FigureS1 A

Observed Features

0000000000000000

03 w2
No3WE
HD30.WO
ro30.wa
NO3LWO
NOILwWE
04w
042
NOawE
rDs wa
raos. w2
NOS.WE
DS wa
06 W12
os.wa
D7 W

07 e
NiLwo
M11 W1z
M1zwe
N1z
M1z W
M1swo
M1awi2
N1awE
1w
M1swi2
N15wWE
M1swo
17w
Mazwaz
17w

400
300 -
2004
100 -
oA
o 10000 20000 30000 40000
Squencing Depth
ADHDWO ADHDWI2 ADHDWS
a0
300+ 300~
@ e @ wmen @ e
© nuse @ waws @ me
n O nmse @ keer @ noez
o S & e wmewr @ e
3 @ noas @ wows @ ms
E | & nze o mew
2 200- 200- » nze s
b= ® waw:
2 @ nzn e
H ® s
@ o sz
I ® o e
o @ nemw e
® nmm s
o iz
@ e @ e @ moe

100+ 100+

o4 o

0 100002000CBONDNCO00 0 1000(2OCOCROCO40000 O 20000200003000040000
Squencing Depth

Observed species

1000 2000 3000 4000 5000

0

10

20 30

Number of samples

40

50



Figure S2

Relative Abundance (%)
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Species

Other

Bacteroides_vulgatus
Bacteroides_stercoris
Bacteroides_uniformis
Bacteroides_fragilis
Shigella_flexneri
Prevotella_copri
Faecalibacterium_prausnitzii
Akkermansia_muciniphila
Bacteroides_plebeius

Parabacteroides_distasonis



