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Figure S1. Immunofluorescence secondary antibody control. The absence of detectable signal in 

the red channel confirms that positive staining is produced from detection of the antigen by the 

primary antibody (anti-Col1 or anti-SPP1, respectively) and not by the detection system or auto-

fluorescence of the sample. Representing images of hMSC in perfusion + compression condition. 

(Scale bar 200 µm). 

Table S1. RT-qPCR primer sequences were generated with Primer-BLAST tool from NCBI for this study. Gene name, 

forward and reverse primer sequence, NCBI reference number, and product length (pb: pair of bases) is shown. 

Gene Forward sequence 5’-3’ Reverse sequence 5’-3’ NCBI number Product length (pb) 

BMP-2 
GGAAC-

GGACATTCGGTCCTT 

CACCATGGTCGAC-

CTTTAGGA 
NM_001200.4 127 

cFos 
GGGGCAAGGTGGAACAG-

TTA 
AGTTGGTCTGTCTCCGCTTG NM_005252.4 139 

Cox2 
CAAATTGCTGG-

CAGGGTTGC 
AGGGCTTCAGCATAAAGCGT NM_000963.4 139 

ITGb5 CCGGCTCGCAGGTCTCA CACCAGGCACATTTTGGGTG NM_002213.5 87 

SPP1 TCTGGGAGGGCTTGGTTGTC 
GGTAGTGAGTTTTCCTT-

GGTCG 
NM_000582.2 124 

BMP-2 
GGAAC-

GGACATTCGGTCCTT 

CACCATGGTCGAC-

CTTTAGGA 
NM_001200.4 127 

Col6 a1 
TCTCAGATGGCAACTCG-

CAG 
ACCACGAAGATCTCGATGCC NM_001848.3 91 

Runx2 
GAGTGGACGAGGCAA-

GAGTT 
CTGTCTGTGCCTTCTGGGTT NM_001024630.3 127 

SOX9 GCAGGCCGACTCGCCACAC 
GGATTGCCCCGAG-

TGCTCGCC 
NM_000346.3 73 


