Supplementary material for:

Transcriptome profiling of the Pacific oyster Crassostrea gigas visceral ganglia over areproduction cycle identifies novel
regulatory peptides.

Emilie Realis-Doyellel#, Julie Schwartzl, Cedric Cabau2, Lorane Le Francl, Benoit Bernay3, Guillaume Rivierel, Christophe
Klopp2, Pascal Favrel1*.

1 UMR BOREA, Normandie Université, UNICAEN, MNHN, CNRS-8067, IRD-207, Sorbonne Université, Esplanade de la Paix,
14032 CAEN cedex, France.

2 INRAE, UR875 Mathématiques et Informatique Appliquées de Toulouse, Plateforme SIGENAE, BP 52627,
31326Castanet-Tolosan Cedex, France.

3UNICAEN, SF 4206 ICORE, PROTEOGEN Core Facility, Esplanade de la Paix, 14032 CAEN cedex, France.

*Corresponding author: pascal .favrel @unicaen.fr

Supplementary figure1:
Novel (neuro)peptide precursors characterized in C. gigas: Expression during development, in adult tissues and
in the visceral ganglia over acycle of reproduction.

A: Alignment of C. gigas NPP sequences with the sequence of related precursors from other species. Amino acids with similar
physicochemical properties are in the same color. Signature sequence features are indicated in red above the sequences.

B Expression pattern of NPP transcripts during development (data retrieved from GigaTON, Riviére et al. 2015); Oo: Oocytes;
Mor: Morula; Bla: Blastula; Gas: Gastrula; Tro: Trochophore larvae; D-sha: D-shaped larvae; Umb: Umbo larvae; Ped:
Pediveliger larvae; Juv: Juvenile.

C: Expression pattern of NPP transcripts in adult tissues (data retrieved from GigaTON, Riviere et al. 2015). MU: Adductor
muscle; FGO: Female gonad (mix stages); MGO: Male gonad (mix stages); Gills; Hem: Hemolymph; LPA: Labial palps; Man:
mantle; Dgl: Digestive gland.

D Expression pattern of NPP transcripts in the visceral ganglia during the cycle of reproduction..
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Supplementary  figure 1: 

Novel (neuro)peptide precursors characterized in C. gigas: Expression during development, in adult tissues and in the visceral ganglia over a cycle of reproduction.
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A: Alignment of C. gigas NPP sequences with the sequence of related precursors from other species. Amino acids with similar physicochemical properties are in the same color. Signature sequence features are indicated in red above the sequences. 

B Expression pattern of NPP transcripts during development (data retrieved from GigaTON, Rivière et al. 2015); Oo: Oocytes; Mor: Morula; Bla: Blastula; Gas: Gastrula; Tro: Trochophore larvae; D-sha: D-shaped larvae; Umb: Umbo larvae; Ped: Pediveliger larvae; Juv: Juvenile. 

C: Expression pattern of NPP transcripts in adult tissues (data retrieved from GigaTON, Rivière et al. 2015). MU: Adductor muscle; FGO: Female gonad (mix stages); MGO: Male gonad (mix stages); Gills; Hem: Hemolymph; LPA: Labial palps; Man: mantle; Dgl: Digestive gland. 

D Expression pattern of NPP transcripts in the visceral ganglia during the cycle of reproduction..
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Cragi-IL17/CFSH (Interleukin 17 /Crustacean Female Sex Hormone)
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A: Alignment of Cragi-IL17/CFSH1(CGG_contig 09983 genome scaffold 678 232727 to 233272 (+)), Cragi-IL17/CFSH2
(CGG_contig_07061 genome scaffold160 103046 to 103573 (+), P. yessoensis (XP_021370734.1), L. gigantea
(XP_009051410.1), A. californica(XP_005097238.1), S. paramamosain_1b (Veenstra, 2016), S. paramamosain_2a (Veenstra,
2016) , C. maenas 1 (Veenstra, 2016) , L. vannamei_1a (Veenstra, 2016) CFSH, D. rerio (NP_001018623.1), H. sapiens
(AAH69152.1) IL17 sequences.

D: Expression pattern of Cragi-I1L17/CFSH1(CGG_contig 09983) and Cragi-IL17/CFSH2 (CGG_contig 07061) encoding genes


AdminBorea
Machine à écrire
A

emrealis
Typewriter
Cragi-IL17/CFSH (Interleukin 17 /Crustacean Female Sex Hormone)

AdminBorea
Machine à écrire
Cragi-IL17/CFSH1

AdminBorea
Machine à écrire
D

AdminBorea
Machine à écrire
Cragi-IL17/CFSH2

emrealis
Typewriter
A: Alignment of Cragi-IL17/CFSH1(CGG_contig_09983  genome scaffold 678 232727 to 233272 (+)), Cragi-IL17/CFSH2 (CGG_contig_07061 genome scaffold160 103046 to 103573 (+), P. yessoensis (XP_021370734.1),  L. gigantea(XP_009051410.1), A. californica(XP_005097238.1), S. paramamosain_1b (Veenstra, 2016),  S. paramamosain_2a (Veenstra, 2016) ,  C. maenas_1 (Veenstra, 2016) , L. vannamei_1a (Veenstra, 2016) CFSH, D. rerio (NP_001018623.1), H. sapiens(AAH69152.1) IL17 sequences. 

D: Expression pattern of Cragi-IL17/CFSH1(CGG_contig_09983) and Cragi-IL17/CFSH2 (CGG_contig_07061) encoding genes in the visceral ganglia during the cycle of reproduction.
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Cragi-EH (Eclosion Hormone)
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A : Alignment of C. gigas (CGG_contig_11351), M.sexta(AAA29310.1), D.melanogaster (AAF55423.1), B.mori
(NP_001037307.1), O.victoriag(ASK86246.1) EH, D. melanogaster ITP (NP_611931.3) and M. rosenbergii (AAF29534.1)
CHH sequences.

B : Expression pattern of Cragi-EH (CHOY P_contig_053689) encoding gene during development

C : Expression pattern in adult tissues.

D: Expression pattern of Cragi-EH (CGG_contig_11351) encoding gene in the visceral ganglia during the cycle of
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 A : Alignment of C. gigas (CGG_contig_11351),  M.sexta(AAA29310.1),  D.melanogaster (AAF55423.1),  B.mori(NP_001037307.1), O.victoriae(ASK86246.1) EH, D. melanogaster ITP (NP_611931.3) and M. rosenbergii (AAF29534.1) CHH sequences. 

B : Expression pattern of Cragi-EH (CHOYP_contig_053689) encoding gene during development 

C : Expression pattern in adult tissues. 

D: Expression pattern of Cragi-EH (CGG_contig_11351) encoding gene in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_14701), A. californica (XP_012940282.1), C. teleta (ELT97554.1) , D.
melanogaster (AF044203). ; O. victoriae (ASK86275.1); D. rerio (NP_958901.1) and H. sapiens sp (P80303.3) nesfatin
sequences.

B : Expression pattern of Cragi-Nesfatin encoding gene (CHOY P-NUCBL1.1.1) during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Nesfatin (CGG-contig-14701) encoding gene in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_14701),  A. californica (XP_012940282.1), C. teleta (ELT97554.1) , D. melanogaster (AF044203). ;  O. victoriae (ASK86275.1); D. rerio (NP_958901.1)  and H.  sapiens sp (P80303.3)  nesfatin sequences. 

B : Expression pattern of Cragi-Nesfatin encoding gene (CHOYP-NUCB1.1.1) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Nesfatin (CGG-contig-14701) encoding gene in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_00821, EKC32441, XM _011444842.3), P. yessoensis (XP_021371917.1), L.
gigantea (XP_009066688.1), S. gregaria (CAC38869.1), D. magna (XP_032796889.1) neuroparsins, S. salar
(NP_001117096.1) and H. sapiens (AAA52784.1) IGFBP sequences .

B : Expression pattern of Cragi-Neuroparsin encoding gene (CHOTP-LOC769726.1.1) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Neuroparsin (CGG-contig-00821) encoding gene in the visceral gangliaduring the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_00821, EKC32441, XM_011444842.3), P. yessoensis (XP_021371917.1), L. gigantea (XP_009066688.1), S. gregaria (CAC38869.1), D. magna (XP_032796889.1) neuroparsins, S. salar (NP_001117096.1) and H. sapiens (AAA52784.1) IGFBP sequences . 

B : Expression pattern of Cragi-Neuroparsin  encoding gene (CHOTP-LOC769726.1.1) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Neuroparsin (CGG-contig-00821) encoding gene in the visceral ganglia during  the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_30764, CGG_contig_09857, CGG_contig 22724, CGG_L. 0C105343318), A.
californica (XP_012945633.1), C. teleta (ELU12290.1) and D. rerio (XP_005157985.1) urotensin Il sequences.

B : Expression pattern of Cragi-Urotensin encoding gene (CHOY P-contig-004921) during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Urotensin (CGG-contig-30764) encoding gene in the visceral gangliaduring the cycle of
reproduction.
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A: Organisation of Crassostrea gigas PXXXamide precursor (Cragi-PXXXamide). Signal peptide (in yellow), predicted cleavage sites (red), potential amidation site (green). Blue lines correspond to the mature peptides identified by LC-MS/MS. p: pyroglutamate, a: C-terminal amide.



xpression pattern of Cragi-CCCGS encoding gene during development (data retrieved from GigaTON Riviére et al. 2015); Ovo : Ovocytes; Mor : Morula; Bla : Blastula; Gas :Gastrula; Tro: Trochophore larvae; D-sha : D-shaped larvae;  Ear dvp : Early developmental stages; Umb : Umbo larvae; Lat dvp : Late developmental stages; Ped : Pediveliger larvae; Juv : Juvenile  and

D : Expression pattern of in adult tissues; AMU : Adductor muscle; FGO: Female gonad (mix stages); MGO : Male gonad (mix stages); Gills; Hem : Hemolymph; LPA: Labial palps ; Man: mantle;  Dgl : Digestive gland.

E : Expression pattern of Cragi-CCCGS encoding gene in the visceral ganglia during the reproduction cycle (this paper). Vertical bars represent the SEM.
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A : Alignment of C. gigas (CGG_contig_30764,  CGG_contig_09857,  CGG_contig_22724,  CGG_LOC105343318 ),  A. californica (XP_012945633.1), C. teleta (ELU12290.1) and D. rerio  (XP_005157985.1)  urotensin II sequences. 

B : Expression pattern of Cragi-Urotensin encoding gene (CHOYP-contig-004921) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Urotensin (CGG-contig-30764) encoding gene in the visceral ganglia during  the cycle of reproduction.
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A : Alignment of C. gigas 1 (CGG_contig_16708), C. gigas 2 (CHOY P_contig_004850*), C. gigas 3

(CHOY P_contig_003956*), C. gigas 4 (CHOY P_contig_004051*), C. gigas 5 (CHOYP_BM8F.2.2, EKC19072.1 P.
yessoensis (XP_021370383.1), P. dumerilii (Conzelmann et al. 2013), A. mellifera (XP_003250271.1), P. vannamei
(ADM53424.1) astakine and D. rerio (ACV04795.1) Prokinecitin sequences. * Dataretrieved from GigaTON (Riviéreet a,
2015)

B : Expression pattern of Cragi-Prokineticin 1 (CHOY P_contig_002587); Cragi-Prokineticin 2

(CHOYP_contig 014127); Cragi-Prokineticin 3 (CHOY P_contig_003956); Cragi-Prokineticin 4 (CHOY P_contig_004051) and
Cragi-Prokineticin 5 (CHOY P_BM8F.2.2) encoding genes during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Prokineticinl (CGG_contig_16708) encoding gene in the visceral ganglia during the cycle of
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A : Alignment of C. gigas 1 (CGG_contig_16708), C. gigas 2 (CHOYP_contig_004850*), C. gigas 3 (CHOYP_contig_003956*), C. gigas 4 (CHOYP_contig_004051*), C. gigas 5 (CHOYP_BM8F.2.2, EKC19072.1  P. yessoensis  (XP_021370383.1 ), P. dumerilii (Conzelmann et al. 2013), A. mellifera (XP_003250271.1), P. vannamei (ADM53424.1) astakine and D. rerio (ACV04795.1) Prokinecitin sequences. * Data retrieved from GigaTON (Rivière et al, 2015) 

B : Expression pattern of Cragi-Prokineticin 1 (CHOYP_contig_002587); Cragi-Prokineticin 2 

(CHOYP_contig_014127); Cragi-Prokineticin 3 (CHOYP_contig_003956); Cragi-Prokineticin 4 (CHOYP_contig_004051) and Cragi-Prokineticin 5 (CHOYP_BM8F.2.2) encoding genes during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Prokineticin1 (CGG_contig_16708) encoding gene in the visceral ganglia  during the cycle of reproduction.
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A : Alignment of C. gigas PTTH1 (CGG_contig_ 11546, genome Scaffold257 [810982 to 811595 + 810776 to 810900 + 810895
to 810992 + 814723 to 814836), C. gigas PTTH2 (CGG_contig_28778; EKC39796; XP_011450369.1), C. gigas PTTH3
(CGG_contig_24835, genome Scaffold43954 [239163 to 239624 + 238782 to 239042 ) , C. gigas PTTH4
(CGG_contig_10820 EKC21705, XP_011448209.1), P. yessoensis (XP_021368706.1), A. californica (XP_012942268.1), C.
teleta (ELU11356.1), D. mel (NP_001285550.1), M. sexta ( AAG14368.1) , T. castraneum (XP_971946.1) PTTH sequences,
D. mel (AAF52896.1) , B. floridae (XP_002586716.1) and S. pistillata (PFX31008.1) trunk sequences.

B : Expression pattern of Cragi-PTTH 3(CHOYP_TRK.1.1), PTTH 4 (CHOYP_BRAFLDRAFT_113863.1.1) encoding genes
during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-PTTH 1(CGG_contig_11546), PTTH 2 (CGG_contig_28778), PTTH 3 (CGG_contig_24835),
PTTH 4 (CGG_contig_10820) encoding genes in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas PTTH1 (CGG_contig_11546, genome Scaffold257 [810982 to 811595 + 810776 to 810900 + 810895 to 810992 + 814723 to 814836), C. gigas PTTH2 (CGG_contig_28778; EKC39796; XP_011450369.1 ),  C. gigas PTTH3 (CGG_contig_24835,  genome Scaffold43954 [239163 to 239624 + 238782 to 239042] ) , C. gigas PTTH4 (CGG_contig_10820  EKC21705,  XP_011448209.1), P. yessoensis (XP_021368706.1),  A. californica (XP_012942268.1), C. teleta (ELU11356.1), D. mel (NP_001285550.1), M. sexta ( AAG14368.1 ) , T. castraneum (XP_971946.1) PTTH sequences,  D. mel (AAF52896.1) , B. floridae (XP_002586716.1) and S. pistillata (PFX31008.1)  trunk sequences . 

B : Expression pattern of Cragi-PTTH 3(CHOYP_TRK.1.1), PTTH 4 (CHOYP_BRAFLDRAFT_113863.1.1) encoding genes during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-PTTH 1(CGG_contig_11546), PTTH 2 (CGG_contig_28778), PTTH 3 (CGG_contig_24835), PTTH 4 (CGG_contig_10820) encoding genes in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas ( CGG_contig_21126), C. virginica (XP_022294073.1), P. yessoensis (AXN93526.1 GNQQNxP
), A. californica ( XP_012937567.1), P. dumerilii (AHB62367.1) and A. mellifera (NP_001161308) GNQQN sequences.

B : Expression pattern of Cragi-GNQQN encoding genes (CHOY P-contig-035767) during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-GNQQN encoding gene (CGG_contig_21126) in the visceral gangliaduring the cycle of
reproduction.
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A : Alignment of C. gigas ( CGG_contig_21126), C. virginica (XP_022294073.1 ),  P. yessoensis (AXN93526.1 GNQQNxP  ),  A. californica ( XP_012937567.1), P. dumerilii (AHB62367.1 ) and A. mellifera (NP_001161308) GNQQN sequences.

B : Expression pattern of Cragi-GNQQN encoding genes (CHOYP-contig-035767) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-GNQQN encoding gene  (CGG_contig_21126) in the visceral ganglia during the cycle of reproduction.
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Cragi-Pleurin
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A : Alignment of C. gigas (CGG_contig 22966 ), P. yessoensis (AXN93514.1) and A. californica (NP_001191504.1) pleurin
sequences.

D: Expression pattern of Cragi-Pleurin encoding gene (CGG_contig_22966) encoding gene in the visceral ganglia during the cycle
of reproduction.
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A : Alignment of C. gigas (CGG_contig_22966 ),  P. yessoensis  (AXN93514.1) and A. californica (NP_001191504.1) pleurin sequences. 

D: Expression pattern of Cragi-Pleurin encoding gene (CGG_contig_22966) encoding gene in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig 31012, XP_011427435.1) and P. yessoensis (XP_021368853.1), P. dumerilii
(AHB62385.1) , D. melanogaster (AB0O52824.1), A. mellifera (XP_001122204.2) and N. vitripennis (XP_001604833.1)
prohormone 3 sequences.

B : Expression pattern of Cragi-Prohormone 3 encoding gene (CHOY P-contig-038859) during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Prohormone 3 encoding gene (CGG_contig_31012) in the viscera ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_31012, XP_011427435.1) and  P. yessoensis  (XP_021368853.1),  P. dumerilii (AHB62385.1) , D. melanogaster (ABO52824.1), A. mellifera (XP_001122204.2) and N. vitripennis  (XP_001604833.1) prohormone 3 sequences. 

B : Expression pattern of Cragi-Prohormone 3 encoding gene (CHOYP-contig-038859) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Prohormone 3 encoding gene (CGG_contig_31012) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig 28466, CGG_contig_14367, CU997943.1), P. yessoensis (XP_021370383.1), M.
californianus (GE760547) , C. teleta (EY 614440), A. mellifera (XP_392764.1) and N. vitripennis (XP_001603909)
prohormone 4 sequences.

B : Expression pattern of Cragi-Prohormone 4 encoding gene (CHOY P-LOC658640.1.2) during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Prohormone 4 encoding gene (CGG_contig_28466, CGG_contig_14367) in the viscera
ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_28466, CGG_contig_14367, CU997943.1), P. yessoensis  (XP_021370383.1 ), M. californianus (GE760547) , C. teleta (EY614440), A. mellifera (XP_392764.1) and N. vitripennis (XP_001603909) prohormone 4  sequences. 

B : Expression pattern of Cragi-Prohormone 4 encoding gene (CHOYP-LOC658640.1.2) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-Prohormone 4 encoding gene (CGG_contig_28466, CGG_contig_14367) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas Cragi-QSamidel (CGG_contig 22528, CHOY P_contig_003053, ERK 20562, CGI_10005831),
Cragi-QSamide2 (CGG_contig 22774, CHOYP_contig_042522) , Cragi-QS3 (CGG_contig_22898, CHOY P_contig_043914),
P. yessoensis (XP_021353029.1), L. gigantea (XP_009051664.1 ), A. californica (XP_012937765.1) and P. dumerilii
(AHB62379.1) QSamide sequences and Cragi-PY KI amide (CGG_contig_15711, CHOY P-contig-025841)
Cragi-PIKI-like/PALlamide (XR-01142063.4), Cragi-QS3-like/PY Klamide (CGG_contig_23609, CHOY P_contig_004027), L.
gigantea (ES097822.1), C. teleta (ELT91968.1) and D. pulex (EFX77601.1) PXXXamide sequences.

B : Expression pattern of Cragi-QSamidel (CHOY P_contig_003053), Cragi-QSamide2 (CHOY P_contig_042522),
Cragi-QSamide3 (CHOY P_contig_043914), Cragi-PY Klamide ( CHOY P-contig-025841) and Cragi-QS3-like/PY Klamide
(CHOY P-contig-004207) encoding genes during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-QSamidel(CGG_contig 22528), Cragi-QSamide2 (CGG_contig_22774), Cragi-QSamide3
(CGG_contig_22898), Cragi-PY Klamide (CGG_contig_15711) and Cragi-QS3-like/PY Klamide (CGG_contig_23609) encoding
transcripts in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas Cragi-QSamide1 (CGG_contig_22528, CHOYP_contig_003053, ERK20562, CGI_10005831),  Cragi-QSamide2 (CGG_contig_22774, CHOYP_contig_042522) , Cragi-QS3 (CGG_contig_22898, CHOYP_contig_043914),  P. yessoensis (XP_021353029.1), L. gigantea (XP_009051664.1 ), A. californica (XP_012937765.1) and P. dumerilii (AHB62379.1) QSamide sequences and  Cragi-PYKI amide (CGG_contig_15711,  CHOYP-contig-025841) Cragi-PIKI-like/PALIamide (XR-01142063.4), Cragi-QS3-like/PYKIamide (CGG_contig_23609, CHOYP_contig_004027), L. gigantea (ESO97822.1), C. teleta (ELT91968.1 ) and D. pulex  (EFX77601.1) PXXXamide sequences.

B : Expression pattern of Cragi-QSamide1 (CHOYP_contig_003053), Cragi-QSamide2 (CHOYP_contig_042522), Cragi-QSamide3 (CHOYP_contig_043914),  Cragi-PYKIamide  ( CHOYP-contig-025841) and Cragi-QS3-like/PYKIamide  (CHOYP-contig-004207) encoding genes during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-QSamide1(CGG_contig_22528),  Cragi-QSamide2 (CGG_contig_22774), Cragi-QSamide3 (CGG_contig_22898), Cragi-PYKIamide (CGG_contig_15711) and Cragi-QS3-like/PYKIamide  (CGG_contig_23609) encoding transcripts in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas ( CGG_contig_20696), L. gigantea (XP_009055999.1), A. californica (XP_005090647.1) and P.
dumerilii (FPO02705) CCW sequences.

B : Expression pattern of Cragi-CCWamide encoding gene (CHOY P-contig-025497) during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-CCWamide (CGG-contig-20696) encoding gene in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas ( CGG_contig_20696),  L. gigantea (XP_009055999.1),  A. californica (XP_005090647.1 ) and P. dumerilii (FP002705) CCW sequences. 

B : Expression pattern of Cragi-CCWamide encoding gene (CHOYP-contig-025497) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-CCWamide (CGG-contig-20696) encoding gene in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C.gigas (CGG_contig_18747),P. yessoensis (XP_021368903.1), P. dumerilii (AHB62377.1) and C. teleta
(ELU16055.1) CLCCY sequences.

D : Expression pattern of Cragi-CLCCY encoding gene (CGG_contig_18747) in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C.gigas (CGG_contig_18747),P. yessoensis (XP_021368903.1 ), P. dumerilii (AHB62377.1 ) and C. teleta  (ELU16055.1)  CLCCY sequences.

D : Expression pattern of Cragi-CLCCY encoding gene (CGG_contig_18747) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig 26304), A. californica (EB352987.1), P. dumerilii (PMID:24359412) and C. teleta
(ELU01627.1) sequences.

B : Expression pattern of Cragi-HFAamide encoding gene (CHOY P-contig-035470) during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-HFAamide encoding gene (CGG_contig_26304) in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_26304),  A. californica (EB352987.1), P. dumerilii (PMID:24359412) and C. teleta (ELU01627.1) sequences. 

B : Expression pattern of Cragi-HFAamide encoding gene (CHOYP-contig-035470) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-HFAamide encoding gene (CGG_contig_26304) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas ( CGG_contig_08893), M. californianus (ES394341.1), H. asinina (GT276618) and P. dumerilii
(Conzelmann et al. 2013) LXRX sequences.

B : Expression pattern of Cragi-LXRX encoding gene (CHOY P-SS1G-08041.1.1) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-HFAamide encoding gene (CGG_contig_08893) in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas ( CGG_contig_08893 ),  M. californianus  (ES394341.1), H. asinina (GT276618) and P. dumerilii (Conzelmann et al. 2013) LXRX sequences. 

B : Expression pattern of Cragi-LXRX encoding gene (CHOYP-SS1G-08041.1.1) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-HFAamide encoding gene (CGG_contig_08893) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas Cragi-CCCGSL (CGG_contig_25260, CGG_contig_16024 ), and Cragi-CCCGX2
(CGG_contig_26223, CHOY P_contig_014739).

B : Expression pattern of Cragi-CCCGS2 encoding gene (CHOY P-contig-014739) during devel opment.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-CCCGS 1 (CGG_contig_25260) and Cragi-CCCGS 2 (CGG_contig_26223) encoding genesin
the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas Cragi-CCCGS1 (CGG_contig_25260, CGG_contig_16024 ), and Cragi-CCCGS2 (CGG_contig_26223, CHOYP_contig_014739).

B : Expression pattern of Cragi-CCCGS2 encoding gene (CHOYP-contig-014739) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-CCCGS 1 (CGG_contig_25260) and Cragi-CCCGS 2 (CGG_contig_26223) encoding genes in the visceral ganglia during the cycle of reproduction.
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Cragi-Clionin
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A : Alignment of C. gigas (CGG_contig 22908, XP_011412322.1), A. californica (XP_005099829.1), S. officinalis
(Zatylny-Gaudin et a., 2016) and T. diomedea (I11SK15) Clionin sequences.

D: Expression pattern of Cragi-Clionin encoding gene (CGG_contig_22908) in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_22908, XP_011412322.1), A. californica (XP_005099829.1), S. officinalis (Zatylny-Gaudin et al., 2016) and T. diomedea (I1SKI5) Clionin sequences.

D: Expression pattern of Cragi-Clionin encoding gene (CGG_contig_22908) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigasl (CGG_contig_04983), C. gigas2 (CGG_contig_26082), P. yessoensis (KP79_PYT20341) and L.

AMU

gigantea (XP_009065476.1) FYFY sequences.
B : Expression pattern of Cragi-FYFY 2 encoding genes (CHOY P-contog-025391) during development.

C : Expression pattern in adult tissues.
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D : Expression pattern of Cragi-FYFY 1(CGG_contig_04983) and Cragi-FYFY 2 (CGG_contig_26082) encoding genesin the
viscera gangliaduring the cycle of reproduction.
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A : Alignment of C. gigas1 (CGG_contig_04983), C. gigas2 (CGG_contig_26082), P. yessoensis (KP79_PYT20341) and  L. gigantea (XP_009065476.1) FYFY sequences. 

B : Expression pattern of Cragi-FYFY2 encoding genes (CHOYP-contog-025391) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-FYFY1(CGG_contig_04983) and Cragi-FYFY2 (CGG_contig_26082) encoding genes in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_01838) and P. yessoensis (MH045254) sequences.
D : Expression pattern of Cragi-GNamide encoding gene (CGG_contig_01838) in the visceral ganglia dduring the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_01838) and P. yessoensis (MH045254) sequences. 

D : Expression pattern of Cragi-GNamide encoding gene (CGG_contig_01838) in the visceral ganglia dduring the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_15181), C. virginica (XP_022337980) and P. yessoensis (XP_021372506) GRWRN
sequences.

B : Expression pattern of Cragi-GRWRN encoding gene (CHOY P-contig-008923) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-GRWRN encoding gene (CGG_contig_15181) in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_15181), C. virginica (XP_022337980) and  P. yessoensis (XP_021372506)  GRWRN sequences. 

B : Expression pattern of Cragi-GRWRN encoding gene (CHOYP-contig-008923) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-GRWRN encoding gene (CGG_contig_15181) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_26157 ), C. virginica (XR_002636430.1), L. gigantea (XM_009047650.1), A.
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D : Expression pattern of Cragi-GSWN encoding gene (CGG_contig_26157) in the visceral ganglia during the cycle of

reproduction.
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A : Alignment of C. gigas (CGG_contig_26157 ),  C. virginica (XR_002636430.1), L. gigantea (XM_009047650.1), A. californica (XM_013087810.1) and P. yessoensis (XR_002464777.1) GSWN sequences. 

D : Expression pattern of Cragi-GSWN encoding gene (CGG_contig_26157) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_24907), C. virginica (XP_022318468.1) and P. yessoensis (MH045253) GWE

sequences.
B : Expression pattern of Cragi-GWE encoding gene (CHOY P-contig-049345) during development.
C : Expression pattern in adult tissues.
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A : Alignment of C. gigas (CGG_contig_24907), C. virginica (XP_022318468.1) and P. yessoensis (MH045253) GWE sequences. 

B : Expression pattern of Cragi-GWE encoding gene (CHOYP-contig-049345) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-GWE encoding gene (CGG_contig_24907) in the visceral ganglia during the cycle of reproduction.
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Cragi-IWMPxxXGY xx
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A : Alignment of C. gigas (CGG_contig_09620) and P. yessoensis (MH045262) IWMPxxGY xx sequences.
B : Expression pattern of Cragi-IWMPxxGY xx encoding gene (CHOY P-contig-025394) during devel opment.
C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-IWMPxxGY xx encoding gene (CGG_contig_09620)in the visceral ganglia during the cycle of
reproduction.
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A: Organisation of Crassostrea gigas PXXXamide precursor (Cragi-PXXXamide). Signal peptide (in yellow), predicted cleavage sites (red), potential amidation site (green). Blue lines correspond to the mature peptides identified by LC-MS/MS. p: pyroglutamate, a: C-terminal amide

A: Organisation of Crassostrea gigas PXXXamide precursor (Cragi-PXXXamide). Signal peptide (in yellow), predicted cleavage sites (red), potential amidation site (green). Blue lines correspond to the mature peptides identified by LC-MS/MS. p: pyroglutamate, a: C-terminal amide

A: Organisation of Crassostrea gigas PXXXamide precursor (Cragi-PXXXamide). Signal peptide (in yellow), predicted cleavage sites (red), potential amidation site (green). Blue lines correspond to the mature peptides identified by LC-MS/MS. p: pyroglutamate, a: C-terminal amide

A : Alignment of C. gigas (CGG_contig_09620) and P. yessoensis (MH045262) IWMPxxGYxx sequences. 

B : Expression pattern of Cragi-IWMPxxGYxx encoding gene (CHOYP-contig-025394) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-IWMPxxGYxx encoding gene (CGG_contig_09620)in the visceral ganglia during the cycle of reproduction.
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Cragi-LXRY amide
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A : Alignment of C. gigas (CGG_contig_20802) and P.yessoensis (AXN93520.1) L XRY amide sequences.
D : Expression pattern of Cragi-LXRY amide encoding gene (CGG_contig_20802) in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_20802) and P.yessoensis (AXN93520.1) LXRYamide sequences. 

D : Expression pattern of Cragi-LXRYamide encoding gene (CGG_contig_20802) in the visceral ganglia during the cycle of reproduction.
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Cragi-RTLFamide
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A : Alignment of C. gigas (CGG_contig 04103) and L. gigantea (XM _009063916.1) RTL Famide sequences.
B : Expression pattern of Cragi-RTL Famide encoding gene (CHOY P_contig_039290) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-RTLFamide encoding gene (CGG_contig_04103) in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_04103) and  L. gigantea (XM_009063916.1) RTLFamide sequences. 

B : Expression pattern of Cragi-RTLFamide encoding gene (CHOYP_contig_039290) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-RTLFamide encoding gene  (CGG_contig_04103) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_15407), C. virginica (XP_022327616.1) and P. yessoensis (XP_021354453.1)
SL RFamide sequences.

B : Expression pattern of Cragi-SL RFamide encoding gene (CHOY P-contig-005956) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-SLRFamide encoding gene (CGG_contig_15407) in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_15407),  C. virginica (XP_022327616.1 ) and P. yessoensis (XP_021354453.1) SLRFamide sequences. 

B : Expression pattern of Cragi-SLRFamide encoding gene (CHOYP-contig-005956) during development.

C : Expression pattern in adult tissues.

D : Expression pattern of Cragi-SLRFamide encoding gene (CGG_contig_15407) in the visceral ganglia during the cycle of reproduction.
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A : Alignment of C. gigas (CGG_contig_15208), C. virginica (XP_022335259.1) and P. yessoensis (A0A210QEQ07)

WGA Gamide sequences.

D : Expression pattern of Cragi-WGA Gamide encoding gene (CGG_contig_15208) in the visceral ganglia during the cycle of
reproduction.
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A : Alignment of C. gigas (CGG_contig_15208), C. virginica (XP_022335259.1) and  P. yessoensis (A0A210QE07) WGAGamide sequences. 

D : Expression pattern of Cragi-WGAGamide encoding gene (CGG_contig_15208) in the visceral ganglia during the cycle of reproduction.
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