Table S1. Primers used in this study

Primer name Primer sequence (5' to 3')
06867-SY-F GCTGCGGATGATTGCTTC
06867-SY-R attcattgttgacctccact CAGGGCGTAATGAGATGC
06867-XY-F gggcaaaggaatagagtagaCGAGGCACAACTGAACAC
06867-XY-R GCGTAACAAAGGCTTAGAAC
HPH-F AGTGGAGGTCAACAATGAAT
HPH-R TCTACTCTATTCCTTTGCCC
06867-YZ-F1 AGAGCACGAAGGCGAACA
06867-YZ-R1 CCTACAGGGCGTAATGAGAT
06867-YZ-F2  TTCTTCACTTGGCACCTA
06867-YZ-R2 ~ ACTGTGGTTTGCCTCTAT
HPH-YZ-F TATTAGCAGACAGGAACGAGGAC
HPH-YZ-R CTTCTGCGGGCGATTTGTGTA
06867 HB-F actcactatagggcgaattgggtactcaaattggtt ACCGTCAAGGTCTCGTGC
06867 HB-R caccaccccggtgaacagcetectegeccttgetcacATATCGTAGCCTAGTTAATCGT
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Figure S1. VM1G_06867 gene replacement and complementarity. (A) Amplification of the upstream and
downstream fragments. (B) Amplification of the hygromycin b phosphotransferase gene (hph) fragment
using of primer pairs HPH-F and HPH-R. (C) Generation of the replacement fragment by double-join
PCR. (D) PCR Screening and confirmation of the VM1G_06867 single deletion mutant using the four
primer pairs as described. (E) PCR screening and confirmation of the VM1G_06867 double deletion
mutant using the four primer pairs as described. (F) Generation of VM1G_06867 fragments with their
promoters using primer pairs 06867-HB-F/R.



