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c44T>A-p.L15SH

Prediction pathogenic score

SIFT = 0; Damaging

MutPred = 0. 564 ; Pathogenic
PolyPhen-2 = 0.999 ; Probably Damaging

c.1215G > C - p.E405D

Prediction pathogenic score
SIFT =0.169 ; Tolerated

MutPred =0.425 ; Benign
PolyPhen-2 = 0.001 ; Bening



