
 

 

Figure S1. Forest plot of the impact of KLK10 (A) and KLK11 (B) expression on the hazard ratio of 

progression-free survival in breast cancer. Depicted are several publicly available datasets. The anal-

ysis was performed via the GENT2 platform. 
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Figure S2. Forest plot of the impact of KLK10 expression on the hazard ratio of overall survival in 

breast cancer. Depicted are several publicly available datasets. The analysis was performed via the 

GENT2 platform. 

 

 

 



 

Figure S3. Forest plot of the impact of KLK11 expression on the hazard ratio of overall survival in 

breast cancer. Depicted are several publicly available datasets. The analysis was performed via the 

GENT2 platform. 

 

 

 

 

 

 

 

 

 

 

 

  



Table S1. Multivariate Cox regression analysis of clinical patient outcome in triple-negative breast 

cancer for clinicopathological parameters (including chemotherapy) and tumor biological factors. 

Clinicopathological 

parameters 

DFS  OS 

Noa HR (95% CI)b p Noa HR (95% CI)b p 

Age     0.186     0.030 

≤ 60 years 57 1   57 1   

> 60 years 41 1.61 (0.80-3.24)   43 2.36 (1.09-5.112)   

Lymph node status     0.118     0.245 

N0 53 1   55 1   

N+ 45 1.71 (0.87-3.34)   45 1.51 (0.75-3.04)   

Tumor Size     0.419     0.590 

≤20 mm 28 1   29 1   

>20 mm 70 1.39 (0.63-3.06)  71 1.27 (0.54-2.98)  

Chemotherapy     0.003     0.016 

no 19 1   20 1   

yes 79 0.31 (0.144-0.66)   80 0.39 (0.18-0.84)   

KLK10 mRNAc     0.045     0.147 

low 64 1   66 1   

high 34 1.94 (1.01-3.71)   34 1.69 (0.83-3.43)   

KLK11 mRNAc     0.253     0.108 

low 51 1   53 1   

high 47 1.47 (0.76-2.87)  47 1.81 (0.88-3.74)  

Chi-square test, significant p-values (p < 0.05) are indicated in bold. 

a Number of patients.  
b HR: hazard ratio (CI: confidence interval) of univariate Cox regression analysis. 
c dichotomized into low and high levels by the 50th percentile for KLK11 and the 67th percentile for 

KLK10. 
d dichotomized into low levels by KLK10 low and KLK11 low and high levels by KLK10 high 

and/or KLK11 high. 

 


