cCTATTTOC?Y TCTIG CTA A A A AT CCECCALAGCTSEG AT GG TG G Y CATTIGECLC

N

GRIK1:c.70_71delTT (p.Phe24fs) GRIK1:c.73C>T (p.Leu25Phe) GRIK1:c.608G>T (p.Arg203Leu) GRIK1:c.995C>T (p.Ala332Val)
GCCTCGCRCCG GG CA’ CTCTACCRGAAGCGC C T CCAGGCRTTTT CT C
G CTGACCRTCAGTCTC

GRIK1:c.1699G>A (p.Val567Ile)

CLG &G G 2 UAK AG R REG

GRIK1:c.1007A>G (p.His336Arg) GRIK1:c.1027G>A (p.Val343lle) GRIK1:c.1673G>A (p.Arg558GIn)

GGG AT TOCERLGALREERETCELRG
TaaGCartdcCcCHTY¥YCCO o o1 a0T77vaaTTCG A2 TTA2A2ATTCRGALZGEATGE G LG

GRIK1:¢c.2729G>A (p.Arg910GIn)

GRIK1:c.2644del A (p.Thr882fs) GRIK1:c.2705T>C (p.Leu902Ser) GRIK1:¢.2711G>A (p.Arg904GlIn)



AT ACTAT T ATTAT AT GATGGAATGATTGCA ACCT CTCCAT GG TAA LA CCTCTCYATGEG TAGA

MMM mﬂmmmwwm

GRIK2:c.757C>T (p.His253Tyr) GRIK2:¢.898C>T (p.Arg300Ter) GRIK2:¢.1360T>C (p.Tyr454His)
TTATGGC R TTGGC AC CAGC CC TCRGTTALRLGRGEL GACTCGCRCCCC TTG TCCCCGGHKCCGAGTC
GRIK2:¢.2296G>A (p.Val766lle) GRIK2:¢.2621G>A (p.Arg874GlIn) GRIK3:c.644G>A (p.Arg215His) GRIK3:¢.928T>G (p.Ser310Ala)
TCCccCcoCc GGG ¥YCoCG AG T C
CTTTGGCRGCCGCTT CGAGTACRTCACG CA TG 4G ATCYGT TTCTC
GRIK3:c.928T>C (p.Ser310Pro) GRIK3:c.1078G>A (p.Gly360Ser) GRIK3:¢.2236G>A (p.Val746lle) GRIK3:c.2599C>T (.Arg867Cys)



AA2CG CC TS CATG TCCOC G AaTCTG GY AG CACGG AT GG ACARCCACCTC

CCGGCTTSCCGGCA A
GRIK4:c.1205G>A (p.Ser402Asn)

GRIK3:¢.2707C>G (p.Pro903Ala) GRIK4:c.665C>G (p.Ser222Cys) GRIK#4:¢c.1024C>T (p.GIn342Ter)
AC AGCC AHMCTCT ATG AT cCTCCRGATTOECAGLTC G C TG AATGGGG 4G 4 4

CA GGG CCRGT GCAAELC

GRIK4:¢.1519C>T (p.Arg507Trp) GRIK4:c.1748G>A (p.Arg583Gln)

GRIK4:c.1209C>A (p.His403GIn) GRIK4:c.1379G>A (p.Arg460GIn)

TEGTTTCY GGTC GG G
GTTTTCC SGG ACG 4G GTGTCAGR ACAEGTAT GCCCCGGTYCCCCCAT

GRIK4:c.2617C>T (p.Pro873Ser)

GRIK4:c.1799C>T (p.Pro600Leu) GRIK4:¢.2279G>C (p.Arg760Pro) GRIK4:c.2569G>A (p.Asp857Asn)




CGTCTG CHCCG AG TG TGCCGC CRCTT CCA&G TGTGGCCRGCG GTG & G A TTG G AGRZALECTGGET

Vi MM@MMM&MMM

GRIK4:c.2767C>A (p.Pro923Thr) GRIK4:c.2780G>A(p.Arg927His  GRIK5:c.113G>A (p.Arg38His) GRIK5:¢.526G>A (p.Glu176Lys)
)

CGEGTGCACRETG GT G GT
TC Ti2 AC CRCACGCC TG CATCAAMACSTGTOC GC A

WY e il

GRIK5:®.692C>T (pSer231Leu)  GRIK5:c.937G>A (p.Val313Met)  GRIK5:c.1184G>A(p.Arg395His)  GRIK5:¢.1222C>G (p.Leu408Val)

’? q () (k) M

GRIK5:c.1831A>T (p.Met611Leu)

cCayd G G CCTV¥VGE G & 420 TG

Supplementary Figure S1. Sequence electropherograms of the protein-altering variants of the GRIK gene family found in patients with

schizophrenia.



