 1103.1488 3 43.68 2 F2:107793 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

M11:Ox
idation
(M):10
00.00

K.SPFDSEDGLGNFM(+15.99)NFM(+15.99)K.E N 104.89 1966.8076 17 2.8 984.4097 2 45.96 2 F2:112336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 77 93

M13:Ox
idation
(M):10
00.00;
M16:Ox
idation
(M):10
00.00

R.RQHSQFSDDNK.S N 100.18 1360.6119 11 0.4 454.5429 3 6.44 2 F2:52336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 66 76

R.Q(-17.03)HSQFSDDNK(-.98).S N 90.51 1186.5002 10 2.1 594.2562 2 12.84 2 F2:55863 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76 Amidation

Q1:Pyr
o-glu fr
om Q:1
000.00;
K10:A
midatio
n:1000.
00

R.QHSQFSDDNK.S N 87.11 1204.5109 10 -2.8 603.2585 2 8.72 2 F2:52560 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76

K.SPFDSEDGLGNFMNFMK.E N 83.66 1934.8179 17 0.7 968.4128 2 59.14 2 F2:131486 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

K.E(-18.01)NGNNLPFANMDSAATDLGHFEPSAENEDGK.F Y 83.49 3272.3953 31 0.6 1091.8018 3 55.58 2 F2:127016 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 124

E1:Pyro
-glu fro
m E:10
00.00

K.SPFDSEDGLGNFM(+15.99)NFMK.E N 76.38 1950.8127 17 2.4 976.4119 2 53.56 2 F2:124496 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

M13:Ox
idation
(M):0.0
0

K.RRQHSQFSDDNK.S N 72.54 1516.7130 12 10.8 506.5816 3 19.31 2 F2:64986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 65 76

total 11 peptides

OK213_E_318_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVVFGTVLEGMDVVR.K Y 113.44 1656.8657 15 -3.0 553.2919 3 47.54 2 F2:114501 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 170 PEAKS

DB

K.HYGSGWLSMANSGK.D Y 102.18 1493.6721 14 -1.9 747.8388 2 32.18 2 F2:87133 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.DFMIQGGDFTR.G Y 81.64 1285.5760 11 1.3 643.7935 2 41.06 2 F2:103152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 99 PEAKS

DB

K.HYGSGWLSM(+15.99)ANSGK.D Y 76.18 1509.6670 14 -0.9 755.8369 2 25.39 2 F2:75315 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135

M9:Oxidatio
n (M):1000.
00

PEAKS
DB

K.VYFDIEIGGK.A Y 74.78 1139.5862 10 -2.7 570.7964 2 44.43 2 F2:109368 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 31 40 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 45 52 PEAKS

DB

K.KTSWLDGR.H Y 59.35 961.4981 8 3.7 481.7561 2 20.75 2 F2:67312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 155 PEAKS

DB

total 8 peptides

SRX1323887_E_240_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVVFGTVLEGMDVVR.K Y 113.44 1656.8657 15 -3.0 553.2919 3 47.54 2 F2:114501 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 170 PEAKS

DB

K.HYGSGWLSMANSGK.D Y 102.18 1493.6721 14 -1.9 747.8388 2 32.18 2 F2:87133 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.DFMIQGGDFTR.G Y 81.64 1285.5760 11 1.3 643.7935 2 41.06 2 F2:103152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 99 PEAKS

DB

K.HYGSGWLSM(+15.99)ANSGK.D Y 76.18 1509.6670 14 -0.9 755.8369 2 25.39 2 F2:75315 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135

M9:Oxidatio
n (M):1000.
00

PEAKS
DB

K.VYFDIEIGGK.A Y 74.78 1139.5862 10 -2.7 570.7964 2 44.43 2 F2:109368 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 31 40 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 45 52 PEAKS

DB

K.KTSWLDGR.H Y 59.35 961.4981 8 3.7 481.7561 2 20.75 2 F2:67312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 155 PEAKS

DB

total 8 peptides

CebrOK033_J_257_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVVFGTVLEGMDVVR.K Y 113.44 1656.8657 15 -3.0 553.2919 3 47.54 2 F2:114501 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 170 PEAKS

DB

K.HYGSGWLSMANSGK.D Y 102.18 1493.6721 14 -1.9 747.8388 2 32.18 2 F2:87133 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.DFMIQGGDFTR.G Y 81.64 1285.5760 11 1.3 643.7935 2 41.06 2 F2:103152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 99 PEAKS

DB

K.HYGSGWLSM(+15.99)ANSGK.D Y 76.18 1509.6670 14 -0.9 755.8369 2 25.39 2 F2:75315 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135

M9:Oxidatio
n (M):1000.
00

PEAKS
DB

K.VYFDIEIGGK.A Y 74.78 1139.5862 10 -2.7 570.7964 2 44.43 2 F2:109368 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 31 40 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 45 52 PEAKS

DB

K.KTSWLDGR.H Y 59.35 961.4981 8 3.7 481.7561 2 20.75 2 F2:67312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 155 PEAKS

DB

total 8 peptides

CebrOK033_J_256_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVVFGTVLEGMDVVR.K Y 113.44 1656.8657 15 -3.0 553.2919 3 47.54 2 F2:114501 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 170 PEAKS

DB

K.HYGSGWLSMANSGK.D Y 102.18 1493.6721 14 -1.9 747.8388 2 32.18 2 F2:87133 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.DFMIQGGDFTR.G Y 81.64 1285.5760 11 1.3 643.7935 2 41.06 2 F2:103152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 99 PEAKS

DB

K.HYGSGWLSM(+15.99)ANSGK.D Y 76.18 1509.6670 14 -0.9 755.8369 2 25.39 2 F2:75315 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135

M9:Oxidatio
n (M):1000.
00

PEAKS
DB

K.VYFDIEIGGK.A Y 74.78 1139.5862 10 -2.7 570.7964 2 44.43 2 F2:109368 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 31 40 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 45 52 PEAKS

DB

K.KTSWLDGR.H Y 59.35 961.4981 8 3.7 481.7561 2 20.75 2 F2:67312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 155 PEAKS

DB

total 8 peptides

OK005_J_311_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVVFGTVLEGMDVVR.K Y 113.44 1656.8657 15 -3.0 553.2919 3 47.54 2 F2:114501 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 170 PEAKS

DB

K.HYGSGWLSMANSGK.D Y 102.18 1493.6721 14 -1.9 747.8388 2 32.18 2 F2:87133 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.DFMIQGGDFTR.G Y 81.64 1285.5760 11 1.3 643.7935 2 41.06 2 F2:103152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 99 PEAKS

DB

total 8 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HYGSGWLSM(+15.99)ANSGK.D Y 76.18 1509.6670 14 -0.9 755.8369 2 25.39 2 F2:75315 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135

M9:Oxidatio
n (M):1000.
00

PEAKS
DB

K.VYFDIEIGGK.A Y 74.78 1139.5862 10 -2.7 570.7964 2 44.43 2 F2:109368
20210611-09_2021021-

OK160A_816_5.3.236.mgf

0 0 0 0 31 40
PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 45 52 PEAKS

DB

K.KTSWLDGR.H Y 59.35 961.4981 8 3.7 481.7561 2 20.75 2 F2:67312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 155 PEAKS

DB

total 8 peptides

OK006_E_286_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVVFGTVLEGMDVVR.K Y 113.44 1656.8657 15 -3.0 553.2919 3 47.54 2 F2:114501 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 170 PEAKS

DB

K.HYGSGWLSMANSGK.D Y 102.18 1493.6721 14 -1.9 747.8388 2 32.18 2 F2:87133 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.DFMIQGGDFTR.G Y 81.64 1285.5760 11 1.3 643.7935 2 41.06 2 F2:103152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 99 PEAKS

DB

K.HYGSGWLSM(+15.99)ANSGK.D Y 76.18 1509.6670 14 -0.9 755.8369 2 25.39 2 F2:75315 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135

M9:Oxidatio
n (M):1000.
00

PEAKS
DB

K.VYFDIEIGGK.A Y 74.78 1139.5862 10 -2.7 570.7964 2 44.43 2 F2:109368 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 31 40 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 45 52 PEAKS

DB

K.KTSWLDGR.H Y 59.35 961.4981 8 3.7 481.7561 2 20.75 2 F2:67312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 155 PEAKS

DB

total 8 peptides

OK193_E_264_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVVFGTVLEGMDVVR.K Y 113.44 1656.8657 15 -3.0 553.2919 3 47.54 2 F2:114501 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 170 PEAKS

DB

K.HYGSGWLSMANSGK.D Y 102.18 1493.6721 14 -1.9 747.8388 2 32.18 2 F2:87133 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.DFMIQGGDFTR.G Y 81.64 1285.5760 11 1.3 643.7935 2 41.06 2 F2:103152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 99 PEAKS

DB

K.HYGSGWLSM(+15.99)ANSGK.D Y 76.18 1509.6670 14 -0.9 755.8369 2 25.39 2 F2:75315 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135

M9:Oxidatio
n (M):1000.
00

PEAKS
DB

K.VYFDIEIGGK.A Y 74.78 1139.5862 10 -2.7 570.7964 2 44.43 2 F2:109368 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 31 40 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 45 52 PEAKS

DB

K.KTSWLDGR.H Y 59.35 961.4981 8 3.7 481.7561 2 20.75 2 F2:67312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 155 PEAKS

DB

total 8 peptides

OK214_J_328_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVVFGTVLEGMDVVR.K Y 113.44 1656.8657 15 -3.0 553.2919 3 47.54 2 F2:114501 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 170 PEAKS

DB

K.HYGSGWLSMANSGK.D Y 102.18 1493.6721 14 -1.9 747.8388 2 32.18 2 F2:87133 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.DFMIQGGDFTR.G Y 81.64 1285.5760 11 1.3 643.7935 2 41.06 2 F2:103152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 99 PEAKS

DB

K.HYGSGWLSM(+15.99)ANSGK.D Y 76.18 1509.6670 14 -0.9 755.8369 2 25.39 2 F2:75315 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135

M9:Oxidatio
n (M):1000.
00

PEAKS
DB

K.VYFDIEIGGK.A Y 74.78 1139.5862 10 -2.7 570.7964 2 44.43 2 F2:109368 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 31 40 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 45 52 PEAKS

DB

K.KTSWLDGR.H Y 59.35 961.4981 8 3.7 481.7561 2 20.75 2 F2:67312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 155 PEAKS

DB

total 8 peptides

OK212_J_315_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVVFGTVLEGMDVVR.K Y 113.44 1656.8657 15 -3.0 553.2919 3 47.54 2 F2:114501 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 156 170 PEAKS

DB

K.HYGSGWLSMANSGK.D Y 102.18 1493.6721 14 -1.9 747.8388 2 32.18 2 F2:87133 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.DFMIQGGDFTR.G Y 81.64 1285.5760 11 1.3 643.7935 2 41.06 2 F2:103152 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 89 99 PEAKS

DB

K.HYGSGWLSM(+15.99)ANSGK.D Y 76.18 1509.6670 14 -0.9 755.8369 2 25.39 2 F2:75315 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 122 135

M9:Oxidatio
n (M):1000.
00

PEAKS
DB

K.VYFDIEIGGK.A Y 74.78 1139.5862 10 -2.7 570.7964 2 44.43 2 F2:109368 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 31 40 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 45 52 PEAKS

DB

K.KTSWLDGR.H Y 59.35 961.4981 8 3.7 481.7561 2 20.75 2 F2:67312 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 155 PEAKS

DB

total 8 peptides

gene:107297086 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DNIQGITKPAIR.R Y 108.08 1324.7462 12 -0.2 663.3777 2 26.45 1 F1:20382 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 25 36 PEAKS

DB

K.TVTAM(+15.99)DVVYALK.R Y 94.21 1325.6901 12 1.3 663.8504 2 41.63 2 F2:104257 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 81 92 Oxidation

(M)
M5:Oxidation
(M):1000.00

PEAKS
DB

K.TVTAMDVVYALK.R Y 92.03 1309.6952 12 -2.5 655.8508 2 49.31 1 F1:46803 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 81 92 PEAKS

DB

R.ISGLIYEETR.G Y 86.83 1179.6135 10 2.0 590.8127 2 32.27 2 F2:87322 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 47 56 PEAKS

DB

R.DAVTYTEHAK.R Y 81.33 1133.5353 10 -0.7 567.7722 2 14.83 2 F2:58952 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 69 78 PEAKS

DB

K.VFLENVIR.D Y 78.88 988.5706 8 0.0 495.2905 2 40.54 2 F2:102326 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 61 68 PEAKS

DB

R.YRPGTVALR.E Y 76.80 1031.5875 9 3.5 344.8697 3 20.19 1 F1:11651 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 152 160 PEAKS

DB

K.STELLIR.K Y 63.42 830.4861 7 1.0 416.2490 2 28.31 2 F2:80330 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 168 174 PEAKS

DB

R.EIAQDFK.T Y 53.31 849.4232 7 4.6 425.7192 2 20.63 1 F1:12095 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 184 190 PEAKS

DB

total 9 peptides

OK193_E_277_Thioredoxin-like back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QGGLGNMNIPLLADK.T N 116.97 1539.8079 15 -0.5 770.9076 2 49.54 2 F2:118008 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 94 108 PEAKS

DB

R.Q(-17.03)ITMNDLPVGR.S N 105.67 1225.6125 11 -0.1 613.8109 2 46.97 2 F2:113637 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 141 151

Q1:Pyro-glu fr
om Q:1000.0
0

PEAKS
DB

R.QITMNDLPVGR.S N 94.09 1242.6390 11 0.8 622.3250 2 36.64 1 F1:34092 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 141 151 PEAKS

DB

R.QITM(+15.99)NDLPVGR.S N 91.16 1258.6339 11 1.7 630.3226 2 27.61 2 F2:79161 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 141 151 Oxidation

(M)
M4:Oxidation
(M):1000.00

PEAKS
DB

R.LVQAFQFTDK.H N 90.87 1195.6237 10 0.1 598.8167 2 37.25 2 F2:96539 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 159 168 PEAKS

DB

R.KQGGLGNMNIPLLADK.T N 73.18 1667.9028 16 -0.3 556.9726 3 43.41 1 F1:41299 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 93 108 PEAKS

DB

R.ALYIIDDK.G N 72.37 949.5120 8 1.0 475.7617 2 33.17 2 F2:89147 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 129 136 PEAKS

DB

K.EDEGVSYR.A Y 67.66 953.4090 8 5.4 477.7123 2 15.59 2 F2:59546 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 121 128 PEAKS

DB

total 8 peptides

gene:107292429 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.EAFSLFDKDGDGTITTK.E Y 109.55 1843.8839 17 -1.4 615.6318 3 39.27 2 F2:100164 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 15 31 PEAKS

DB

total 9 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HVMTNLGEK.L Y 97.43 1027.5121 9 1.2 514.7618 2 15.04 2 F2:59006 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 108 116 PEAKS

DB

K.MKDTDSEEEIR.E Y 92.20 1351.5925 11 -3.8 676.7982 2 14.72 2 F2:58511 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 87 PEAKS

DB

K.M(+15.99)KDTDSEEEIR.E Y 87.58 1367.5874 11 -0.8 684.7975 2 12.59 2 F2:55641 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 77 87 M1:Oxidation

(M):1000.00
PEAKS

DB

K.EAFSLFDK.D Y 85.63 955.4650 8 2.4 478.7391 2 40.32 1 F1:37871 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 15 22 PEAKS

DB

R.HVM(+15.99)TNLGEK.L Y 85.36 1043.5070 9 1.4 522.7595 2 11.64 1 F1:2810 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 108 116 Oxidation

(M)
M3:Oxidation
(M):1000.00

PEAKS
DB

K.LTDEEVDEM(+15.99)IR.E Y 80.09 1364.6129 11 1.6 683.3123 2 27.07 1 F1:21221 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 117 127 M9:Oxidation

(M):1000.00
PEAKS

DB

K.LTDEEVDEMIR.E Y 73.97 1348.6180 11 1.6 675.3148 2 36.96 1 F1:34272 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 117 127 PEAKS

DB

K.DTDSEEEIR.E Y 72.34 1092.4570 9 0.6 547.2341 2 15.71 1 F1:6943 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 79 87 PEAKS

DB

total 9 peptides

P_096_Elongation back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EHALLAYTLGVK.Q Y 117.36 1313.7343 12 2.5 657.8733 2 38.07 2 F2:98035 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 136 147 PEAKS

DB

K.YYVTIIDAPGHR.D Y 115.80 1403.7197 12 0.2 702.8643 2 33.96 2 F2:90405 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 86 97 PEAKS

DB

K.IGGIGTVPVGR.V Y 83.39 1024.6029 11 4.9 513.3091 2 30.73 2 F2:84552 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 258 268 PEAKS

DB

K.QTVAVGVIK.S Y 80.56 913.5596 9 2.0 457.7863 2 26.21 1 F1:20012 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 433 441 PEAKS

DB

R.LPLQDVYK.I Y 67.87 974.5436 8 6.2 488.2801 2 32.37 2 F2:87332 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 250 257 PEAKS

DB

total 5 peptides

Pvau2_100 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.IPLLSDLTHDIAK.A Y 122.43 1434.8082 13 -2.7 718.4064 2 49.50 2 F2:117962 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 126 138 PEAKS

DB

K.AYGVYLQDLGHSLR.G Y 112.55 1590.8154 14 2.1 796.4133 2 41.92 2 F2:104705 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 139 152 PEAKS

DB

R.Q(-17.03)ITMNDLPVGR.S N 105.67 1225.6125 11 -0.1 613.8109 2 46.97 2 F2:113637 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 165 175

Q1:Pyro-glu fr
om Q:1000.0
0

PEAKS
DB

R.QITMNDLPVGR.S N 94.09 1242.6390 11 0.8 622.3250 2 36.64 1 F1:34092 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 165 175 PEAKS

DB

R.QITM(+15.99)NDLPVGR.S N 91.16 1258.6339 11 1.7 630.3226 2 27.61 2 F2:79161 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 165 175 Oxidation

(M)
M4:Oxidation
(M):1000.00

PEAKS
DB

R.GLFIIDPK.G Y 76.34 901.5273 8 0.5 451.7693 2 42.96 2 F2:106624 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 153 160 PEAKS

DB

total 6 peptides

OK213_E_018_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.Q(-17.03)HSQFSDDNK.S N 112.62 1187.4843 10 2.1 594.7482 2 13.73 2 F2:57082 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 67 76 Pyro-glu

from Q

Q1:Pyro
-glu fro
m Q:10
00.00

PEAKS
DB

K.SPFDSEDGLGNFM(+15.99)NFM(+15.99)K.E N 104.89 1966.8076 17 2.8 984.4097 2 45.96 2 F2:112336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 77 93

M13:Ox
idation
(M):100
0.00;M
16:Oxid
ation
(M):100
0.00

PEAKS
DB

R.RQHSQFSDDNK.S N 100.18 1360.6119 11 0.4 454.5429 3 6.44 2 F2:52336 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 66 76 PEAKS

DB

R.Q(-17.03)HSQFSDDNK(-.98).S N 90.51 1186.5002 10 2.1 594.2562 2 12.84 2 F2:55863 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76 Amidation

Q1:Pyro
-glu fro
m Q:10
00.00;K
10:Ami
dation:
1000.00

PEAKS
DB

R.QHSQFSDDNK.S N 87.11 1204.5109 10 -2.8 603.2585 2 8.72 2 F2:52560 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 67 76 PEAKS

DB

K.SPFDSEDGLGNFMNFMK.E N 83.66 1934.8179 17 0.7 968.4128 2 59.14 2 F2:131486 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93 PEAKS

DB

total 9 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.SPFDSEDGLGNFM(+15.99)NFMK.E N 76.38 1950.8127 17 2.4 976.4119 2 53.56 2 F2:124496 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 77 93

M13:Ox
idation
(M):0.0
0

PEAKS
DB

K.RRQHSQFSDDNK.S N 72.54 1516.7130 12 10.8 506.5816 3 19.31 2 F2:64986 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 65 76 PEAKS

DB

K.ENGNNLPFADVNSAATDLGHFEPSAENEDGK.F Y 63.75 3258.4336 31 8.0 1087.1564 3 53.53 1 F1:49273 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 94 124 PEAKS

DB

total 9 peptides

OK006_E_036_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

OK213_E_040_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

SRX1323887_E_036_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

CebrOK014_E_011_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

total 5 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

OK214_J_037_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

OK005_J_033_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

OK193_E_033_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

CebrOK016_E_013_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

OK213_E_041_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

CebrOK014_E_010_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

SRX1323887_E_035_F back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EEYDLNDPDVLAIVDEGQK.L Y 140.20 2161.0061 19 5.1 1081.5117 2 51.87 1 F1:48359 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 19 PEAKS

DB

K.YTYDPWWK.L Y 86.54 1157.5182 8 1.7 579.7651 2 41.86 1 F1:39684 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 37 PEAKS

DB

K.LMHAC(+57.02)SIANK.Y Y 78.32 1143.5529 10 -0.6 382.1899 3 16.34 1 F1:7558 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

K.LM(+15.99)HAC(+57.02)SIANK.Y Y 71.07 1159.5479 10 5.4 387.5238 3 12.10 1 F1:3140 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 20 29 Oxidation (M);

Carbamidomethylation

M2:Oxi
dation
(M):10
00.00;
C5:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

total 5 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LNILAFK.E Y 61.32 817.5062 7 4.1 409.7605 2 42.63 1 F1:40433 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 38 44 PEAKS

DB

total 5 peptides

gene:107300483 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FADDTYTESYISTIGVDFK.I Y 123.83 2170.9946 19 5.6 1086.5061 2 53.75 2 F2:124908 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 31 49 PEAKS

DB

K.LQIWDTAGQER.F Y 87.15 1315.6521 11 3.6 658.8332 2 34.94 1 F1:31834 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 62 72 PEAKS

DB

K.KVVDYTTAK.E Y 79.72 1023.5601 9 2.7 512.7866 2 14.04 2 F2:57561 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 132 140 PEAKS

DB

K.LLLIGDSGVGK.S Y 69.42 1070.6335 11 2.2 536.3230 2 39.02 2 F2:99655 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 14 24 PEAKS

DB

K.QWLQEIDR.Y Y 63.37 1086.5458 8 1.6 544.2787 2 35.15 2 F2:92812 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 104 111 PEAKS

DB

total 5 peptides

OK214_J_343_CAP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SSQSETFDYVGENVYMSSGK.V Y 129.39 2213.9424 20 9.0 1107.9838 2 40.63 2 F2:102340 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 102 121 PEAKS

DB

R.AAGAGFSDSEK.A Y 94.35 1038.4618 11 5.8 520.2390 2 14.56 2 F2:58531 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 52 PEAKS

DB

K.AVLVEVHNTLR.N Y 92.95 1249.7142 11 1.0 625.8624 2 28.19 2 F2:80198 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 53 63 PEAKS

DB

R.SSQSETFDYVGENVYM(+15.99)SSGK.V Y 90.88 2229.9373 20 3.7 1115.9753 2 37.15 2 F2:96338 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 102 121

M16:Oxida
tion (M):1
000.00

PEAKS
DB

R.GERPYQTQE Y 65.43 1106.4993 9 0.2 554.2547 2 13.28 2 F2:56610 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 192 200 PEAKS

DB

total 5 peptides

CebrOK033_J_271_CAP back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SSQSETFDYVGENVYMSSGK.V Y 129.39 2213.9424 20 9.0 1107.9838 2 40.63 2 F2:102340 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 102 121 PEAKS

DB

R.AAGAGFSDSEK.A Y 94.35 1038.4618 11 5.8 520.2390 2 14.56 2 F2:58531 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 42 52 PEAKS

DB

K.AVLVEVHNTLR.N Y 92.95 1249.7142 11 1.0 625.8624 2 28.19 2 F2:80198 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 53 63 PEAKS

DB

R.SSQSETFDYVGENVYM(+15.99)SSGK.V Y 90.88 2229.9373 20 3.7 1115.9753 2 37.15 2 F2:96338 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 102 121

M16:Oxida
tion (M):1
000.00

PEAKS
DB

K.GERPYQTQE Y 65.43 1106.4993 9 0.2 554.2547 2 13.28 2 F2:56610 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 192 200 PEAKS

DB

total 5 peptides

K_0010_139_Ferritin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DEWGTGLDAMQVALGLEK.S N 116.51 1931.9298 18 1.8 966.9699 2 59.74 2 F2:131980 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 51 68 PEAKS

DB

R.DDVALPGFAK.Y N 90.93 1031.5287 10 2.5 516.7708 2 38.01 2 F2:97999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 4 13 PEAKS

DB

K.IGDHITNLK.R N 89.25 1009.5556 9 5.8 505.7859 2 19.85 2 F2:65725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 108 116 PEAKS

DB

FDRDDVALPGFAK.Y Y 67.23 1449.7251 13 0.8 484.2473 3 38.48 2 F2:98912 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 13 PEAKS

DB

total 4 peptides

OK212_J_216_Cerm03 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TIDGGEAGVLAGDR.A N 131.45 1329.6525 14 2.4 665.8323 2 28.62 2 F2:81183 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 6 19 PEAKS

DB

R.TIDGGEAGVLAGDR(-.98).A N 105.16 1328.6685 14 2.0 665.3400 2 27.71 2 F2:79347 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 6 19 R14:Amidati

on:1000.00
PEAKS

DB

R.RTIDGGEAGVLAGDR.A Y 104.64 1485.7535 15 3.6 496.2581 3 24.73 2 F2:74075 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 5 19 PEAKS

DB

K.NALLQQR.L N 64.80 841.4770 7 4.5 421.7459 2 18.33 2 F2:63419 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 24 30 PEAKS

DB

total 4 peptides

gene:107288075 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AM(+15.99)SIM(+15.99)NSFVNDIFER.I Y 106.77 1804.8124 15 2.4 903.4119 2 50.39 2 F2:119379 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 73 Oxidation

(M)

M2:Oxidation
(M):1000.0
0;M5:Oxidati
on (M):1000.
00

PEAKS
DB

K.QVHPDTGISSK.A Y 106.55 1167.5884 11 2.8 584.8007 2 13.28 2 F2:56502 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 48 58 PEAKS

DB

K.AM(+15.99)SIMNSFVNDIFER.I Y 102.03 1788.8175 15 2.1 895.4142 2 58.07 2 F2:130463 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 73 M2:Oxidation

(M):26.52
PEAKS

DB

K.Q(-17.03)VHPDTGISSK.A Y 99.83 1150.5619 11 3.5 576.2878 2 19.84 2 F2:65995 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 48 58

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

K.HAVSEGTK.A Y 86.65 827.4137 8 5.1 414.7145 2 5.27 2 F2:52256 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 110 117 PEAKS

DB

R.LLLPGELAK.H Y 59.89 952.5957 9 -0.1 477.3031 2 39.13 2 F2:99951 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 101 109 PEAKS

DB

total 6 peptides

gene:107298957 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AM(+15.99)SIM(+15.99)NSFVNDIFER.I Y 106.77 1804.8124 15 2.4 903.4119 2 50.39 2 F2:119379 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 73 Oxidation

(M)

M2:Oxidation
(M):1000.0
0;M5:Oxidati
on (M):1000.
00

PEAKS
DB

K.QVHPDTGISSK.A Y 106.55 1167.5884 11 2.8 584.8007 2 13.28 2 F2:56502 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 48 58 PEAKS

DB

K.AM(+15.99)SIMNSFVNDIFER.I Y 102.03 1788.8175 15 2.1 895.4142 2 58.07 2 F2:130463 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 73 M2:Oxidation

(M):26.52
PEAKS

DB

K.Q(-17.03)VHPDTGISSK.A Y 99.83 1150.5619 11 3.5 576.2878 2 19.84 2 F2:65995 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 48 58

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

K.HAVSEGTK.A Y 86.65 827.4137 8 5.1 414.7145 2 5.27 2 F2:52256 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 110 117 PEAKS

DB

R.LLLPGELAK.H Y 59.89 952.5957 9 -0.1 477.3031 2 39.13 2 F2:99951 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 101 109 PEAKS

DB

total 6 peptides

gene:107297087 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AM(+15.99)SIM(+15.99)NSFVNDIFER.I Y 106.77 1804.8124 15 2.4 903.4119 2 50.39 2 F2:119379 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 73 Oxidation

(M)

M2:Oxidation
(M):1000.0
0;M5:Oxidati
on (M):1000.
00

PEAKS
DB

K.QVHPDTGISSK.A Y 106.55 1167.5884 11 2.8 584.8007 2 13.28 2 F2:56502 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 48 58 PEAKS

DB

K.AM(+15.99)SIMNSFVNDIFER.I Y 102.03 1788.8175 15 2.1 895.4142 2 58.07 2 F2:130463 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 73 M2:Oxidation

(M):26.52
PEAKS

DB

K.Q(-17.03)VHPDTGISSK.A Y 99.83 1150.5619 11 3.5 576.2878 2 19.84 2 F2:65995 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 48 58

Q1:Pyro-glu f
rom Q:1000.
00

PEAKS
DB

K.HAVSEGTK.A Y 86.65 827.4137 8 5.1 414.7145 2 5.27 2 F2:52256 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 110 117 PEAKS

DB

R.LLLPGELAK.H Y 59.89 952.5957 9 -0.1 477.3031 2 39.13 2 F2:99951 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 101 109 PEAKS

DB

total 6 peptides

CebrOK016_E_140_Tpra back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.NSQEC(+57.02)STDSDHTITVVK.R Y 103.57 1919.8530 17 2.4 960.9324 2 20.77 1 F1:12236 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 39 55 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

Q(-17.03)VC(+57.02)PTMTDSYAR.E Y 98.74 1410.5908 12 1.7 706.3012 2 33.96 1 F1:30498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00

K.RYVNNQPER.K Y 90.62 1174.5842 9 1.9 588.2983 2 10.46 1 F1:1648 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 56 64

R.YVNNQPER.K Y 81.98 1018.4832 8 6.8 510.2504 2 11.28 1 F1:2421 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 57 64

Q(-17.03)VC(+57.02)PTM(+15.99)TDSYAR.E Y 77.47 1426.5857 12 2.8 714.2994 2 27.52 1 F1:21864 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation;

Oxidation (M)

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00;
M6:Oxi
dation
(M):10
00.00

total 5 peptides

SRX1323887_E_218_Tpra06 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.NSQEC(+57.02)STDSDHTITVVK.R Y 103.57 1919.8530 17 2.4 960.9324 2 20.77 1 F1:12236 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 39 55 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

Q(-17.03)VC(+57.02)PTMTDSYAR.E Y 98.74 1410.5908 12 1.7 706.3012 2 33.96 1 F1:30498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00

K.RYVNNQPER.K Y 90.62 1174.5842 9 1.9 588.2983 2 10.46 1 F1:1648 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 56 64

R.YVNNQPER.K Y 81.98 1018.4832 8 6.8 510.2504 2 11.28 1 F1:2421 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 57 64

Q(-17.03)VC(+57.02)PTM(+15.99)TDSYAR.E Y 77.47 1426.5857 12 2.8 714.2994 2 27.52 1 F1:21864 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation;

Oxidation (M)

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00;
M6:Oxi
dation
(M):10
00.00

total 5 peptides

CebrOK014_E_131_Tpra06 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.NSQEC(+57.02)STDSDHTITVVK.R Y 103.57 1919.8530 17 2.4 960.9324 2 20.77 1 F1:12236 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 39 55 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

Q(-17.03)VC(+57.02)PTMTDSYAR.E Y 98.74 1410.5908 12 1.7 706.3012 2 33.96 1 F1:30498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00

K.RYVNNQPER.K Y 90.62 1174.5842 9 1.9 588.2983 2 10.46 1 F1:1648 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 56 64

R.YVNNQPER.K Y 81.98 1018.4832 8 6.8 510.2504 2 11.28 1 F1:2421 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 57 64

Q(-17.03)VC(+57.02)PTM(+15.99)TDSYAR.E Y 77.47 1426.5857 12 2.8 714.2994 2 27.52 1 F1:21864 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation;

Oxidation (M)

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00;
M6:Oxi
dation
(M):10
00.00

total 5 peptides

OK213_E_279_Tpra06 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.NSQEC(+57.02)STDSDHTITVVK.R Y 103.57 1919.8530 17 2.4 960.9324 2 20.77 1 F1:12236 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 39 55 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

Q(-17.03)VC(+57.02)PTMTDSYAR.E Y 98.74 1410.5908 12 1.7 706.3012 2 33.96 1 F1:30498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00

K.RYVNNQPER.K Y 90.62 1174.5842 9 1.9 588.2983 2 10.46 1 F1:1648 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 56 64

R.YVNNQPER.K Y 81.98 1018.4832 8 6.8 510.2504 2 11.28 1 F1:2421 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 57 64

Q(-17.03)VC(+57.02)PTM(+15.99)TDSYAR.E Y 77.47 1426.5857 12 2.8 714.2994 2 27.52 1 F1:21864 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation;

Oxidation (M)

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00;
M6:Oxi
dation
(M):10
00.00

total 5 peptides

OK006_E_261_Tpra06 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.NSQEC(+57.02)STDSDHTITVVK.R Y 103.57 1919.8530 17 2.4 960.9324 2 20.77 1 F1:12236 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 39 55 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

Q(-17.03)VC(+57.02)PTMTDSYAR.E Y 98.74 1410.5908 12 1.7 706.3012 2 33.96 1 F1:30498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00

K.RYVNNQPER.K Y 90.62 1174.5842 9 1.9 588.2983 2 10.46 1 F1:1648 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 56 64

R.YVNNQPER.K Y 81.98 1018.4832 8 6.8 510.2504 2 11.28 1 F1:2421 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 57 64

Q(-17.03)VC(+57.02)PTM(+15.99)TDSYAR.E Y 77.47 1426.5857 12 2.8 714.2994 2 27.52 1 F1:21864 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation;

Oxidation (M)

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00;
M6:Oxi
dation
(M):10
00.00

total 5 peptides

OK006_E_262_Tpra06 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore

K.NSQEC(+57.02)STDSDHTITVVK.R Y 103.57 1919.8530 17 2.4 960.9324 2 20.77 1 F1:12236 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 39 55 Carbamidomethylation

C5:Car
bamido
methyl
ation:1
000.00

Q(-17.03)VC(+57.02)PTMTDSYAR.E Y 98.74 1410.5908 12 1.7 706.3012 2 33.96 1 F1:30498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00

K.RYVNNQPER.K Y 90.62 1174.5842 9 1.9 588.2983 2 10.46 1 F1:1648 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 56 64

R.YVNNQPER.K Y 81.98 1018.4832 8 6.8 510.2504 2 11.28 1 F1:2421 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 57 64

Q(-17.03)VC(+57.02)PTM(+15.99)TDSYAR.E Y 77.47 1426.5857 12 2.8 714.2994 2 27.52 1 F1:21864 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation;

Oxidation (M)

Q1:Pyr
o-glu fr
om Q:1
000.00;
C3:Car
bamido
methyl
ation:1
000.00;
M6:Oxi
dation
(M):10
00.00

total 5 peptides

V_1278_106_Prohormone-4a back to list



| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.NDDKEPLVSLGM(+15.99)QASAWEAVK.F N 119.58 2303.1104 21 2.7 768.7099 3 46.66 1 F1:44929 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 341 361 Oxidation

(M)

M12:Oxid
ation (M):
1000.00

PEAKS
DB

K.LFNNVDPYM(+15.99)AAQALK.L Y 82.82 1709.8446 15 1.1 855.9273 2 44.66 1 F1:42711 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 296 310

M9:Oxida
tion (M):1
000.00

PEAKS
DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 311 319 PEAKS

DB

K.LFNNVDPYMAAQALK.L Y 63.83 1693.8497 15 1.8 847.9305 2 48.32 1 F1:46204 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 296 310 PEAKS

DB

K.TVLEAVK.N N 63.45 758.4538 7 2.3 380.2336 2 21.88 1 F1:13726 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 334 340 PEAKS

DB

total 5 peptides

V_CG13_205_Prohormone-4a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.NDDKEPLVSLGM(+15.99)QASAWEAVK.F N 119.58 2303.1104 21 2.7 768.7099 3 46.66 1 F1:44929 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 341 361 Oxidation

(M)

M12:Oxid
ation (M):
1000.00

PEAKS
DB

K.LFNNVDPYM(+15.99)AAQALK.L Y 82.82 1709.8446 15 1.1 855.9273 2 44.66 1 F1:42711 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 296 310

M9:Oxida
tion (M):1
000.00

PEAKS
DB

K.LATSLGDLR.W N 77.79 944.5291 9 3.7 473.2715 2 31.22 2 F2:85544 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 311 319 PEAKS

DB

K.LFNNVDPYMAAQALK.L Y 63.83 1693.8497 15 1.8 847.9305 2 48.32 1 F1:46204 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 296 310 PEAKS

DB

K.TVLEAVK.N N 63.45 758.4538 7 2.3 380.2336 2 21.88 1 F1:13726 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 334 340 PEAKS

DB

total 5 peptides

P_094D_091_Angiotensin-converting back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.ELYAQYVDLLNQGAR.E Y 131.57 1751.8842 15 2.1 876.9475 2 49.71 2 F2:118355 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 269 283 PEAKS

DB

K.LKDQYDVR.G Y 68.16 1035.5349 8 2.8 518.7740 2 15.68 2 F2:59680 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 383 390 PEAKS

DB

R.SEEDFDPAAK.M Y 66.24 1107.4719 10 4.9 554.7438 2 21.79 1 F1:13745 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 580 589 PEAKS

DB

K.QDINDLLK.M Y 58.00 957.5131 8 2.9 479.7632 2 34.20 2 F2:90790 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 520 527 PEAKS

DB

total 4 peptides

P_102D_097_Nucleobinding-2-like back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

total 6 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GPPHPDPVEAGSK.E Y 93.93 1286.6255 13 4.3 429.8827 3 16.13 1 F1:7354 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 30 42 PEAKS

DB

R.NSPEEDDPNER.F Y 84.27 1300.5167 11 2.2 651.2646 2 11.70 1 F1:2875 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 278 288 PEAKS

DB

R.GTGLEYDAYLR.Q Y 75.63 1256.6036 11 0.8 629.3072 2 37.58 1 F1:35001 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 48 58 PEAKS

DB

K.LKDLPEDQKK.D Y 70.08 1212.6714 10 -1.4 607.3396 2 12.20 2 F2:55159 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 188 197 PEAKS

DB

K.DQFEEVWEK.D Y 58.11 1208.5349 9 0.0 605.2722 2 36.89 2 F2:96016 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 223 231 PEAKS

DB

K.LKDLPEDQK.K Y 54.27 1084.5764 9 0.1 543.2933 2 15.10 2 F2:58998 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 188 196 PEAKS

DB

total 6 peptides

OK212_J_009_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.STDDNGKDTLTQMK.R N 120.13 1552.7039 14 0.7 777.3565 2 18.22 2 F2:63522 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43 PEAKS

DB

R.SADATALKPEPVLLQK.S Y 107.32 1679.9457 16 -3.6 840.9736 2 33.75 2 F2:89867 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

R.STDDNGKDTLTQM(+15.99)K.R N 91.87 1568.6989 14 -0.9 785.3527 2 12.52 2 F2:55548 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43

M13:Oxidatio
n (M):1000.0
0

PEAKS
DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 4 peptides

OK005_J_007_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.STDDNGKDTLTQMK.R N 120.13 1552.7039 14 0.7 777.3565 2 18.22 2 F2:63522 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43 PEAKS

DB

R.SADATALKPEPVLLQK.S Y 107.32 1679.9457 16 -3.6 840.9736 2 33.75 2 F2:89867 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

R.STDDNGKDTLTQM(+15.99)K.R N 91.87 1568.6989 14 -0.9 785.3527 2 12.52 2 F2:55548 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43

M13:Oxidatio
n (M):1000.0
0

PEAKS
DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 4 peptides

OK212_J_010_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.STDDNGKDTLTQMK.R N 120.13 1552.7039 14 0.7 777.3565 2 18.22 2 F2:63522 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43 PEAKS

DB

R.SADATALKPEPVLLQK.S Y 107.32 1679.9457 16 -3.6 840.9736 2 33.75 2 F2:89867 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

R.STDDNGKDTLTQM(+15.99)K.R N 91.87 1568.6989 14 -0.9 785.3527 2 12.52 2 F2:55548 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43

M13:Oxidatio
n (M):1000.0
0

PEAKS
DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 4 peptides

OK212_J_008_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.STDDNGKDTLTQMK.R N 120.13 1552.7039 14 0.7 777.3565 2 18.22 2 F2:63522 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43 PEAKS

DB

R.SADATALKPEPVLLQK.S Y 107.32 1679.9457 16 -3.6 840.9736 2 33.75 2 F2:89867 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

R.STDDNGKDTLTQM(+15.99)K.R N 91.87 1568.6989 14 -0.9 785.3527 2 12.52 2 F2:55548 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43

M13:Oxidatio
n (M):1000.0
0

PEAKS
DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 4 peptides

OK005_J_006_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.STDDNGKDTLTQMK.R N 120.13 1552.7039 14 0.7 777.3565 2 18.22 2 F2:63522 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43 PEAKS

DB

R.SADATALKPEPVLLQK.S Y 107.32 1679.9457 16 -3.6 840.9736 2 33.75 2 F2:89867 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

R.STDDNGKDTLTQM(+15.99)K.R N 91.87 1568.6989 14 -0.9 785.3527 2 12.52 2 F2:55548 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43

M13:Oxidatio
n (M):1000.0
0

PEAKS
DB

total 4 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 4 peptides

OK212_J_220_Cerm03 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TIDGGEAGVLAGDR.A N 131.45 1329.6525 14 2.4 665.8323 2 28.62 2 F2:81183 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 6 19 PEAKS

DB

R.TIDGGEAGVLAGDRATNK.N Y 129.48 1743.8751 18 0.2 872.9413 2 25.18 2 F2:75165 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 6 23 PEAKS

DB

R.TIDGGEAGVLAGDR(-.98).A N 105.16 1328.6685 14 2.0 665.3400 2 27.71 2 F2:79347 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 6 19 R14:Amidati

on:1000.00
PEAKS

DB

total 3 peptides

OK214_J_005_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.STDDNGKDTLTQMK.R N 120.13 1552.7039 14 0.7 777.3565 2 18.22 2 F2:63522 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43 PEAKS

DB

R.SADATALKPEPILLQK.S Y 104.64 1693.9614 16 -0.9 847.9836 2 36.16 2 F2:94489 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

R.STDDNGKDTLTQM(+15.99)K.R N 91.87 1568.6989 14 -0.9 785.3527 2 12.52 2 F2:55548 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43

M13:Oxidatio
n (M):1000.0
0

PEAKS
DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 4 peptides

OK214_J_004_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.STDDNGKDTLTQMK.R N 120.13 1552.7039 14 0.7 777.3565 2 18.22 2 F2:63522 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43 PEAKS

DB

R.SADATALKPEPILLQK.S Y 104.64 1693.9614 16 -0.9 847.9836 2 36.16 2 F2:94489 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

R.STDDNGKDTLTQM(+15.99)K.R N 91.87 1568.6989 14 -0.9 785.3527 2 12.52 2 F2:55548 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 30 43

M13:Oxidatio
n (M):1000.0
0

PEAKS
DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 4 peptides

V_1278_048_E-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.EKIDWSDITTR.I Y 98.62 1362.6780 11 1.4 682.3446 2 34.31 1 F1:30882 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 53 63 PEAKS

DB

K.QLEQC(+57.02)GFIEK.K Y 93.89 1250.5964 10 3.3 626.3052 2 27.67 1 F1:22189 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 21 30 Carbamidomethylation

C5:Carb
amidom
ethylatio
n:1000.0
0

PEAKS
DB

K.Q(-17.03)LEQC(+57.02)GFIEK.K Y 86.02 1233.5699 10 -1.3 617.7891 2 39.10 1 F1:36643 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 30 Carbamidomethylation

Q1:Pyro-
glu from
Q:1000.
00;C5:C
arbamid
omethyl
ation:10
00.00

PEAKS
DB

K.IDWSDITTR.I Y 79.29 1105.5404 9 0.1 553.7755 2 38.75 1 F1:36423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 55 63 PEAKS

DB

R.LNDWDC(+57.02)ELGR.N Y 75.44 1276.5507 10 1.6 639.2812 2 33.14 1 F1:29308 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 4 13 Carbamidomethylation

C6:Carb
amidom
ethylatio
n:1000.0
0

PEAKS
DB

total 5 peptides

V_CG13_066_E-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.EKIDWSDITTR.I Y 98.62 1362.6780 11 1.4 682.3446 2 34.31 1 F1:30882 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 53 63 PEAKS

DB

total 5 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QLEQC(+57.02)GFIEK.K Y 93.89 1250.5964 10 3.3 626.3052 2 27.67 1 F1:22189 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 21 30 Carbamidomethylation

C5:Carb
amidom
ethylatio
n:1000.0
0

PEAKS
DB

K.Q(-17.03)LEQC(+57.02)GFIEK.K Y 86.02 1233.5699 10 -1.3 617.7891 2 39.10 1 F1:36643 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 30 Carbamidomethylation

Q1:Pyro-
glu from
Q:1000.
00;C5:C
arbamid
omethyl
ation:10
00.00

PEAKS
DB

K.IDWSDITTR.I Y 79.29 1105.5404 9 0.1 553.7755 2 38.75 1 F1:36423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 55 63 PEAKS

DB

R.LNDWDC(+57.02)ELGR.N Y 75.44 1276.5507 10 1.6 639.2812 2 33.14 1 F1:29308 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 4 13 Carbamidomethylation

C6:Carb
amidom
ethylatio
n:1000.0
0

PEAKS
DB

total 5 peptides

SRX1323887_E_199_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VPSSDYNC(+57.02)QIHK.I Y 108.78 1446.6561 12 -0.3 724.3321 2 17.48 2 F2:62177 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.KVPSSDYNC(+57.02)QIHK.I Y 101.53 1574.7511 13 2.5 525.9234 3 15.65 2 F2:59847 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 51 63 Carbamidomethylation

C9:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.IPNHC(+57.02)GGPVM(+15.99) N 90.01 1096.4794 10 -0.1 549.2448 2 16.28 1 F1:7548 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 64 73 Carbamidomethylation;

Oxidation (M)

C5:Carb
amidom
ethylatio
n:1000.
00;M10:
Oxidatio
n (M):10
00.00

PEAKS
DB

K.IPNHC(+57.02)GGPVM N 70.78 1080.4845 10 2.7 541.2490 2 22.57 1 F1:14539 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 64 73 Carbamidomethylation

C5:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

total 4 peptides

SRX1323887_E_200_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VPSSDYNC(+57.02)QIHK.I Y 108.78 1446.6561 12 -0.3 724.3321 2 17.48 2 F2:62177 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.KVPSSDYNC(+57.02)QIHK.I Y 101.53 1574.7511 13 2.5 525.9234 3 15.65 2 F2:59847 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 51 63 Carbamidomethylation

C9:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

K.IPNHC(+57.02)GGPVM(+15.99) N 90.01 1096.4794 10 -0.1 549.2448 2 16.28 1 F1:7548 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 64 73 Carbamidomethylation;

Oxidation (M)

C5:Carb
amidom
ethylatio
n:1000.
00;M10:
Oxidatio
n (M):10
00.00

PEAKS
DB

K.IPNHC(+57.02)GGPVM N 70.78 1080.4845 10 2.7 541.2490 2 22.57 1 F1:14539 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 64 73 Carbamidomethylation

C5:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

total 4 peptides

OK212_J_265_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.KVPTSDYNC(+57.02)QIHK.I N 109.55 1588.7667 13 1.8 530.5949 3 16.58 2 F2:60994 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 51 63

C9:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.VPTSDYNC(+57.02)QIHK.I N 103.68 1460.6718 12 1.1 487.8963 3 18.39 2 F2:63597 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.IPNHC(+57.02)GGPVL Y 79.63 1062.5281 10 3.7 532.2711 2 26.38 2 F2:77178 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 64 73

C5:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

total 3 peptides

CebrOK035_J_309_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.KVPTSDYNC(+57.02)QIHK.I N 109.55 1588.7667 13 1.8 530.5949 3 16.58 2 F2:60994 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 51 63

C9:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.VPTSDYNC(+57.02)QIHK.I N 103.68 1460.6718 12 1.1 487.8963 3 18.39 2 F2:63597 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.IPNHC(+57.02)GGPVL Y 79.63 1062.5281 10 3.7 532.2711 2 26.38 2 F2:77178 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 64 73

C5:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

total 3 peptides

CebrOK035_J_308_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.KVPTSDYNC(+57.02)QIHK.I N 109.55 1588.7667 13 1.8 530.5949 3 16.58 2 F2:60994 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 51 63

C9:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.VPTSDYNC(+57.02)QIHK.I N 103.68 1460.6718 12 1.1 487.8963 3 18.39 2 F2:63597 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.IPNHC(+57.02)GGPVL Y 79.63 1062.5281 10 3.7 532.2711 2 26.38 2 F2:77178 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 64 73

C5:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

total 3 peptides

CebrOK033_J_219_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.KVPTSDYNC(+57.02)QIHK.I N 109.55 1588.7667 13 1.8 530.5949 3 16.58 2 F2:60994 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 51 63

C9:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.VPTSDYNC(+57.02)QIHK.I N 103.68 1460.6718 12 1.1 487.8963 3 18.39 2 F2:63597 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.IPNHC(+57.02)GGPVL Y 79.63 1062.5281 10 3.7 532.2711 2 26.38 2 F2:77178 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 64 73

C5:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

total 3 peptides

OK214_J_271_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.KVPTSDYNC(+57.02)QIHK.I N 109.55 1588.7667 13 1.8 530.5949 3 16.58 2 F2:60994 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 51 63

C9:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.VPTSDYNC(+57.02)QIHK.I N 103.68 1460.6718 12 1.1 487.8963 3 18.39 2 F2:63597 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.IPNHC(+57.02)GGPVL Y 79.63 1062.5281 10 3.7 532.2711 2 26.38 2 F2:77178 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 64 73

C5:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

total 3 peptides

OK005_J_275_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

total 3 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.KVPTSDYNC(+57.02)QIHK.I N 109.55 1588.7667 13 1.8 530.5949 3 16.58 2 F2:60994 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 51 63

C9:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.VPTSDYNC(+57.02)QIHK.I N 103.68 1460.6718 12 1.1 487.8963 3 18.39 2 F2:63597 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.IPNHC(+57.02)GGPVL Y 79.63 1062.5281 10 3.7 532.2711 2 26.38 2 F2:77178 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 64 73

C5:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

total 3 peptides

OK212_J_264_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.KVPTSDYNC(+57.02)QIHK.I N 109.55 1588.7667 13 1.8 530.5949 3 16.58 2 F2:60994 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 51 63

C9:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.VPTSDYNC(+57.02)QIHK.I N 103.68 1460.6718 12 1.1 487.8963 3 18.39 2 F2:63597 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.IPNHC(+57.02)GGPVL Y 79.63 1062.5281 10 3.7 532.2711 2 26.38 2 F2:77178 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 64 73

C5:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

total 3 peptides

OK214_J_272_Pmag02 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.KVPTSDYNC(+57.02)QIHK.I N 109.55 1588.7667 13 1.8 530.5949 3 16.58 2 F2:60994 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 51 63

C9:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.VPTSDYNC(+57.02)QIHK.I N 103.68 1460.6718 12 1.1 487.8963 3 18.39 2 F2:63597 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 52 63 Carbamidomethylation

C8:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

K.IPNHC(+57.02)GGPVL Y 79.63 1062.5281 10 3.7 532.2711 2 26.38 2 F2:77178 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 64 73

C5:Carb
amidome
thylatio
n:1000.0
0

PEAKS
DB

total 3 peptides

gene:107299479 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.TITLEVEPSDTIENVK.A Y 101.48 1786.9200 16 -0.2 894.4637 2 41.99 1 F1:39768 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 12 27 PEAKS

DB

K.ESTLHLVLR.L Y 87.22 1066.6135 9 2.6 534.3134 2 31.53 1 F1:27196 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 64 72 PEAKS

DB

R.TLSDYNIQK.E Y 74.97 1080.5452 9 1.1 541.2782 2 23.62 2 F2:72217 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 55 63 PEAKS

DB

K.EGIPPDQQR.L Y 63.07 1038.5094 9 3.0 520.2614 2 16.35 2 F2:60614 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 34 42 PEAKS

DB

total 4 peptides

SRX1323887_E_190_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DHANSDFFGK.L N 108.55 1136.4886 10 2.5 569.2509 2 23.01 1 F1:15072 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 30 PEAKS

DB

R.ILTETPFNSPNANHYHK.M Y 107.56 1981.9646 17 0.8 661.6602 3 33.30 1 F1:29581 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 42 58 PEAKS

DB

FQADDSGLDKK.S N 65.78 1222.5829 11 -4.3 612.2938 2 17.28 1 F1:8549 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 11 PEAKS

DB

total 3 peptides

CebrOK014_E_119_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DHANSDFFGK.L N 108.55 1136.4886 10 2.5 569.2509 2 23.01 1 F1:15072 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 30 PEAKS

DB

R.ILTETPFNSPNANHYHK.M Y 107.56 1981.9646 17 0.8 661.6602 3 33.30 1 F1:29581 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 42 58 PEAKS

DB

FQADDSGLDKK.S N 65.78 1222.5829 11 -4.3 612.2938 2 17.28 1 F1:8549 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 11 PEAKS

DB

total 3 peptides

OK005_J_264_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DHANSDFFGK.L N 108.55 1136.4886 10 2.5 569.2509 2 23.01 1 F1:15072 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 30 PEAKS

DB

R.ILTETPFNSPNANHYHK.V Y 107.56 1981.9646 17 0.8 661.6602 3 33.30 1 F1:29581 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 42 58 PEAKS

DB

FQADDSGLDKK.S N 65.78 1222.5829 11 -4.3 612.2938 2 17.28 1 F1:8549 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 11 PEAKS

DB

total 3 peptides

OK213_E_251_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DHANSDFFGK.L N 108.55 1136.4886 10 2.5 569.2509 2 23.01 1 F1:15072 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 30 PEAKS

DB

R.ILTETPFNSPNANHYHK.V Y 107.56 1981.9646 17 0.8 661.6602 3 33.30 1 F1:29581 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 42 58 PEAKS

DB

FQADDSGLDKK.S N 65.78 1222.5829 11 -4.3 612.2938 2 17.28 1 F1:8549 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 11 PEAKS

DB

total 3 peptides

P_022_Coagulation back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)HDYDNNNKLDGVEIGK.A Y 112.80 1976.8898 17 1.9 659.9690 3 24.30 2 F2:73307 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 94 110 Oxidation

(M)

M1:Oxidati
on (M):100
0.00

PEAKS
DB

K.DQMSEEELEFHYFK.M Y 98.80 1830.7770 14 -1.4 916.3910 2 42.39 1 F1:40251 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 80 93 PEAKS

DB

K.DQM(+15.99)SEEELEFHYFK.M Y 83.64 1846.7720 14 -1.7 616.5945 3 39.39 1 F1:37083 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 80 93 Oxidation

(M)

M3:Oxidati
on (M):100
0.00

PEAKS
DB

K.LDGVEIGK.A Y 65.43 829.4545 8 0.5 415.7332 2 25.02 1 F1:18355 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 103 110 PEAKS

DB

total 4 peptides

D_059_Immunoglobulin-like back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.FSC(+57.02)MIETTPGGESEK.S Y 113.87 1671.7120 15 -1.0 836.8589 2 30.27 2 F2:83755 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 173 187 Carbamidomethylation

C3:Carb
amidom
ethylatio
n:1000.
00

PEAKS
DB

R.NGAEISDAKEQK.Y Y 86.20 1288.6259 12 1.1 645.3182 2 10.99 2 F2:54000 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 60 71 PEAKS

DB

K.YTFVSSLK.D Y 79.17 943.5015 8 4.0 472.7579 2 32.82 2 F2:88168 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 160 167 PEAKS

DB

total 3 peptides

OK214_J_329_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

ByPeptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LAEGYEESGETLTYK.G Y 106.39 1688.7781 15 -0.1 845.3927 2 30.74 2 F2:84640 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 63 77 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 134 145 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 44 51 PEAKS

DB

total 3 peptides

OK212_J_316_PPI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LAEGYEESGETLTYK.G Y 106.39 1688.7781 15 -0.1 845.3927 2 30.74 2 F2:84640 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 63 77 PEAKS

DB

K.DTNGSQFFITTK.K N 100.10 1357.6514 12 -0.1 679.8300 2 36.35 2 F2:94879 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 134 145 PEAKS

DB

R.IVIGLFGK.T N 64.69 845.5374 8 -0.9 423.7738 2 44.37 2 F2:109266 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 44 51 PEAKS

DB

total 3 peptides

SRX1323887_E_191_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DHANSDFFGK.L N 108.55 1136.4886 10 2.5 569.2509 2 23.01 1 F1:15072 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 30 PEAKS

DB

R.FLLDAAFYNPHANHLHK.M Y 88.49 2007.0115 17 -0.6 670.0082 3 46.57 1 F1:44806 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 42 58 PEAKS

DB

FQADDSGLDKK.S N 65.78 1222.5829 11 -4.3 612.2938 2 17.28 1 F1:8549 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 11 PEAKS

DB

total 3 peptides

OK193_E_234_Tand01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.C(+57.02)EVDDVAIVNSGPGLR.R Y 129.32 1699.8199 16 2.6 850.9163 2 37.78 1 F1:35162 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 79 94

C1:Carbamidom
ethylation:100
0.00

PEAKS
DB

K.RPLTHYTC(+57.02)EPITEFPK.C Y 86.41 1987.9825 16 -1.1 663.6649 3 31.42 1 F1:27186 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 63 78

C8:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 2 peptides

OK213_E_278_Tand01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.C(+57.02)EVDDVAIVNSGPGLR.R Y 129.32 1699.8199 16 2.6 850.9163 2 37.78 1 F1:35162 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 79 94

C1:Carbamidom
ethylation:100
0.00

PEAKS
DB

K.RPLTHYTC(+57.02)EPITEFPK.C Y 86.41 1987.9825 16 -1.1 663.6649 3 31.42 1 F1:27186 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 63 78

C8:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 2 peptides

OK006_E_260_Tand01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.C(+57.02)EVDDVAIVNSGPGLR.R Y 129.32 1699.8199 16 2.6 850.9163 2 37.78 1 F1:35162 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 79 94

C1:Carbamidom
ethylation:100
0.00

PEAKS
DB

K.RPLTHYTC(+57.02)EPITEFPK.C Y 86.41 1987.9825 16 -1.1 663.6649 3 31.42 1 F1:27186 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 63 78

C8:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 2 peptides

SRX1323887_E_217_Tand01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.C(+57.02)EVDDVAIVNSGPGLR.R Y 129.32 1699.8199 16 2.6 850.9163 2 37.78 1 F1:35162 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 79 94

C1:Carbamidom
ethylation:100
0.00

PEAKS
DB

K.RPLTHYTC(+57.02)EPITEFPK.C Y 86.41 1987.9825 16 -1.1 663.6649 3 31.42 1 F1:27186 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 63 78

C8:Carbamidom
ethylation:100
0.00

PEAKS
DB

total 2 peptides

P_079D_079_Metallopeptidase back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.ASVLTFDHSPNNIR.A Y 99.19 1569.7899 14 0.7 524.2687 3 31.24 2 F2:85466 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 527 540 PEAKS

DB

R.VLANYLLMR.V Y 75.54 1091.6161 9 -2.6 546.8116 2 43.61 2 F2:107761 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 190 198 PEAKS

DB

R.NVVFDPK.A Y 62.29 817.4333 7 1.6 409.7229 2 24.35 2 F2:73455 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 322 328 PEAKS

DB

R.DLDIPMR.T Y 58.90 858.4269 7 2.4 430.2200 2 34.75 2 F2:92035 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 213 219 PEAKS

DB

total 4 peptides

gene:107297064 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AYLPVNESFGFTADLR.S Y 99.31 1798.8889 16 0.0 900.4480 2 52.73 2 F2:123202 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 747 762 PEAKS

DB

K.FSVSPVVR.V Y 68.20 889.5021 8 0.8 445.7568 2 30.49 2 F2:84306 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 460 467 PEAKS

DB

R.NMSVIAHVDHGK.S Y 61.46 1306.6451 12 2.0 436.5547 3 19.04 2 F2:64665 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 21 32 PEAKS

DB

M.VNFTVDQIR.A Y 59.81 1090.5771 9 1.3 546.2943 2 34.09 2 F2:90876 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 2 10 PEAKS

DB

total 4 peptides

gene:107289560 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AAFDDAIAELDTLSEESYK.D Y 106.31 2086.9583 19 5.3 1044.4875 2 58.44 2 F2:130765 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 197 215 PEAKS

DB

K.DSTLIMQLLR.D Y 79.20 1188.6537 10 -2.2 595.3303 2 56.63 2 F2:128557 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 216 225 PEAKS

DB

R.NLLSVAYK.N Y 68.03 906.5175 8 2.8 454.2654 2 33.79 2 F2:90231 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 43 50 PEAKS

DB

total 3 peptides

OK193_E_248_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LMPPNSLSDHDSR.Q N 82.88 1467.6776 13 -0.2 490.2312 3 23.57 1 F1:16022 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 124 136 PEAKS

DB

R.EASSMFITTTPLR.Q N 80.11 1452.7283 13 1.2 727.3695 2 41.94 1 F1:39695 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 104 116 PEAKS

DB

K.NYFDAVR.I Y 78.72 883.4188 7 2.1 442.7159 2 29.12 1 F1:23959 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 151 157 PEAKS

DB

R.FFTC(+57.02)TDWAK.N Y 66.58 1174.5117 9 3.5 588.2629 2 37.66 1 F1:35030 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 142 150 Carbamidomethylation

C4:Carba
midometh
ylation:10
00.00

PEAKS
DB

total 4 peptides

SRX1323887_E_230_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LMPPNSLSDHDSR.Q N 82.88 1467.6776 13 -0.2 490.2312 3 23.57 1 F1:16022 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 124 136 PEAKS

DB

R.EASSMFITTTPLR.Q N 80.11 1452.7283 13 1.2 727.3695 2 41.94 1 F1:39695 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 104 116 PEAKS

DB

K.NYFDAVR.I Y 78.72 883.4188 7 2.1 442.7159 2 29.12 1 F1:23959 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 151 157 PEAKS

DB

R.FFTC(+57.02)TDWAK.N Y 66.58 1174.5117 9 3.5 588.2629 2 37.66 1 F1:35030 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 142 150 Carbamidomethylation

C4:Carba
midometh
ylation:10
00.00

PEAKS
DB

total 4 peptides

OK213_E_301_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LMPPNSLSDHDSR.Q N 82.88 1467.6776 13 -0.2 490.2312 3 23.57 1 F1:16022 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 124 136 PEAKS

DB

R.EASSMFITTTPLR.Q N 80.11 1452.7283 13 1.2 727.3695 2 41.94 1 F1:39695 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 104 116 PEAKS

DB

K.NYFDAVR.I Y 78.72 883.4188 7 2.1 442.7159 2 29.12 1 F1:23959 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 151 157 PEAKS

DB

R.FFTC(+57.02)TDWAK.N Y 66.58 1174.5117 9 3.5 588.2629 2 37.66 1 F1:35030 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 142 150 Carbamidomethylation

C4:Carba
midometh
ylation:10
00.00

PEAKS
DB

total 4 peptides

OK006_E_272_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LMPPNSLSDHDSR.Q N 82.88 1467.6776 13 -0.2 490.2312 3 23.57 1 F1:16022 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 124 136 PEAKS

DB

R.EASSMFITTTPLR.Q N 80.11 1452.7283 13 1.2 727.3695 2 41.94 1 F1:39695 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 104 116 PEAKS

DB

K.NYFDAVR.I Y 78.72 883.4188 7 2.1 442.7159 2 29.12 1 F1:23959 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 151 157 PEAKS

DB

R.FFTC(+57.02)TDWAK.N Y 66.58 1174.5117 9 3.5 588.2629 2 37.66 1 F1:35030 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 142 150 Carbamidomethylation

C4:Carba
midometh
ylation:10
00.00

PEAKS
DB

total 4 peptides

V_1302_329_T-3-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.AGLEGADMETEER.F Y 130.51 1406.5984 13 3.6 704.3063 2 24.58 1 F1:17622 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 19 31 PEAKS

DB

R.AGLEGADM(+15.99)ETEER.F Y 123.92 1422.5933 13 -1.7 712.3000 2 18.84 1 F1:10158 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 19 31 Oxidation

(M)

M8:Oxidatio
n (M):1000.
00

PEAKS
DB

total 3 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.IQSDLIR.A N 59.76 843.4814 7 4.4 422.7482 2 23.53 1 F1:15827 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 12 18 PEAKS

DB

total 3 peptides

V_1302_150_T-3-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.AGLEGADMETEER.F Y 130.51 1406.5984 13 3.6 704.3063 2 24.58 1 F1:17622 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 14 26 PEAKS

DB

R.AGLEGADM(+15.99)ETEER.F Y 123.92 1422.5933 13 -1.7 712.3000 2 18.84 1 F1:10158 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 14 26 Oxidation

(M)

M8:Oxidatio
n (M):1000.
00

PEAKS
DB

R.IQSDLIR.A N 59.76 843.4814 7 4.4 422.7482 2 23.53 1 F1:15827 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 7 13 PEAKS

DB

total 3 peptides

V_1258_142_T-3-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.AGLEGADMETEER.F Y 130.51 1406.5984 13 3.6 704.3063 2 24.58 1 F1:17622 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 14 26 PEAKS

DB

R.AGLEGADM(+15.99)ETEER.F Y 123.92 1422.5933 13 -1.7 712.3000 2 18.84 1 F1:10158 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 14 26 Oxidation

(M)

M8:Oxidatio
n (M):1000.
00

PEAKS
DB

R.IQSDLIR.A N 59.76 843.4814 7 4.4 422.7482 2 23.53 1 F1:15827 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 7 13 PEAKS

DB

total 3 peptides

V_1302_151_T-3-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.AGLEGADMETEER.F Y 130.51 1406.5984 13 3.6 704.3063 2 24.58 1 F1:17622 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 14 26 PEAKS

DB

R.AGLEGADM(+15.99)ETEER.F Y 123.92 1422.5933 13 -1.7 712.3000 2 18.84 1 F1:10158 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 14 26 Oxidation

(M)

M8:Oxidatio
n (M):1000.
00

PEAKS
DB

R.IQSDLIR.A N 59.76 843.4814 7 4.4 422.7482 2 23.53 1 F1:15827 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 7 13 PEAKS

DB

total 3 peptides

V_1258_074_T-3-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.AGLEGADMETEER.F Y 130.51 1406.5984 13 3.6 704.3063 2 24.58 1 F1:17622 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 28 PEAKS

DB

R.AGLEGADM(+15.99)ETEER.F Y 123.92 1422.5933 13 -1.7 712.3000 2 18.84 1 F1:10158 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 16 28 Oxidation

(M)

M8:Oxidatio
n (M):1000.
00

PEAKS
DB

R.IQSDLIR.A N 59.76 843.4814 7 4.4 422.7482 2 23.53 1 F1:15827 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 9 15 PEAKS

DB

total 3 peptides

gene:107292247 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

ByPeptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HSEIQQANLK.A Y 95.90 1166.6044 10 4.5 584.3096 2 14.53 2 F2:58162 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 319 328 PEAKS

DB

K.VFNYNTLER.V Y 74.51 1154.5720 9 2.9 578.2925 2 31.81 2 F2:86429 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 83 91 PEAKS

DB

R.TYLPSQVSR.V Y 70.11 1049.5505 9 4.9 525.7829 2 25.12 2 F2:74725 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 760 768 PEAKS

DB

total 3 peptides

OK212_J_239_Cerm08 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GVQALYTC(+57.02)QQISDFDK.C Y 119.48 1871.8723 16 2.9 936.9422 2 40.69 2 F2:102502 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 46 61 Carbamidomethylation

C8:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

TVTLDTC(+57.02)ASAK.V Y 66.61 1165.5649 11 1.1 583.7880 2 20.65 2 F2:66937 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 11

C7:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

total 2 peptides

CebrOK033_J_197_Cerm08 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GVQALYTC(+57.02)QQISDFDK.C Y 119.48 1871.8723 16 2.9 936.9422 2 40.69 2 F2:102502 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 46 61 Carbamidomethylation

C8:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

TVTLDTC(+57.02)ASAK.V Y 66.61 1165.5649 11 1.1 583.7880 2 20.65 2 F2:66937 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 11

C7:Car
bamido
methyl
ation:1
000.00

PEAKS
DB

total 2 peptides

gene:107285995 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.NISFTVWDVGGQDK.I Y 89.28 1564.7522 14 -0.3 783.3802 2 48.12 1 F1:46181 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 60 73 PEAKS

DB

K.LGEIVTTIPTIGFNVETVEYK.N Y 89.20 2322.2358 21 9.9 1162.1318 2 57.68 2 F2:129913 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 39 59 PEAKS

DB

R.ILMVGLDAAGK.T Y 54.33 1086.6107 11 0.2 544.3105 2 39.00 2 F2:99680 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 20 30 PEAKS

DB

total 3 peptides

V_CG13_085_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AS

K.FNDDNM(+15.99)SPFDSGDGLGNFM(+15.99)NFM(+15.99)K.D Y 105.24 2647.0300 23 4.3 883.3511 3 48.22 1 F1:46215 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 75 97 Oxidation

(M)

M6
da
(M
00
M1
ida
(M
00
M2
ida
(M
00

K.DNGNNLPFANMDSAATDLGNFQPSAENEDGK.F Y 90.32 3252.3901 31 9.1 1085.1431 3 53.35 1 F1:49178 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 98 128

K.DNGNNLPFANM(+15.99)DSAATDLGNFQPSAENEDGK.F Y 89.17 3268.3850 31 7.9 1090.4734 3 46.90 1 F1:45224 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 98 128

M1
ida
(M
00

total 3 peptides

OK214_J_237_Cerm03 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.KDVAPNDRHAVDSQK.L Y 80.06 1678.8386 15 -1.6 560.6169 3 9.36 2 F2:52796 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 24 PEAKS

DB

R.HAVDSQK.L Y 67.82 783.3875 7 6.3 392.7018 2 5.11 2 F2:52246 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 18 24 PEAKS

DB

K.RKDVAPNDRHAVDSQK.L Y 67.09 1834.9397 16 1.7 459.7411 4 8.74 2 F2:52569 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 9 24 PEAKS

DB

R.KDVAPNDR.H Y 54.21 913.4617 8 0.6 457.7365 2 6.98 2 F2:52348 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 10 17 PEAKS

DB

total 4 peptides

OK212_J_300_Thioredoxin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VYNNDESSVTIAK.V Y 112.20 1438.6940 13 2.0 720.3527 2 22.87 2 F2:70797 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 72 84 PEAKS

DB

R.DLGSLQGFVDSHVEHTEL Y 72.82 1981.9381 18 -5.7 661.6468 3 52.41 2 F2:122758 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 370 387 PEAKS

DB

total 2 peptides

OK005_J_306_Thioredoxin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.VYNNDESSVTIAK.V Y 112.20 1438.6940 13 2.0 720.3527 2 22.87 2 F2:70797 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 72 84 PEAKS

DB

R.DLGSLQGFVDSHVEHTEL Y 72.82 1981.9381 18 -5.7 661.6468 3 52.41 2 F2:122758 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 370 387 PEAKS

DB

total 2 peptides

SRX1323887_E_229_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LMPPNSLSDHDSR.Q N 82.88 1467.6776 13 -0.2 490.2312 3 23.57 1 F1:16022 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 124 136 PEAKS

DB

R.EASSMFITTTPLR.Q N 80.11 1452.7283 13 1.2 727.3695 2 41.94 1 F1:39695 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 104 116 PEAKS

DB

R.FFTC(+57.02)TEWAEK.Y Y 68.97 1317.5699 10 0.2 659.7899 2 37.22 1 F1:34554 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 142 151 Carbamidomethylation

C4:Carba
midometh
ylation:10
00.00

PEAKS
DB

total 3 peptides

OK193_E_247_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LMPPNSLSDHDSR.Q N 82.88 1467.6776 13 -0.2 490.2312 3 23.57 1 F1:16022 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 124 136 PEAKS

DB

R.EASSMFITTTPLR.Q N 80.11 1452.7283 13 1.2 727.3695 2 41.94 1 F1:39695 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 104 116 PEAKS

DB

R.FFTC(+57.02)TEWAEK.Y Y 68.97 1317.5699 10 0.2 659.7899 2 37.22 1 F1:34554 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 142 151 Carbamidomethylation

C4:Carba
midometh
ylation:10
00.00

PEAKS
DB

total 3 peptides

gene:107298953 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

ByPeptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D Y 106.24 2914.5803 29 2.0 972.5319 3 66.71 2 F2:134483 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 13 41 PEAKS

DB

R.HLQLAIR.N Y 73.85 849.5184 7 2.8 425.7659 2 24.26 2 F2:73252 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 52 58 PEAKS

DB

total 2 peptides

OK212_J_224_Cerm03 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TIDGGEDGVLAGDR.T Y 104.53 1373.6422 14 4.4 687.8285 2 29.96 2 F2:83337 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 6 19 PEAKS

DB

K.NALLQQR N 64.80 841.4770 7 4.5 421.7459 2 18.33 2 F2:63419 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 24 30 PEAKS

DB

total 2 peptides

OK213_E_102_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

LDADQPVER.E Y 92.28 1041.5090 9 3.1 521.7612 2 17.81 2 F2:62607 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 1 9 PEAKS

DB

R.TGFILPAQK Y 88.10 973.5596 9 3.3 487.7868 2 33.01 1 F1:29289 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 23 31 PEAKS

DB

total 2 peptides

V_CG13_016_Conkunitzin-12 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DEGTGSQNIASYFFDR.D Y 97.30 1805.7856 16 -0.2 903.8965 2 51.83 1 F1:48344 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 11 26 PEAKS

DB

K.AKDEGTGSQNIASYFFDR.D Y 74.55 2004.9177 18 -1.1 669.3099 3 44.62 1 F1:42703 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 9 26 PEAKS

DB

total 2 peptides

V_1302_039_Conkunitzin-12 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DEGTGSQNIASYFFDR.D Y 97.30 1805.7856 16 -0.2 903.8965 2 51.83 1 F1:48344 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 11 26 PEAKS

DB

K.AKDEGTGSQNIASYFFDR.D Y 74.55 2004.9177 18 -1.1 669.3099 3 44.62 1 F1:42703 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 9 26 PEAKS

DB

total 2 peptides

OK213_E_009_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SADVTALKPEPVLLQK.S Y 98.74 1707.9771 16 2.5 854.9947 2 37.23 1 F1:34574 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 2 peptides

OK213_E_008_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SADVTALKPEPVLLQK.S Y 98.74 1707.9771 16 2.5 854.9947 2 37.23 1 F1:34574 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 2 peptides

SRX1323887_E_010_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SADVTALKPEPVLLQK.S Y 98.74 1707.9771 16 2.5 854.9947 2 37.23 1 F1:34574 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 2 peptides

OK193_E_008_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SADVTALKPEPVLLQK.S Y 98.74 1707.9771 16 2.5 854.9947 2 37.23 1 F1:34574 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 2 peptides

OK213_E_010_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SADVTALKPEPVLLQK.S Y 98.74 1707.9771 16 2.5 854.9947 2 37.23 1 F1:34574 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 2 peptides

CebrOK014_E_003_B1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SADVTALKPEPVLLQK.S Y 98.74 1707.9771 16 2.5 854.9947 2 37.23 1 F1:34574 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 10 25 PEAKS

DB

DGGALTER.R N 70.06 817.3929 8 1.7 409.7029 2 14.28 1 F1:5430 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 8 PEAKS

DB

total 2 peptides

OK193_E_026_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

C(+57.02)YEPLDSGDSR.G Y 97.67 1297.5244 11 0.9 649.7676 2 22.26 1 F1:14164 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 11 Carbamidomethylation

C1:Carba
midometh
ylation:10
00.00

PEAKS
DB

R.FYYNQEK.K Y 61.64 990.4446 7 1.4 496.2284 2 20.07 1 F1:11498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 19 25 PEAKS

DB

total 2 peptides

OK006_E_028_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

C(+57.02)YEPLDSGDSR.G Y 97.67 1297.5244 11 0.9 649.7676 2 22.26 1 F1:14164 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 11 Carbamidomethylation

C1:Carba
midometh
ylation:10
00.00

PEAKS
DB

R.FYYNQEK.K Y 61.64 990.4446 7 1.4 496.2284 2 20.07 1 F1:11498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 19 25 PEAKS

DB

total 2 peptides

SRX1323887_E_026_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

C(+57.02)YEPLDSGDSR.G Y 97.67 1297.5244 11 0.9 649.7676 2 22.26 1 F1:14164 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 11 Carbamidomethylation

C1:Carba
midometh
ylation:10
00.00

PEAKS
DB

R.FYYNQEK.K Y 61.64 990.4446 7 1.4 496.2284 2 20.07 1 F1:11498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 19 25 PEAKS

DB

total 2 peptides

OK213_E_030_Conkunitzin back to list



| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

C(+57.02)YEPLDSGDSR.G Y 97.67 1297.5244 11 0.9 649.7676 2 22.26 1 F1:14164 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 11 Carbamidomethylation

C1:Carba
midometh
ylation:10
00.00

PEAKS
DB

R.FYYNQEK.K Y 61.64 990.4446 7 1.4 496.2284 2 20.07 1 F1:11498 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 19 25 PEAKS

DB

total 2 peptides

gene:107288180 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LALDIEIATYR.K Y 89.70 1276.7026 11 1.5 639.3571 2 48.56 1 F1:46398 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 381 391 PEAKS

DB

K.AQYEEIANR.S Y 77.22 1092.5199 9 4.7 547.2675 2 19.94 2 F2:65984 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 264 272 PEAKS

DB

total 2 peptides

OK212_J_025_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM ASc

SLPAVC(+57.02)LQPVVVGPC(+57.02)AASLQR.Y Y 127.65 2221.1711 21 12.2 1111.6017 2 49.19 2 F2:117561 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 21 Carbamidomethylation

C6:C
bam
met
ation
000
C15
rbam
ome
latio
000

total 1 peptides

OK212_J_026_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM ASc

SLPAVC(+57.02)LQPVVVGPC(+57.02)AASLQR.Y Y 127.65 2221.1711 21 12.2 1111.6017 2 49.19 2 F2:117561 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 21 Carbamidomethylation

C6:C
bam
met
ation
000
C15
rbam
ome
latio
000

total 1 peptides

gene:107288688 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)KQEPVKPEEGR.D Y 85.52 1442.7188 12 1.1 481.9120 3 9.69 2 F2:52973 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 134 145 Oxidation

(M)

M1:Oxidatio
n (M):1000.
00

PEAKS
DB

K.QVELALWDTAGQEDYDR.L Y 75.66 2007.9174 17 3.0 1004.9647 2 47.26 2 F2:114052 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 52 68 PEAKS

DB

total 2 peptides

Pvau2_22 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.FVTPSSVLEGIR.C Y 79.82 1303.7136 12 -2.0 652.8600 2 47.38 2 F2:114202 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 208 219 PEAKS

DB

K.YGNWFTYDK.T Y 65.79 1192.5189 9 -1.8 597.2632 2 38.54 2 F2:98999 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 318 326 PEAKS

DB

total 2 peptides

gene:107294617 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GVVDSDDLPLNVSR.E Y 111.81 1484.7471 14 0.6 743.3784 2 39.08 1 F1:36637 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 432 445 PEAKS

DB

total 1 peptides

P_027D_029_Neuroendocrine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.MILYGTNTAPFYR.K Y 111.72 1545.7650 13 1.5 773.8877 2 43.58 2 F2:107764 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 612 624 PEAKS

DB

K.M(+15.99)ILYGTNTAPFYR.K Y 98.71 1561.7599 13 -1.7 781.8826 2 38.89 2 F2:99620 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 612 624 M1:Oxidation

(M):1000.00
PEAKS

DB

total 2 peptides

OK193_E_214_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.IGDSSDFGQEFPK.G Y 108.40 1425.6411 13 2.1 713.8267 2 34.76 1 F1:31556 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 27 39 PEAKS

DB

total 1 peptides

V_CG13_188_D back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AVIAAC(+57.02)HPNNPGSPWGR.C Y 105.56 1802.8634 17 0.5 601.9598 3 28.41 1 F1:22979 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 17 Carbamidomethylation

C6:Car
bamido
methyla
tion:10
00.00

PEAKS
DB

total 1 peptides

OK193_E_115_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GKIC(+57.02)SVQPGGK.G Y 72.55 1129.5913 11 -0.1 565.8007 2 12.34 1 F1:3510 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 14 24

C4:Carba
midometh
ylation:10
00.00

PEAKS
DB

K.IC(+57.02)SVQPGGK.G Y 65.62 944.4749 9 6.0 473.2458 2 13.92 1 F1:5172 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 24 Carbamidomethylation

C2:Carba
midometh
ylation:10
00.00

PEAKS
DB

total 2 peptides

V_CG13_073_Rimp back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.YFVSNPLGWHVR.C Y 104.60 1473.7517 12 0.9 737.8810 2 43.26 1 F1:41157 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 101 112 PEAKS

DB

total 1 peptides

OK213_E_049_H back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GIVYVYYAPDHDIPFPH Y 103.98 2001.9624 17 4.5 1001.9892 2 49.85 1 F1:47334 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 43 59 PEAKS

DB

total 1 peptides

A_0025_010_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_1387_362 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_0885_182_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_0055_259_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

total 2 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_0520_023_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_0048_318_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_0031_033_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_0855_173_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

K_0010_065_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_0239_021_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_0875_147_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

A_0039_214_60S back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EQHEASIIEALR.R Y 69.77 1394.7153 12 0.5 465.9107 3 34.28 2 F2:91188 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 59 70 PEAKS

DB

R.GAFGKPQGTVAR.V Y 66.31 1187.6411 12 4.3 396.8877 3 16.39 2 F2:60763 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 34 45 PEAKS

DB

total 2 peptides

OK212_J_022_Con-ikot-ikot back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GC(+57.02)FNPVNSK.C Y 70.61 1021.4651 9 5.1 511.7403 2 20.01 2 F2:66038 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 32 40 Carbamidomethylation

C2:Carba
midometh
ylation:1
000.00

PEAKS
DB

LEC(+57.02)PPPSHGQNR.D Y 63.83 1390.6411 12 0.4 464.5526 3 11.89 2 F2:54854 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

C3:Carba
midometh
ylation:1
000.00

PEAKS
DB

total 2 peptides

OK214_J_017_Con-ikot-ikot back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GC(+57.02)FNPVNSK.C Y 70.61 1021.4651 9 5.1 511.7403 2 20.01 2 F2:66038 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 32 40 Carbamidomethylation

C2:Carba
midometh
ylation:1
000.00

PEAKS
DB

LEC(+57.02)PPPSHGQNR.D Y 63.83 1390.6411 12 0.4 464.5526 3 11.89 2 F2:54854 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

C3:Carba
midometh
ylation:1
000.00

PEAKS
DB

total 2 peptides

CebrOK035_J_031_Con-ikot-ikot back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GC(+57.02)FNPVNSK.C Y 70.61 1021.4651 9 5.1 511.7403 2 20.01 2 F2:66038 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 32 40 Carbamidomethylation

C2:Carba
midometh
ylation:1
000.00

PEAKS
DB

LEC(+57.02)PPPSHGQNR.D Y 63.83 1390.6411 12 0.4 464.5526 3 11.89 2 F2:54854 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

C3:Carba
midometh
ylation:1
000.00

PEAKS
DB

total 2 peptides

OK214_J_018_Con-ikot-ikot back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GC(+57.02)FNPVNSK.C Y 70.61 1021.4651 9 5.1 511.7403 2 20.01 2 F2:66038 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 32 40 Carbamidomethylation

C2:Carba
midometh
ylation:1
000.00

PEAKS
DB

total 2 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

LEC(+57.02)PPPSHGQNR.D Y 63.83 1390.6411 12 0.4 464.5526 3 11.89 2 F2:54854 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 12 Carbamidomethylation

C3:Carba
midometh
ylation:1
000.00

PEAKS
DB

total 2 peptides

V_1258_008_M-5-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TVPHGETETEGKK.N Y 74.90 1411.6943 13 4.0 471.5722 3 8.52 1 F1:501 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 31 43 PEAKS

DB

R.TVPHGETETEGK.K Y 55.19 1283.5994 12 4.5 428.8740 3 10.36 1 F1:1570 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 31 42 PEAKS

DB

total 2 peptides

V_1302_055_M-5-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TVPHGETETEGKK.N Y 74.90 1411.6943 13 4.0 471.5722 3 8.52 1 F1:501 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 31 43 PEAKS

DB

R.TVPHGETETEGK.K Y 55.19 1283.5994 12 4.5 428.8740 3 10.36 1 F1:1570 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 31 42 PEAKS

DB

total 2 peptides

SRX1323887_E_029_D back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AC(+57.02)YTSQPGSEWGK.C Y 101.45 1469.6245 13 3.5 735.8193 2 24.79 1 F1:17774 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 13 Carbamidomethylation

C2:Carba
midomet
hylation:
1000.00

PEAKS
DB

total 1 peptides

OK213_E_034_D back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AC(+57.02)YTSQPGSEWGK.C Y 101.45 1469.6245 13 3.5 735.8193 2 24.79 1 F1:17774 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 13 Carbamidomethylation

C2:Carba
midomet
hylation:
1000.00

PEAKS
DB

total 1 peptides

V_CG13_175_T-3-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.AGLEGADMK.T Y 69.85 890.4167 9 6.0 446.2166 2 18.69 1 F1:10092 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 14 22 PEAKS

DB

R.AGLEGADM(+15.99)K.T Y 68.12 906.4117 9 5.2 454.2137 2 13.44 1 F1:4690 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 14 22 M8:Oxidation

(M):1000.00
PEAKS

DB

R.IQSDLIR.A N 59.76 843.4814 7 4.4 422.7482 2 23.53 1 F1:15827 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 7 13 PEAKS

DB

total 3 peptides

OK006_E_057_I1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QTVGC(+57.02)DDIHLN Y 71.49 1270.5612 11 2.9 636.2873 2 28.23 1 F1:22885 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 35 45 Carbamidomethylation

C5:Carb
amidom
ethylatio
n:1000.0
0

PEAKS
DB

R.VC(+57.02)C(+57.02)QLSTGK.R Y 53.95 1051.4790 9 0.2 526.7449 2 15.04 1 F1:6163 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidom
ethylatio
n:1000.0
0;C3:Car
bamido
methylat
ion:100
0.00

PEAKS
DB

total 2 peptides



OK213_E_051_I1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QTVGC(+57.02)DDIHLN Y 71.49 1270.5612 11 2.9 636.2873 2 28.23 1 F1:22885 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 35 45 Carbamidomethylation

C5:Carb
amidom
ethylatio
n:1000.0
0

PEAKS
DB

R.VC(+57.02)C(+57.02)QLSTGK.R Y 53.95 1051.4790 9 0.2 526.7449 2 15.04 1 F1:6163 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidom
ethylatio
n:1000.0
0;C3:Car
bamido
methylat
ion:100
0.00

PEAKS
DB

total 2 peptides

CebrOK014_E_015_I1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QTVGC(+57.02)DDIHLN Y 71.49 1270.5612 11 2.9 636.2873 2 28.23 1 F1:22885 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 35 45 Carbamidomethylation

C5:Carb
amidom
ethylatio
n:1000.0
0

PEAKS
DB

R.VC(+57.02)C(+57.02)QLSTGK.R Y 53.95 1051.4790 9 0.2 526.7449 2 15.04 1 F1:6163 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidom
ethylatio
n:1000.0
0;C3:Car
bamido
methylat
ion:100
0.00

PEAKS
DB

total 2 peptides

OK193_E_044_I1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QTVGC(+57.02)DDIHLN Y 71.49 1270.5612 11 2.9 636.2873 2 28.23 1 F1:22885 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 35 45 Carbamidomethylation

C5:Carb
amidom
ethylatio
n:1000.0
0

PEAKS
DB

R.VC(+57.02)C(+57.02)QLSTGK.R Y 53.95 1051.4790 9 0.2 526.7449 2 15.04 1 F1:6163 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidom
ethylatio
n:1000.0
0;C3:Car
bamido
methylat
ion:100
0.00

PEAKS
DB

total 2 peptides

SRX1323887_E_041_I1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QTVGC(+57.02)DDIHLN Y 71.49 1270.5612 11 2.9 636.2873 2 28.23 1 F1:22885 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 35 45 Carbamidomethylation

C5:Carb
amidom
ethylatio
n:1000.0
0

PEAKS
DB

R.VC(+57.02)C(+57.02)QLSTGK.R Y 53.95 1051.4790 9 0.2 526.7449 2 15.04 1 F1:6163 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidom
ethylatio
n:1000.0
0;C3:Car
bamido
methylat
ion:100
0.00

PEAKS
DB

total 2 peptides

OK006_E_265_Conopressin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.C(+57.02)SQEDESPIPC(+57.02)R.V Y 98.21 1476.5973 12 1.0 739.3036 2 21.86 2 F2:69231 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 71 82

C1:Carbamidomethyla
tion:1000.00;C11:Car
bamidomethylation:10
00.00

PEAKS
DB

total 1 peptides



CebrOK035_J_333_Conopressin/Conophysin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.C(+57.02)SQEDESPIPC(+57.02)R.V Y 98.21 1476.5973 12 1.0 739.3036 2 21.86 2 F2:69231 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 80 91

C1:Carbamidomethyla
tion:1000.00;C11:Car
bamidomethylation:10
00.00

PEAKS
DB

total 1 peptides

CebrOK033_J_111_O1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

DDSINGPDNR.G Y 68.61 1101.4686 10 1.8 551.7403 2 14.36 2 F2:58024 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 10 PEAKS

DB

R.GIWGKPSSK.A Y 54.17 958.5236 9 3.3 480.2686 2 16.90 2 F2:61420 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 11 19 PEAKS

DB

total 2 peptides

OK213_E_029_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FYYNQENK.K Y 63.26 1104.4875 8 0.1 553.2490 2 19.53 1 F1:10977 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 19 26 PEAKS

DB

R.FYYNQENKK.C Y 61.47 1232.5825 9 -1.5 617.2953 2 15.36 1 F1:6600 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 19 27 PEAKS

DB

total 2 peptides

OK213_E_035_D back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AC(+57.02)YYHQPNSPWGR.C Y 93.29 1634.7048 13 1.8 545.9078 3 27.32 1 F1:21579 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 13 Carbamidomethylation

C2:Carba
midomet
hylation:
1000.00

PEAKS
DB

total 1 peptides

OK193_E_028_D back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AC(+57.02)YYHQPNSPWGR.C Y 93.29 1634.7048 13 1.8 545.9078 3 27.32 1 F1:21579 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 13 Carbamidomethylation

C2:Carba
midomet
hylation:
1000.00

PEAKS
DB

total 1 peptides

CebrOK014_E_009_D back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AC(+57.02)YYHQPNSPWGR.C Y 93.29 1634.7048 13 1.8 545.9078 3 27.32 1 F1:21579 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 13 Carbamidomethylation

C2:Carba
midomet
hylation:
1000.00

PEAKS
DB

total 1 peptides

V_1258_145_T-3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDAGAK.F Y 60.70 830.4133 9 3.6 416.2139 2 14.24 1 F1:5438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 PEAKS

DB

total 2 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GLLSAVVQNLDK.I Y 57.90 1255.7136 12 -0.1 628.8616 2 50.98 1 F1:47930 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 13 24 PEAKS

DB

total 2 peptides

V_1302_153_T-3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDAGAK.F Y 60.70 830.4133 9 3.6 416.2139 2 14.24 1 F1:5438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 PEAKS

DB

K.GLLSAVVQNLDK.I Y 57.90 1255.7136 12 -0.1 628.8616 2 50.98 1 F1:47930 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 13 24 PEAKS

DB

total 2 peptides

V_1302_154_T-3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDAGAK.F Y 60.70 830.4133 9 3.6 416.2139 2 14.24 1 F1:5438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 PEAKS

DB

K.GLLSAVVQNLDK.I Y 57.90 1255.7136 12 -0.1 628.8616 2 50.98 1 F1:47930 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 13 24 PEAKS

DB

total 2 peptides

V_1258_144_T-3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDAGAK.F Y 60.70 830.4133 9 3.6 416.2139 2 14.24 1 F1:5438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 PEAKS

DB

K.GLLSAVVQNLDK.I Y 57.90 1255.7136 12 -0.1 628.8616 2 50.98 1 F1:47930 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 13 24 PEAKS

DB

total 2 peptides

V_CG13_170_T-3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDAGAK.F Y 60.70 830.4133 9 3.6 416.2139 2 14.24 1 F1:5438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 PEAKS

DB

K.GLLSAVVQNLDK.I Y 57.90 1255.7136 12 -0.1 628.8616 2 50.98 1 F1:47930 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 13 24 PEAKS

DB

total 2 peptides

V_CG13_174_T-3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDAGAK.F Y 60.70 830.4133 9 3.6 416.2139 2 14.24 1 F1:5438 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 PEAKS

DB

K.GLLSAVVQNLDK.I Y 57.90 1255.7136 12 -0.1 628.8616 2 50.98 1 F1:47930 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 13 24 PEAKS

DB

total 2 peptides

gene:107288629 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.ALGGAAGGYTTGPK.A Y 86.87 1219.6196 14 2.4 610.8160 2 21.84 2 F2:69280 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 267 280 PEAKS

DB

total 1 peptides

CebrOK035_J_218_Q back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.STHHEHYGEPAC(+57.02)V Y 86.20 1522.6259 13 -5.4 762.3129 2 14.73 2 F2:58605 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 24 36 Carbamidomethylation

C12:Carb
amidomet
hylation:1
000.00

PEAKS
DB

total 1 peptides

OK214_J_192_Q back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.STHHEHYGEPAC(+57.02)V Y 86.20 1522.6259 13 -5.4 762.3129 2 14.73 2 F2:58605 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 24 36 Carbamidomethylation

C12:Carb
amidomet
hylation:1
000.00

PEAKS
DB

total 1 peptides

gene:107290492 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AISFVGSNQAGEYIYER.G Y 84.88 1902.9111 17 3.8 952.4625 2 42.85 2 F2:106351 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 258 274 PEAKS

DB

total 1 peptides

CebrOK016_E_005_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Fo

K.ENGNNLPFADVNSAATDLGHFEPSDENEAGK.F Y 57.19 3258.4336 31 7.7 1087.1560 3 49.05 1 F1:46660 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 88 118 PE

R.HNPQFSDNNQSPFGSEDDLDSFM(+15.99)NFM(+15.99)K.E Y 55.34 3179.2874 27 7.5 1060.7737 3 45.54 1 F1:43754 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 61 87

M23:Ox
idation
(M):10
00.00;
M26:Ox
idation
(M):10
00.00

PE

total 2 peptides

CebrOK014_E_004_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Fo

K.ENGNNLPFADVNSAATDLGHFEPSDENEAGK.F Y 57.19 3258.4336 31 7.7 1087.1560 3 49.05 1 F1:46660 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 88 118 PE

R.HNPQFSDNNQSPFGSEDDLDSFM(+15.99)NFM(+15.99)K.E Y 55.34 3179.2874 27 7.5 1060.7737 3 45.54 1 F1:43754 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 61 87

M23:Ox
idation
(M):10
00.00;
M26:Ox
idation
(M):10
00.00

PE

total 2 peptides

CebrOK016_E_004_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Fo

K.ENGNNLPFADVNSAATDLGHFEPSDENEAGK.F Y 57.19 3258.4336 31 7.7 1087.1560 3 49.05 1 F1:46660 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 88 118 PE

total 2 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Fo

R.HNPQFSDNNQSPFGSEDDLDSFM(+15.99)NFM(+15.99)K.E Y 55.34 3179.2874 27 7.5 1060.7737 3 45.54 1 F1:43754 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 61 87

M23:Ox
idation
(M):10
00.00;
M26:Ox
idation
(M):10
00.00

PE

total 2 peptides

V_1278_082_T-3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDADM(+15.99)K.T Y 84.64 964.4171 9 2.0 483.2150 2 14.43 1 F1:5669 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 M8:Oxidation

(M):1000.00
PEAKS

DB

AGLEDADMK.T Y 81.44 948.4222 9 3.7 475.2184 2 20.05 1 F1:11485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 9 PEAKS

DB

total 2 peptides

AXL95619_conotoxin_precursor_superfamily_T_Conus_ermineus back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDADM(+15.99)K.T Y 84.64 964.4171 9 2.0 483.2150 2 14.43 1 F1:5669 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 M8:Oxidation

(M):1000.00
PEAKS

DB

AGLEDADMK.T Y 81.44 948.4222 9 3.7 475.2184 2 20.05 1 F1:11485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 9 PEAKS

DB

total 2 peptides

V_1278_081_T-3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDADM(+15.99)K.T Y 84.64 964.4171 9 2.0 483.2150 2 14.43 1 F1:5669 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 M8:Oxidation

(M):1000.00
PEAKS

DB

AGLEDADMK.T Y 81.44 948.4222 9 3.7 475.2184 2 20.05 1 F1:11485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 9 PEAKS

DB

total 2 peptides

MATURECV10_022_Conotoxin_precursor_T_T_3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDADM(+15.99)K.T Y 84.64 964.4171 9 2.0 483.2150 2 14.43 1 F1:5669 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 M8:Oxidation

(M):1000.00
PEAKS

DB

AGLEDADMK.T Y 81.44 948.4222 9 3.7 475.2184 2 20.05 1 F1:11485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 9 PEAKS

DB

total 2 peptides

V_1278_083_T-3 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AGLEDADM(+15.99)K.T Y 84.64 964.4171 9 2.0 483.2150 2 14.43 1 F1:5669 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 M8:Oxidation

(M):1000.00
PEAKS

DB

AGLEDADMK.T Y 81.44 948.4222 9 3.7 475.2184 2 20.05 1 F1:11485 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 0 1 9 PEAKS

DB

total 2 peptides

Pvau2_102 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.LSWQTHYVGDVR.A Y 84.51 1459.7208 12 -3.7 730.8619 2 32.22 2 F2:87280 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 220 231 PEAKS

DB

total 1 peptides



Pvau2_101 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.LSWQTHYVGDVR.A Y 84.51 1459.7208 12 -3.7 730.8619 2 32.22 2 F2:87280 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 220 231 PEAKS

DB

total 1 peptides

OK213_E_130_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DWFHIDLTPNNK.N Y 83.34 1498.7205 12 1.7 500.5797 3 48.32 1 F1:46288 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 33 44 PEAKS

DB

total 1 peptides

OK193_E_113_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DWFHIDLTPNNK.N Y 83.34 1498.7205 12 1.7 500.5797 3 48.32 1 F1:46288 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 33 44 PEAKS

DB

total 1 peptides

SRX1323887_E_086_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DWFHIDLTPNNK.N Y 83.34 1498.7205 12 1.7 500.5797 3 48.32 1 F1:46288 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 33 44 PEAKS

DB

total 1 peptides

OK006_E_111_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.DWFHIDLTPNNK.N Y 83.34 1498.7205 12 1.7 500.5797 3 48.32 1 F1:46288 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 33 44 PEAKS

DB

total 1 peptides

SRX1323887_E_022_Con-ikot-ikot back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.C(+57.02)FEPIDYK.C Y 82.56 1070.4742 8 4.6 536.2448 2 31.42 1 F1:27261 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 23 Carbamidomethylation

C1:Carbam
idomethyla
tion:1000.0
0

PEAKS
DB

total 1 peptides

OK193_E_023_Con-ikot-ikot back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.C(+57.02)FEPIDYK.C Y 82.56 1070.4742 8 4.6 536.2448 2 31.42 1 F1:27261 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 23 Carbamidomethylation

C1:Carbam
idomethyla
tion:1000.0
0

PEAKS
DB

total 1 peptides



OK006_E_022_Con-ikot-ikot back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.C(+57.02)FEPIDYK.C Y 82.56 1070.4742 8 4.6 536.2448 2 31.42 1 F1:27261 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 23 Carbamidomethylation

C1:Carbam
idomethyla
tion:1000.0
0

PEAKS
DB

total 1 peptides

OK213_E_025_Con-ikot-ikot back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.C(+57.02)FEPIDYK.C Y 82.56 1070.4742 8 4.6 536.2448 2 31.42 1 F1:27261 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 23 Carbamidomethylation

C1:Carbam
idomethyla
tion:1000.0
0

PEAKS
DB

total 1 peptides

OK006_E_021_Con-ikot-ikot back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.C(+57.02)FEPIDYK.C Y 82.56 1070.4742 8 4.6 536.2448 2 31.42 1 F1:27261 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 23 Carbamidomethylation

C1:Carbam
idomethyla
tion:1000.0
0

PEAKS
DB

total 1 peptides

JAB84712_Conodipine_Vc2_prepropeptide_Conus_victoriae back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

Q(-17.03)DSSTAELC(+57.02)K.I Y 81.19 1120.4706 10 3.8 561.2426 2 20.93 1 F1:12489 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 10

Q1:Pyro-glu from Q:1000.
00;C9:Carbamidomethyla
tion:1000.00

PEAKS
DB

total 1 peptides

Pneo_78 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.IGIIGAGIGGTSAAYFLR.Q Y 79.22 1735.9620 18 -4.3 868.9809 2 55.60 2 F2:127079 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 9 26 PEAKS

DB

total 1 peptides

OK213_E_290_Insulin-related back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.VQTLLPDVGDSVLTQGGPGSSK.G Y 79.03 2154.1167 22 5.2 1078.0671 2 47.56 1 F1:45753 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 126 147 PEAKS

DB

total 1 peptides

gene:107291672 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

total 1 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FYTEDSPGLK.V Y 77.88 1155.5448 10 2.4 578.7786 2 26.10 2 F2:76464 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 58 67 PEAKS

DB

total 1 peptides

K_0010_325_Conkunitzin-12 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GSGNNDPFPNR.F Y 77.50 1173.5162 11 1.9 587.7643 2 20.32 1 F1:11930 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 34 44 PEAKS

DB

total 1 peptides

gene:107293627 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.YISGSIHYAR.I Y 77.33 1165.5880 10 1.8 583.7999 2 22.11 2 F2:69489 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 66 75 PEAKS

DB

total 1 peptides

Pvau2_11 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AMGVAQHHDAVSGTAK.Q Y 76.52 1578.7572 16 -3.2 527.2558 3 12.94 2 F2:56008 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 385 400 PEAKS

DB

total 1 peptides

Pvau2_17 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.AMGVAQHHDAVSGTAK.Q Y 76.52 1578.7572 16 -3.2 527.2558 3 12.94 2 F2:56008 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 385 400 PEAKS

DB

total 1 peptides

K_0010_003_Con-ikot-ikot-4 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

total 1 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.GDQVEDPLR.V Y 76.39 1027.4934 9 3.9 514.7540 2 24.34 1 F1:17231 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 60 68 PEAKS

DB

total 1 peptides

V_1278_027_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

V_1302_121_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

V_1258_040_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

A_0855_013_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

A_0885_033_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

A_0031_321_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

A_0055_009_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

AXL95521_conotoxin_precursor_superfamily_I1_Conus_ermineus back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

V_CG13_054_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

A_0855_014_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 23 31 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

A_0520_205_I1-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.FC(+57.02)C(+57.02)EGSLGK.R Y 75.34 1056.4369 9 0.9 529.2242 2 19.81 1 F1:11260 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 28 36 Carbamidomethylation

C2:Carb
amidome
thylatio
n:1000.0
0;C3:Car
bamidom
ethylatio
n:1000.0
0

PEAKS
DB

total 1 peptides

CV8_288_Protein back to list



| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 619 628 PEAKS

DB

total 1 peptides

OK213_E_328_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 619 628 PEAKS

DB

total 1 peptides

OK006_E_297_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 619 628 PEAKS

DB

total 1 peptides

K_0010_438_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 543 552 PEAKS

DB

total 1 peptides

V_1258_178_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 492 501 PEAKS

DB

total 1 peptides

V_1302_231_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 492 501 PEAKS

DB

total 1 peptides

CebrOK033_J_269_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 581 590 PEAKS

DB

total 1 peptides

SRX1323887_E_250_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 619 628 PEAKS

DB

total 1 peptides

OK214_J_339_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 619 628 PEAKS

DB

total 1 peptides

OK212_J_327_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 619 628 PEAKS

DB

total 1 peptides

OK193_E_274_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 619 628 PEAKS

DB

total 1 peptides

OK005_J_321_PDI back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 619 628 PEAKS

DB

total 1 peptides

A_0855_170_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 366 375 PEAKS

DB

total 1 peptides

A_0039_255_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 376 385 PEAKS

DB

total 1 peptides

A_0239_037_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 376 385 PEAKS

DB

total 1 peptides

V_1278_149_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 492 501 PEAKS

DB

total 1 peptides

A_0039_254_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 492 501 PEAKS

DB

total 1 peptides

V_CG13_297_Protein back to list



| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 492 501 PEAKS

DB

total 1 peptides

A_0855_171_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 492 501 PEAKS

DB

total 1 peptides

A_0055_279_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 492 501 PEAKS

DB

total 1 peptides

A_0875_155_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.S Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 202 211 PEAKS

DB

total 1 peptides

A_0885_186_Protein back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

total 1 peptides



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.TADDFIAFLR.N Y 74.95 1167.5924 10 -3.5 584.7990 2 52.65 2 F2:123233 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 492 501 PEAKS

DB

total 1 peptides

OK193_E_118_N back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LLHSQPFSR.L Y 73.45 1083.5825 9 1.9 362.2008 3 21.01 1 F1:12663 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 25 33 PEAKS

DB

total 1 peptides

SRX1323887_E_088_N back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LLHSQPFSR.L Y 73.45 1083.5825 9 1.9 362.2008 3 21.01 1 F1:12663 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 25 33 PEAKS

DB

total 1 peptides

OK213_E_135_N back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LLHSQPFSR.L Y 73.45 1083.5825 9 1.9 362.2008 3 21.01 1 F1:12663 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 25 33 PEAKS

DB

total 1 peptides

OK193_E_117_N back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LLHSQPFSR.L Y 73.45 1083.5825 9 1.9 362.2008 3 21.01 1 F1:12663 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 25 33 PEAKS

DB

total 1 peptides

V_CG13_125_A-1 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GIHPHLC(+57.02)A Y 72.97 903.4385 8 0.9 452.7252 2 18.46 1 F1:9724 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 11 18 Carbamidomethylation

C7:Carbami
domethylati
on:1000.00

PEAKS
DB

total 1 peptides

OK006_E_107_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LDADQPVKR.Y Y 72.81 1040.5614 9 1.8 521.2867 2 13.67 2 F2:56990 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 2 10 PEAKS

DB

total 1 peptides

OK213_E_203_Q back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.QGHYDEPAC(+57.02)VSY Y 72.77 1424.5667 12 3.9 713.2906 2 26.76 1 F1:20862 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 27 38 Carbamidomethylation

C9:Carba
midometh
ylation:1
000.00

PEAKS
DB

total 1 peptides

OK213_E_192_O2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GPIQLPWGK.S Y 71.13 994.5599 9 0.3 498.2855 2 42.60 1 F1:40496 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 11 19 PEAKS

DB

total 1 peptides

OK005_J_272_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SWPMSDADLK.G Y 70.99 1148.5172 10 -0.6 575.2631 2 35.64 2 F2:93830 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 12 21 PEAKS

DB

R.SWPM(+15.99)SDADLK.G Y 53.35 1164.5121 10 2.5 583.2623 2 28.17 2 F2:80256 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 12 21 Oxidation

(M)
M4:Oxidation
(M):1000.00

PEAKS
DB

total 2 peptides

CebrOK035_J_299_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SWPMSDADLK.G Y 70.99 1148.5172 10 -0.6 575.2631 2 35.64 2 F2:93830 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 12 21 PEAKS

DB

R.SWPM(+15.99)SDADLK.G Y 53.35 1164.5121 10 2.5 583.2623 2 28.17 2 F2:80256 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 12 21 Oxidation

(M)
M4:Oxidation
(M):1000.00

PEAKS
DB

total 2 peptides

OK214_J_263_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.SWPMSDADLK.G Y 70.99 1148.5172 10 -0.6 575.2631 2 35.64 2 F2:93830 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 12 21 PEAKS

DB

R.SWPM(+15.99)SDADLK.G Y 53.35 1164.5121 10 2.5 583.2623 2 28.17 2 F2:80256 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 12 21 Oxidation

(M)
M4:Oxidation
(M):1000.00

PEAKS
DB

total 2 peptides

gene:107285462 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HEQEYMEVR.E Y 70.43 1219.5292 9 -0.1 610.7692 2 18.53 2 F2:63972 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 146 154 PEAKS

DB

total 1 peptides

K_0010_081_Rimp back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.YFVSPTLGWHVR.C Y 69.05 1460.7565 12 0.8 487.9246 3 42.46 1 F1:40238 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 98 109 PEAKS

DB

total 1 peptides

OK006_E_029_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GGNDDPFPNR.F Y 69.01 1087.4683 10 1.1 544.7399 2 22.11 1 F1:14025 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 35 44 PEAKS

DB

total 1 peptides

OK193_E_027_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |



Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GGNDDPFPNR.F Y 69.01 1087.4683 10 1.1 544.7399 2 22.11 1 F1:14025 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 35 44 PEAKS

DB

total 1 peptides

CebrOK016_E_012_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GGNDDPFPNR.F Y 69.01 1087.4683 10 1.1 544.7399 2 22.11 1 F1:14025 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 35 44 PEAKS

DB

total 1 peptides

SRX1323887_E_028_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GGNDDPFPNR.F Y 69.01 1087.4683 10 1.1 544.7399 2 22.11 1 F1:14025 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 35 44 PEAKS

DB

total 1 peptides

OK213_E_033_Conkunitzin back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.GGNDDPFPNR.F Y 69.01 1087.4683 10 1.1 544.7399 2 22.11 1 F1:14025 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 83 92 PEAKS

DB

total 1 peptides

OK212_J_201_T back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

AALGDADLK.G Y 66.91 872.4603 9 2.0 437.2365 2 24.13 2 F2:73310 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 9 PEAKS

DB

total 1 peptides

D_092_FK506-binding back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.EEISGFLK.E Y 66.80 921.4807 8 -0.4 461.7455 2 34.49 2 F2:91692 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 162 169 PEAKS

DB

total 1 peptides

SRX1323887_E_137_P back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

ESSSLVLC(+57.02)R.S Y 66.31 1049.5176 9 2.8 525.7656 2 25.17 1 F1:18696 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 9 C8:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

gene:107290974 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.IGLFGGAGVGK.T Y 65.83 974.5549 11 0.9 488.2831 2 36.87 2 F2:95816 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 204 214 PEAKS

DB

total 1 peptides

OK214_J_257_Cver07 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.LANLPDEGTR.S Y 65.46 1084.5513 10 1.0 543.2812 2 23.80 2 F2:72699 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 26 35 PEAKS

DB

total 1 peptides

gene:107293638 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.LLVVTDPR.A Y 65.35 911.5440 8 3.6 456.7790 2 29.59 2 F2:82621 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 167 174 PEAKS

DB

total 1 peptides

SRX1323887_E_222_Conorfamide back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.FYDPLPR.L Y 63.04 906.4599 7 0.8 454.2359 2 35.96 1 F1:32988 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 37 43 PEAKS

DB

total 1 peptides

OK213_E_288_Conorfamide back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.FYDPLPR.L Y 63.04 906.4599 7 0.8 454.2359 2 35.96 1 F1:32988 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 37 43 PEAKS

DB

total 1 peptides

OK193_E_242_Conorfamide back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.FYDPLPR.L Y 63.04 906.4599 7 0.8 454.2359 2 35.96 1 F1:32988 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 37 43 PEAKS

DB

total 1 peptides

V_1258_138_Q-4 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LVGAQHFR.Q Y 62.05 926.5086 8 3.0 464.2612 2 17.01 1 F1:8355 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 29 PEAKS

DB

total 1 peptides

V_CG13_043_Q-4 back to list
 



| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.LVGAQHFR.K Y 62.05 926.5086 8 3.0 464.2612 2 17.01 1 F1:8355 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 29 PEAKS

DB

total 1 peptides

gene:107297725 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.SFEAPIK.L Y 61.56 790.4225 7 4.1 396.2185 2 25.41 2 F2:75555 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 232 238 PEAKS

DB

total 1 peptides

OK006_E_160_O2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HTSDYVVSR.C Y 61.28 1062.5094 9 0.2 532.2601 2 14.36 1 F1:5671 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 PEAKS

DB

total 1 peptides

OK006_E_159_O2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.HTSDYVVSR.C Y 61.28 1062.5094 9 0.2 532.2601 2 14.36 1 F1:5671 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 21 29 PEAKS

DB

total 1 peptides

OK212_J_105_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK213_E_106_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK212_J_104_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK006_E_092_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK212_J_106_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

CebrOK033_J_077_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK005_J_090_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK212_J_101_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK005_J_089_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK214_J_092_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK212_J_103_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

ByPeptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14 C9:Carbamidomethyla

tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK214_J_091_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK212_J_115_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK212_J_102_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK214_J_090_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK212_J_109_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK212_J_108_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

CebrOK035_J_095_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK212_J_087_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.C Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:1
000.00

PEAKS
DB

total 1 peptides

OK214_J_095_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

MTLLLEDGC(+57.02)C(+57.02)TRPR.F Y 61.19 1720.8059 14 1.0 574.6074 3 33.87 2 F2:90467 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 1 14

C9:Carbamidomethyla
tion:1000.00;C10:Car
bamidomethylation:10
00.00

PEAKS
DB

total 1 peptides

DAC80618_TPA_inf_conodipine_partial_Conus_magus back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 28 35 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

OK212_J_293_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 49 56 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

OK212_J_292_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 49 56 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

V_CG13_220_Conodipine-2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 17 24 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

V_1258_222_Conodipine-2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 49 56 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

V_1302_262_Conodipine-2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 49 56 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

V_1302_263_Conodipine-2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 49 56 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

CV8_259_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 49 56 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

OK212_J_290_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 49 56 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

OK212_J_291_Conodipine back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.HFLAAC(+57.02)DR.H Y 60.77 988.4548 8 2.3 495.2339 2 17.12 1 F1:8423 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 49 56 C6:Carbamidometh

ylation:1000.00
PEAKS

DB

total 1 peptides

gene:107302264 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.VLNTNIDGR.R Y 60.44 1000.5302 9 4.6 501.2726 2 21.59 2 F2:68645 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 14 22 PEAKS

DB

total 1 peptides



gene:107302095 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.VLNTNIDGR.R Y 60.44 1000.5302 9 4.6 501.2726 2 21.59 2 F2:68645 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 15 23 PEAKS

DB

total 1 peptides

A_0239_128_M-3a-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.R Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 12 19 PEAKS

DB

total 1 peptides

A_0239_131_M-3a-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.R Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 12 19 PEAKS

DB

total 1 peptides

OK214_J_079_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.G Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 12 19 PEAKS

DB

total 1 peptides

A_1387_079 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.R Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 12 19 PEAKS

DB

total 1 peptides

OK006_E_081_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.K Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 23 PEAKS

DB

total 1 peptides

OK212_J_098_M back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.R Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 12 19 PEAKS

DB

total 1 peptides

K_0010_334_M-3a back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.L Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 12 19 PEAKS

DB

total 1 peptides



A_1387_077 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.M Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 12 19 PEAKS

DB

total 1 peptides

K_0010_335_M-3a-WF back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.L Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 23 PEAKS

DB

total 1 peptides

AXL95709_conotoxin_precursor_superfamily_M_partial_Conus back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.R Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 14 21 PEAKS

DB

total 1 peptides

DAC80580_TPA_inf_conotoxin_superfamily_M_Conus back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.R Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 23 PEAKS

DB

total 1 peptides

QFQ61048_conotoxin_superfamily_M_Conus_magus back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.QDLNPDER.R Y 60.04 985.4465 8 4.4 493.7308 2 15.11 1 F1:6285 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 16 23 PEAKS

DB

total 1 peptides

gene:107283272 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.FAAEEFK.V Y 59.84 840.4017 7 4.4 421.2082 2 24.99 2 F2:74748 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 0 35 41 PEAKS

DB

total 1 peptides

gene:107295193 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.DKLSELQLR.V Y 58.82 1100.6189 9 5.4 551.3174 2 28.68 2 F2:81416 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 148 156 PEAKS

DB

total 1 peptides

OK214_J_161_O2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By



Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EKINFLSK.R Y 58.28 977.5546 8 1.7 489.7833 2 25.75 2 F2:75858 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 8 15 PEAKS

DB

total 1 peptides

OK214_J_169_O2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

R.EKINFLSK.R Y 58.28 977.5546 8 1.7 489.7833 2 25.75 2 F2:75858 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 12 19 PEAKS

DB

total 1 peptides

OK006_E_230_Ggeo01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.IGDSSDFGK.G Y 58.10 924.4188 9 2.7 463.2162 2 18.36 1 F1:9680 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 27 35 PEAKS

DB

total 1 peptides

P08581 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EPM(+15.99)QGM(+15.99)EAEGHFVR.T Y 58.09 1648.6974 14 2.9 550.5726 3 19.29 1 F1:10592 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 14 Oxidation

(M)

M3:Oxidation
(M):1000.00;M
6:Oxidation
(M):1000.00

PEAKS
DB

total 1 peptides

OK193_E_233_Sf-mi2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

EPM(+15.99)QGM(+15.99)EAEGHFVR.T Y 58.09 1648.6974 14 2.9 550.5726 3 19.29 1 F1:10592 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 1 14 Oxidation

(M)

M3:Oxidation
(M):1000.00;M
6:Oxidation
(M):1000.00

PEAKS
DB

total 1 peptides

gene:107292229 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.SGTGIAAM(+15.99)SVM(+15.99)RPELIM(+15.99)K.S Y 58.05 1938.9576 18 2.2 970.4841 2 30.89 2 F2:84821 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 37 54

M8:Oxi
dation
(M):10
00.00;
M11:Ox
idation
(M):10
00.00;
M17:Ox
idation
(M):10
00.00

PEAKS
DB

total 1 peptides

OK214_J_009_B2 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.ENGNNLPFADVN Y 58.02 1302.5840 12 -0.7 652.2963 2 40.79 1 F1:38394 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 83 94 PEAKS

DB

total 1 peptides

OK214_J_276_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)EVYSNNQGK.Y Y 57.67 1184.5132 10 1.4 593.2625 2 11.79 1 F1:2928 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 31 Oxidation

(M)
M1:Oxidation
(M):1000.00

PEAKS
DB

total 1 peptides

OK006_E_239_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)EVYSNNQGK.Y Y 57.67 1184.5132 10 1.4 593.2625 2 11.79 1 F1:2928 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 31 Oxidation

(M)
M1:Oxidation
(M):1000.00

PEAKS
DB

total 1 peptides

OK213_E_266_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)EVYSNNQGK.Y Y 57.67 1184.5132 10 1.4 593.2625 2 11.79 1 F1:2928 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 31 Oxidation

(M)
M1:Oxidation
(M):1000.00

PEAKS
DB

total 1 peptides

CebrOK016_E_135_Rimp back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)EVYSNNQGK.Y Y 57.67 1184.5132 10 1.4 593.2625 2 11.79 1 F1:2928 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 31 Oxidation

(M)
M1:Oxidation
(M):1000.00

PEAKS
DB

total 1 peptides

OK193_E_223_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)EVYSNNQGK.Y Y 57.67 1184.5132 10 1.4 593.2625 2 11.79 1 F1:2928 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 31 Oxidation

(M)
M1:Oxidation
(M):1000.00

PEAKS
DB

total 1 peptides

SRX1323887_E_204_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)EVYSNNQGK.Y Y 57.67 1184.5132 10 1.4 593.2625 2 11.79 1 F1:2928 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 31 Oxidation

(M)
M1:Oxidation
(M):1000.00

PEAKS
DB

total 1 peptides

CebrOK014_E_124_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.M(+15.99)EVYSNNQGK.Y Y 57.67 1184.5132 10 1.4 593.2625 2 11.79 1 F1:2928 20210611-08_2021021-
OK192A_815_5.3.236.mgf 0 0 0 0 22 31 Oxidation

(M)
M1:Oxidation
(M):1000.00

PEAKS
DB

total 1 peptides

OK213_E_267_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:



Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.TELYSNR.Y Y 57.66 881.4243 7 5.6 441.7200 2 15.77 2 F2:59839 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 22 28 PEAKS

DB

total 1 peptides

OK212_J_266_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.TELYSNR.Y Y 57.66 881.4243 7 5.6 441.7200 2 15.77 2 F2:59839 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 20 26 PEAKS

DB

total 1 peptides

CebrOK035_J_314_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.TELYSNR.Y Y 57.66 881.4243 7 5.6 441.7200 2 15.77 2 F2:59839 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 20 26 PEAKS

DB

total 1 peptides

OK005_J_279_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.TELYSNR.Y Y 57.66 881.4243 7 5.6 441.7200 2 15.77 2 F2:59839 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 20 26 PEAKS

DB

total 1 peptides

OK214_J_274_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.TELYSNR.Y Y 57.66 881.4243 7 5.6 441.7200 2 15.77 2 F2:59839 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 20 26 PEAKS

DB

total 1 peptides

OK214_J_273_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.TELYSNR.Y Y 57.66 881.4243 7 5.6 441.7200 2 15.77 2 F2:59839 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 20 26 PEAKS

DB

total 1 peptides

CebrOK033_J_221_Rimp01 back to list

| Protein Coverage | Supporting Peptides |

Protein Coverage:

Supporting Peptides:

Peptide Uniq -10lgP Mass Length ppm m/z z RT Fraction Scan Source File Area
ebraeus

Area
judaeus #Feature #Feature

ebraeus
#Feature
judaeus Start End PTM AScore Found

By

K.TELYSNR.Y Y 57.66 881.4243 7 5.6 441.7200 2 15.77 2 F2:59839 20210611-09_2021021-
OK160A_816_5.3.236.mgf 0 0 0 0 20 26 PEAKS

DB

total 1 peptides

Peptide List
Prepared with PEAKS ™ (bioinfor.com)

file:///G:/Mi%20unidad/TRABAJOS%20EN%20CURSO/EBRAEUS-JUDAEUS/PROTEOMICA/EBRAEUS-JUDAEUS%20ANALISIS%20FINAL/EBRAEUS-JUDAEUS_PEAKS_50/peptides.html



