AN Mascot Search Results

Protein View

Match to: EBER42759.2 Score: 3021

hypothetical protein PADG_07579 [Paracoccidiocides brasiliensis Pbl8)
Found in s<earch of ZIB147T4976710778.mg3T

Nominal mass (M,): 142545; Calculated pI value: 5.34
WCBLI BLAST search of EEINS2755.2 against nx

Unformattad string for pasting into other applications
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Fixed modifications: Carbamidomethyl ({(C)
Varlable nedificatlions: Oxidation (M)
Cleavage by Trypsin: cuts C-term side of KR unless
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Figure S1.
Matched peptides are highlighted in red, in which its sequence coverage reaches 59% of the Drk1 sequence
of P. brasiliensis.

PbDrk1 identity confirmation. Mascot results. Peptide summary report of identified protein.



