Text S1. Alignment of variable nucleotide sites of the Protosalanx chinensis (KJ499917, MW291629) and Neosalanx tangkahkeii (KP170510) full mitochondrial
genomes, showing evidence of recombination at the COI and ND4 genes, and also at the control region
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The species name Protosalanx hyalocranius was used for the originally published mt genome KJ499917 [1]. However, P. hyalocranius is a synonym of P. chinensis
[2]. Consequently, we use the species name P. chinensis for the mt genome KJ499917 to avoid any confusion. The COI (5585-5699), ND4 (10173-11826), and CR

(15622-16163) recombinant regions are highlighted in red bold. The recombinant regions are limited by flanking polymorphic sited and do not exactly

correspond to the beginning and ending breakpoints detected by the program RDP4 [3]. Dots indicate nucleotide identity with the recombinant sequence
(KJ499917). The hyphens represent deleted nucleotides. The numbers above the top sequence represent the position of segregating sites. Nucleotides are
numbered from the beginning of the GenBank sequences (accession numbers see above).
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