Supplementary Table S2. Candida parapsilosis microsatellite data, based on six diploid tandem repeat
markers as previously described [1]. Number of tandem repeats (TR) were calculated and specific fragment
sizes corresponding to a number of repeats for each marker was indicated.

Tri-nucleotide microsatellite markers Hexa-nucleotide microsatellite markers
3A_1 | 3A_11|3B_1 [3B_Il [3C_I |3C_ll [6A_I|6A_Il |6B_I |6B_Il | 6C_I | 6C_lI

DK-ID 194.4 =24 TR 202.4=29TR 190.4=26TR 161.2=8TR 132.4=8TR 122.8=7TR
DK1 24 24 29 29 41 41 8 8 8 8 7 7
DK10 24 24 29 31 41 41 8 8 8 8 7 7
DK11 18 18 40 40 39 39 12 12 8 8 7 7
DK12 23 25 26 32 26 26 12 12 8 8 7 7
DK13 24 24 29 29 41 41 8 8 8 8 7 7
DK14 23 25 26 32 26 26 12 12 8 8 7 7
DK15 24 24 29 29 41 41 8 9 8 8 7 7
DK16 25 26 38 38 37 38 8 8 8 8 7 7
DK17 24 24 23 23 25 25 12 12 9 9 9 9
DK18 24 24 34 34 25 26 13 13 8 8 7 7
DK19 24 25 29 30 26 26 17 17 8 8 7 7
DK2 18 25 40 40 40 46 12 12 8 8 7 7
DK20 25 31 34 41 46 46 12 13 8 8 7 7
DK21 18 25 28 40 46 46 12 12 8 8 7 7
DK22 24 24 39 44 38 38 15 15 8 8 7 13
DK23 25 25 15 29 43 43 12 12 8 8 7 7
DK24 24 26 30 30 27 39 12 12 8 8 12 12
DK25 24 24 34 38 40 42 8 8 8 8 7 7
DK26 23 25 26 32 26 26 12 12 8 8 7 7
DK27 24 24 29 29 41 41 8 8 8 8 7 7
DK28 18 25 28 45 46 46 12 13 8 8 7 7
DK29 24 24 29 35 43 43 8 8 8 8 7 10
DK3 21 33 29 29 40 40 8 8 9 9 7 7
DK30 18 26 28 46 46 46 12 12 8 8 7 7
DK31 24 25 35 35 26 33 13 17 8 8 7 7
DK32 25 32 34 41 46 46 12 12 8 8 7 7
DK33 26 26 33 33 57 57 12 12 8 8 7 7
DK34 25 32 34 41 46 46 12 12 8 8 7 7
DK4 25 25 29 39 42 42 8 8 8 8 7 7
DK5 24 25 35 35 26 26 13 17 8 8 7 7
DK6 25 25 34 41 46 46 12 12 8 8 7 7
DK7 24 25 29 35 40 40 8 8 8 8 7 7
DK8 24 25 30 30 27 39 12 12 8 8 12 12
DK9 13 24 32 32 27 27 12 12 8 8 7 7
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796 25 26 30 30 27 40 12 14 8 8 12 12
797 24 24 37 38 40 40 8 8 8 8 7 7
799 24 24 37 38 40 40 8 8 8 8 7 7
800 24 24 37 38 40 40 8 8 8 8 7 7
801 24 24 37 38 40 40 8 8 8 8 7 7
802 24 24 37 38 40 40 8 8 8 8 7 7
650 24 31 23 37 48 48 8 8 8 8 7 7
811 24 24 29 33 26 32 12 12 8 8 7 7
749 24 24 29 33 26 32 12 12 8 8 7 7
740 21 24 30 31 41 55 8 8 8 7 8
602 24 31 23 37 48 48 8 8 8 8 7 7
711 23 25 25 25 26 26 12 12 8 8 7 7
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