A 60000

S8OUBIBYIP SPROIINN

PP EDE S PP IECT S IEL I P SO
Pairs of strain

Pairs of strain

T NCYC 3869 0%
ane
| CuRArasis [
NAG 86106
vz | |
CBS 7133 =
Cos otz
cusers

CNAMA14.154

8 2078
c8s 2074
DBVPG 3219
DBVPG 3374
DBVPG 3070
DBVPG 5851 01
cuB 791

PYCC 4743
B 205
oBS 6331
INAG 33250
BS 7033
241

caseite
1 NCIM asss
T cBS 6659
ces 8108
cBs 6125
0BVPG 4557
Lasorz
caseize-2
CBS 6317
wag
LGS08.1
cue s
DBVPG 4400
NCYC 3271
PYCC 4811
0BVPG 6868
Tmoltoré9
cas 5589
PYCC 4454
ces 570
cBS 10144
cBS 10150
CNRMAZ.220
NCYC 3535
PYCC 4936
cLB 202
cBS 59
cBs 2787
107
CBS 2070
Nevcazzr

S8
inga

0,80

202580
00vk DdABD

PSLPLVIEND

Figure S3: Pairwise SNP differences between strains.

(A) barplot showing the distribution of the pairwise difference;
(B) heatmap of the pairwise difference showing the clustering in
clades and groups (red boxes). Clade numbers are the same
as in Figure 1



