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Figure S1. Cellular FA compositions of C. auris strain B11220 (Mean (%) + SD)
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Figure S2. Cellular FA compositions of C. auris strain B11109 (Mean (%) + SD)
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Figure S3. Cellular FA compositions of C.
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auris strain B11221 (Mean (%) + SD)



Candida-auris-B11222
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Figure S4. Cellular FA compositions of C. auris strain B11222 (Mean (%) £ SD)
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Figure S5. Cellular FA compositions of C. auris strain B11244 (Mean (%) + SD)



Candida-auris-B11245
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Candida-auris-B8441
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Figure S6. Cellular FA compositions of C. auris strain B11245 (Mean (%) + SD)
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Figure S7. Cellular FA compositions of C.

auris strain B8441 (Mean (%) + SD)



Candida-auris-B11098
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Figure S8. Cellular FA compositions of C. auris strain B11098 (Mean (%) + SD)
Candida-auris-B11203
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Figure S9. Cellular FA compositions of C. auris strain B11203 (Mean (%) + SD)
Candida-auris-AR0390
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Figure S10. Cellular FA compositions of C. auris strain AR0390 (Mean (%) + SD)



Candida-auris-MMC-1
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Figure S11. Cellular FA compositions of C. auris strain MMC-1 (Mean (%) + SD)
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Figure S12. Cellular FA compositions of C. auris strain MMC-2 (Mean (%) + SD)



Candida-auris-GC subgroup A
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Figure S13. Cellular FA compositions of C. auris GC subgroup A (Mean (%) = SD)
Candida-auris-GC subgroup B
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Figure S14. Cellular FA compositions of C.

auris GC subgroup B (Mean (%) + SD)



Candida-auris-GC subgroup C

16:1 Cis 9 (w 7) o i i i i
B 1 1
17:1 Cis 9 (w 8) Eﬁl i i i
| |
0| B | | |
18:2 CIS 9,12/18:0a i i ‘:‘ﬁ‘:' i
| | | |
0| | | | |
Summed Feature 8 i i - i i
0 10 20 30 40 50

Figure S15. Cellular FA compositions of C. auris GC subgroup C (Mean (%) + SD)

Candida-auris-clade I-GC subgroup A
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Figure S16. Cellular FA compositions of C. auris clade I — subgroup A



Candida-auris-clade I-GC subgroup B
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Figure S17. Cellular FA compositions of C. auris clade I — subgroup B
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Figure S18. Cellular FA compositions of C. auris clade I — subgroup A



Candida-auris—-clade II-GC subgroup C
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Figure S19. Cellular FA compositions of C. auris clade II — subgroup C

Candida-auris-clade III
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Figure S20. Cellular FA compositions of C. auris clade 111
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Candida-auris-clade IV
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Figure S21. Cellular FA compositions of C. auris clade IV



