553

229549

3435

143

266

14667,
21or B16688

14369

B17546
B16714
B16689
1841 Big716
18077816717
14_34:7732817708
B16530
B17544
B17545

12214

s
719816710

147 2% B17812

21075
e B16680

487216687
2027816383

1178

4975817585
20897 17928
8500 517666

12008212 B17925

22477

B15363
22129,
— B16336

549
22814

817564
B16524

4727

247

16181518185

2878
Eg‘“mm 93

17626

B18186
B18183

11871
313

657 1695,

B15184
L1687 g1g182
13738515187

23030,

1

364 7551

23131

63

24350

B17959
22955

7 B17958

762133515180

B17836

20936

reference

230699

194268 B16384

36947

129363 B18188

75618

0757 816560

9585,

195 SRRB347 492

5739 B17926

336949

{ B18179
1982149 SRRE243656

SRR6243650

SRR6243645

B3 5pRe243635

NAm 2 Clade

Panama Clade

LAm A Clade

NAm 1 Clade

Supplementary Figure S1: Neighbor-joining tree of H. capsulatum isolates showing SNP differences.

The neighbor-joining tree includes 48 isolates and 5 control samples along with a reference belonging to the NAm 2 clade. Most of
the isolates clustered with the NAm 2 clade control sample, while three isolates clustered with the LAm A clade, and one with the
NAm 1 clade. The values present on the tree branches are SNP values.



