A

Tyrosine metabolism 5

Stilbenoid, diarylhepeanoid and gingerol biosynthesis {
Porphyrin and chiorophyll metabolism 4
Phenylpropanoid biosynthesis 4

Phenylalanine metabolism 4

Pantothenate and CoA biosynthesis 4

Nitrogen metabolism 4

Lysine biosynthesis

Glyoxylate and dicarboylate metabolism 4
Glycine, serine and threonine metabolism 4
Glutathione metabolism 4

Flavone and flavonol biosynthesis 4

D-Arginine and D-omithine metabolism
Carbapenem biosynthesis 4

Biotin metabolism <

Arginine biosynthesis 4

Arginine and proline metabolism 5

Arachidonic acid metabolism 4
Aminoacy-RNA biosynthesis {

Alanine, aspartate and glutamate metabolism 4
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Momobactam biosynihesis 1
Lysine degradation-{
Lysne bicsynthesis{
Isoquinoine alkaloid bicsynthesis {
Glutathione metaboism 4
Favone and flavonal biosynihesis 4
Cysteine and methionine metaboism 4
Butanoate metabolism 4
Biosynihesis of secondary metaboltes 1 .
Busynthesis of amino acids §
Arginine biosynihesis 1
Arginire and profine metabolism 1
AminoacyHRNA biosynthesis |
Alanine, aspariaie and gutamaie metabolism 4
2-0mocarboryc acid metabolism 4
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Supplementary Figure SS: Pathway enrichment by KEGG of differentially accumulated metabolites (DAMs) detected among the
three pairwise groups. (A) KL _vs KR. (B) KL vs KS. (C) KS_vs_KR. Pathways with p-values < 0.05 are underlined with red line.
Organs used comprised leaf, stem and root of Kadsura coccinea Lem designated as KL, KS and KR, respectively.
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