Supplementary Materials

Supplementary Figure S1. The position of the detected variants in the iGluR genes.
Manhattan plots show the position of each variant in each iGluR gene. Black

dots represent variants located in introns and 3"UTRs of genes, while the gray dots

indicate variants found in 5"UTRs and exons. Variants above the black horizontal

dashed line are potentially associated with SCH based on the significant difference in

minor allele frequency between SCH cases and controls (p-value <0.01).
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