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Figure S1. Stacked barplot that shows the comparison of the abundances of Amplicon Sequence Variants (ASVs) associated with Pseudomonadota (syn.
Proteobacteria) phylum of the group with Fusarium pathogenesis (on the left) and without (on the right). In the barplot the main classes and orders of the phylum

are showed
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Figure S2. Comparisons of the enzymes (ECs) predicted in the presence (lower part) and absence (upper part) of fusariosis. The panel on the left displays the Bland-Altman plot
that shows the relationship between Abundance and Difference of the ECs. The panel on the right displays the Effect plot that shows the relationship between Difference and Dis-
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persion of the ECs. In both plots not significant features are shown in grey and black. Features that are statistically significant are in red.
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Figure S3. Comparisons of the gene copies (KOs) predicted in the presence (lower part) and absence (upper part) of fusariosis. The panel on the left displays the Bland-Altman plot
that shows the relationship between Abundance and Difference of the KOs. The panel on the right displays the Effect plot that shows the relationship between Difference and Dis-
persion of the KOs. In both plots not significant features are shown in grey and black. Features that are statistically significant are in red.






