
Supplementary Table S2. full-length aquaporin protein sequences from one species of each major fungal phylum detailed on JGI's MycoCosm portal. 
XIP sequences are highlighted in red.

Code Phyla Species JGI nomenclature     Complete protein sequence
Croqu35404 MAGEKINLEAFMLELKRDCVAALIEYLGTMLFLLMGLGGIQAAAVSNQASLAAAASSSGTAVNTVASIEQLLYISTSMGLALLATAWTFFRVSGSVFNPNVAIALFLTGALKFKRFVLYVLAEILGAITASALLKACLPGPLAVGAALGVKTSPGQGLLIEAFLTCTLTLTVLLVAVEKHRSTPFAPVAIGLVLFASHLLGVVFTGAAMNSARAFGPAVISGFNKEHWIYWVGPSLGAILATVIYFFLKSVDYYALTPKQDSDDIDDSPNLGGIEVKMRRRQTAMLESGHLPANQRVKEREATPEQVAPHPLRNPFDLYRGQGPHTEAAYPVYTTQVQGMTSPTNYAPSAVGIPNVRQPMPPRAGLGIMGPGLAMAGGMTLGMGGSGGKEAFTRSQSPQRALSPEKDLEQIDEPEIRSLGPTARYI*
Croqu68699 MARKTRVNLSRFTWRPQDLFNDFQNDLVAAFGEFVGTVVFLLVGLGGIQAAATSNSASLAAAATKSTASSGATGSSAINTVASIEQLTFISVSMGLSLLFSAWIFYRATGAAFNPNVSFALLLIGVITPTRFILYVLAQFIGAIVASGLLSGLLPGPLAVTPALGAGTNVAQGLFIECFTTCALILSVLFLAVEKHRATYLAPIGIGITLFAGHMFAVVYTGASMNTARAFGPAVVTGFGTDHWVGPTLGAFLAVVIYAILKRYKYWKLNAGQDTDEASKSPALFFREDPEKGVKRNRNPSMRVLPSIGQTIDDGKVHDKSSEVVVVNGQPAKQTSAMEEIV*

Croqu659961 MSQTKFNWDQIKPRPAEGYFSEIRSDLVGALGEFLGSLTFLLMGLGGIQAAATSNTATLMAAANEKSPSGSTSINTVATIDQLMFIAASMGLSLLGSAWIFYRATGAAFNPNVSLSLLLVGVISPVRFVLYSLAQMAASITACALLQAILPGPLTVTPSLGAGTTTVQGIFIESFTTAALILSVLFLAVEKHRATFIAPIGVALTLFSGHLFATVYTGAAMNTARAFGPSVITGFGTDHW*
Croqu49229 MNSKPFKLTWIFNFSILSSIYPSQSQSQPIINNEITNIPIIIQSTVTGSSPSRYHLPPPTDSHQNSDPTTISITLNICNPPPNHSNSLQYTYQHLLIVSNSSNNISPDNNKNLPNSKSGRIASTWGGFGNITIINSIGLWISIYSPTPDDDSPWSIELGIDDQPIHQVNSFPAFKIEDTDTTNALITATDSSLYIPFTTQNPFSYDFIYPIIIPTPTNLLFELSSSLCYLQNLNQSIKSIPLNSIQSSLTTRSLGLNMPSSQTSSDSTDRDYRILPKDAGKRTQYYINNLLPSTNYSAWLFQPLKLVNNIQSGRLWPYVNFKTKNTNNCKLLYDLDFCPELAYSVPSPPNLNSTNQLISTYKSIIETNINNFTTVLSTYPCNNDTSGRYSFVTGCDDCKRSYINWACSIILPRCTDDPPDLSSSSQLILRNDPTTSRTPFFNFSYTELLPCISLCTLVSATCPPFLSWNCPTYSNQDYQDLSYLNNWQLMGGQQTGNNLNGNGGFRSGDRFGHFFCNSLGSDLDYSRMGFSLQFQSNFKFWFICLIGFWLSIEFI*

Croqu652096 MDDISHKSRSVSAESSSGESVVLHTPRDNSALPKLPHKDDYGHPHDDTPHLIDHCSRLKAPELAEVGYNLNHLAATSVPGVRPRGSDRRILTGSDYLRRPSHNNGRVIRFKRVTRNFWAEFFGTAILVLFGTAVNHQVTLGGSTLISSSPVGSYVSVSFGWALAVMLGVVLSGGLSGGHLNPAVTLALAIFRGFSWGKVPVYWLAQFLGATFGSALVYWNYSTAISIVEGGSQIRTISGTGGLFFTNPLPYVSNFNCFYNEMLMTAILMLFIVAVGDSGNFAPVPGLGPFVILWVVFGLASALGMQTSFALNPARDIGPRLLTWFAGYGNSVWSIRNYYWFTVATLGPVFGAIIGCLIYDLFLATEQVTDCLLHGQSTVFSCWPFHRPSAPVGDPEKHLTQYNKKKRAGAGVSRGSVVNSAKTSSHRYVSINS*
Croqu656049 MLRQNGKRMVEVTLPRTRIANPSTCLPETHREVHDRNPTNMEPSTCLAETHHLRPEVTINNSVLSNKNFNKRHQGDNDHIHPVLDQQDDIVKKQTKRLNHFHDGFEKAEKLESFNDSLSEDVPIPMRKNEEGFLPQNWLAKFRHQTREFWAEFFGTAVLLFFGTGVNVQAYLRSSTTAAQPSSSNWVTVCFGWGVALMSGLYVSSGVSGGHLNPAVTLTLTLFRGFPVKKVPYFILAQFLGAFVGSAVIYLNYSHALFLFEGGSGVKTIKSGGMFFTTLLDYISSLNCFFEEFIGTVILLMFTLALNDRGNMSPPVGIAPFVMLWVLFGIASTIGFQTGFALNPARDLGPRLFCWMVGYGREIWTYRNL*
Croqu37757 MATQADSSVHHLRRSSADKARDLEGGRTTGSNIPYNIDYQSNTPGMSVMPALDSTFPEIQERRRKETSISKFRSQTREFWAEFFGTAVLVLFGTAVNHQVTLGGSTNVVSGERGSWTTVSYARCRCIGWNQWGTCQLTCKSISDLCAVYLIQALIPAPFKIHADLNYSRAISLYEGGAHIRTLKTGGLYFTSNLGYMSNLGCFFNEFLMTAILMMFIVATGDAGNMAPPKGISPFVILWVVFALASTLGMQTSFALNPARDIGPRLVTWAAGYGSGVWRIRSGYWFWCATLAPICGTFVGCFIYDCCIGTDGVESPLHNPNSSGWIRRVRRLPPTSAQTAHLGTGTSGHIKPTDESD*

Croqu284390 MQPLYFNQNAGSPSTLLPDNPRDHTLASFPRPLRPRRSSTIIDFNRARSFSTSQEPKFSGQSTTLGQTMMTSTSLVPQNLNLVSRFRGATKEYWAEFFGTATLVMFGTGVNHQVKLGGNPSISSSNIGDFLAVAIGWGIGITMGVYLTTGISEGHINPAITLAQAVFRGFSWKKVPLYWLAQLCGAFFGASLVYINYQSAISVFEGGSGIRNIRVTGGMYFTCLFFVDQLKGYPY*
Croqu75289 MLQNNGLLNGSQVFEPKLSVYLKWKRWLRPFIAEYLGTAMMLMIGTGVNCQVVLDADQKVSSSLKGDFLSISIGWGTAVMLGVYLSGGISGGHLNPCVTISLAVFQRFPWKGVIPYVIAQVFGAFTGSLITQTIYAHALDIYEGAKGLRTINGPTATGGLFFTTPQPYMSHANCFFQEFLDATILLLMVFALGDRQNVPTPNGTNPMIFMWVIIGIGASFGAQTGSAINPARDSGPRLMAWIFGYSSSVWTDGNFYWLWSPWLATCSGGIFGGFLYDFFLYDRIDSPFNRLATSSIQQNQTQSNLQLDHQTNSLNTSETVSKTSEARSRDSDATLGGRREIRNSTDFKLEIKPADKETYS*

Croqu661726 MDPENAHIKPRSSRARMPVLLTECLAESVGTFLYVFPGEGATAALLIAGTSPANANLGSLLNVALSYSFGLMLAVLITAHISGAHLSPGVTITFTLLRGFPIRKVAPYLLAQFLGAIVATLCIYAIYGQQLHDIKLALEAAGKSQLVISATGPASVGGIFPGANQNLGRVFFGEWLLGCVLGLVIFGALDHRNPLMDPRQVPFLVGMAYLMAIIGFAPNTIVLNTARGLGGHIATSMLYGRGVFENRSYIALAALTNIPATLVGGLLYKLLHVQRAEETVTTVVHAKQDEETTATNS*
Croqu845I MLSTLRSACLEGSASLIMVWFLGIFMISLSTANLGIHGSAYLAISVAIAVALLVHILGPLTGGHINPIVTLSTCITGLTPPTKGMAYMSAQMTGATIGGILLVISLGPRSTAIENYGCYFNPSPSFNVIHASVFEFMGTFAIISMMYGFGINAGATITQGGPKLSPLLNGITLGVYVFAASGFAPENSYLGTVGFPARCWATSVGTFKFKATDWIYWIPSILASIAHGLAYRFLNPFGEPKVGTILGHDAELGSSREPKVIIQIDGPQISKTDFAASASPRREKAFDGPQIGPRRRSIYT*

Croqu6585I MELLPIWKASIFEGLGSLILIWFIGIASPVFTLNSPVGVGAGLAFLYGSAVALIMFALKPITGAHINPFITLSHLLVGTEKSLFRGGAYILSQMIGAVIGGGFVAGALGSDAVALSNGGCVVDSGNTGMFKPQQAVALEFMAALVLLVLAHSKFSQSQPHSTSLTPFLYGLSVGLLNFCTSGFAPHAGYIGSFGFPNVCFGLSMGIMKFQPVHWVFWIPGFAAVILHGAIYRFLKPYDSQNDSENSEMTGHKNIIVPFPSSVFQRDQKGSGQGFETFGNSSVV*

Ustma10398 MQRPWALDNAVANMSDDWLRIDSEDGAIVAADGSPIGSTCDAWFASESSLRAVAASVLPHPTSTPRQAVRAYHSITSVELTCKRAVESQQHIGASTPIADAQARHQATSSRKAAQLYECPPEPAVRVQSRPQLELSDSSPTAETARAPRTASNIQAGALDQHDRASLVDVSPTPSKHMKSWSMPFLPPQRFYVLFSNACVQRKHQVPTWRIARQASKLDILDCPVLTLFHAVALQVDRRLTYESASRVRLAIVRATSRKSVGTQADAWNKVRHSTRCNNCERKERGAMQALIGRKPNKDHFNSTARGLSESQRSSARRDKLQEVHGSQAACHRTRNVAMRTRTANWSTQDERSNSSRDGYHYEIKKELDVVQGDDDEQWLGEQGWLADESLTPHHLGRTRYHTHEFLAKLPSCWQRCCSSQSISKPELGMGVGSGLDDLSEWSQVPVYWRAQLLGSILGAAITYAIYLAAIDQHQGDRNIRTVSGEHIRVWLSVRIWNRGDGDEHLDGDGKVHAPPSDGLSELVLGLVVVRIGMSLAWPTSYAISPELGSGTATFSIHVGWGRELCTHNACWWLYRSQAATGTHCWALCCMI*
Ustma8828 MRSRRSSLDADRSRRSSFATELPKPTAADVAVPIEINIPHRASTSASAKTSQIDLTGHHIYLPDHTTAGSSTQGGMFELTQIGPSEKVTGEVIKDVKTGKHYKKMAVSKPAYSLGHTTGAPVVTGVPNRTTGRIGLGHAFPTQEQTRQYKEDKAARKSNTGSGTRSPSLAGGSVTSHRASMDVNTAEGRTQLFAQLRELIHEEFEKVNRGQTEELKNHVRQAHLEQRQHLKDHMEDVKEIVNADLPSHSEKGGYSNDTILKTTTDTVVATADDDKQPYDRKGSEGTLTLDPNGNEVKDPRPVERGYTDNDVDSNQDEYEFPNKWAAIRYKLREPFAEFLGCFMLMVFGNGINCQVVISQLYNSSDPKGSYLSISFGWGVGVAMGVWVAGGISGGMINPAVTIALACFRKFPWKKVPIYIVAQILGCLMGSLCIYGLYINPIRLVDPNQTETTAALFTTYPAEFLRQPSTRMSAFYNEFFASAILLIVILAIGDSSNTPPPDGLAPLVLLWLIWGLGACLGWQTAYAVNPARDLGPRIMLYIVGYSPKILWTFNAWYWLWTPIIATCSGAIMGCIIYDTLCYTGGDSPINRKAKKHAPALGPGSKQKMPAALSEA*
Ustma8384 MTRLTSHSQLSEHQVHPDPTATAPLLPASAPLPHQATPLHKPPRWWSPAFGAHTSSTGQSGYGLEPNSWAKLRYVYRQELAEFFGTFLILIFGAGVECQVNMHYHSGETRDVAAYGSYFQGRLAWAAGVAMAVWVSGGISGGHCNPSVTIALALFRGFPWSKVVPFIIAQTLGATFASLLVYANNVTNIDRFQGGIGGIRTVKGPGSTAGFFFTLPAKELSFCSAFFSEFLATAILLFVVFALADTANLKPPKGTQPFAMFIVLLGIGASLGYNTGYAINGARDTGPRIALWLVGYGSDVWTHDGWYWLWNPWLSSIAGGAAGAAMYDAFLYTGQDSPFNRPKKVGRSAYASLVQEHAEEEQA*
Ustma9367 MSQAATTPVYIPADQLHNDVRDKDGNSASSHHFQRAHRKNGELELGVTEVLQGRTDVPSAQVAQSAGLSNWSGRVRLEQSMPKLVPALIAEFMGTMFYCLAGEMATAGVLVTTYAGSPQGNLTMIGFAYAFGITFAIIVCATTSGGQFHPAFTIAQVVFKGFPIKLAPLYICAQVVGAMVASLIVVGSWHDELMKITHLLKATGKTATIFTAEGPAGAIALFPTPGRSMGSIFVNEFFANILVGMIVWANLDAANPFTGPQAAPYTIGLGFAVVVWCFSSSNVVANSARDIGARLVCSMFWGSECFPSRYSALAALTNIPATLLGVGLYTFFLSDTRRPPATVALNHLHEEHVRSIERAETLHAEILDEKIAQTLSRGGDATALQKQRTNLGVKNF*
Ustma7026 MSSVENTPPTVTAPPGSGGRLSTDSAFSQSRPRRLSMLRFERHKHHGASGNPLPHRRHAFGKPSFSGFQQHFMAGLGELIGTTMFLFLAEGGAKTAQLSVSAAQNETATPLSNETIMFIALSFGMSLLVSAWMFYRITGGLFNPAITIALWWVGVLTSCRALVLFIAQILGGIAGAALVLGLTPTNSISQVTTTLQPGISLAQGFLIEMLLTSILVFSVLMLAVEKHRATYLAPVGIGLTLLAAHLFGVVWTGCGMNPARSFGPAVVAGEFNSDHWIYWIGPLAGGILAVAYFSFLKVLKYNSVVMDQDSDKEITGLKPMHVRIWNLVRHRQNPGALNPESSTHYDKSARQNFDKEETEAFEEREAIRKQMMDKPVFDGHAHEAANGRMSERNNAELMSTSTGSTARLSSGGHQGAILPK*

Ustma10090 MTTIQKPQQLSRTTNMTNPKPPAAGSGVYNVGGKQPTHMCQADRGCTDTTLVHGARKREEHQSGLALARTGAPVPSGDSNVREMVAQPSMFSLGDRTQEQPTMLERRESSMIEEQLPSFMQVDQTEHKHRHHYRAALRRRLVLKNNVIAFVSEFIGTVLFLLFSFIIASQASNAQAATQRDSEATSLAQNAPVDTSALLFSSLGFGFSLAVNAWTFYRVSGGLFNPAVTLALFLTGTLGKLQLVHLTIAQFAGGIAAAALADGLLPGRLNARTTLANGTSVVQGFLFEFFLTSQLILAIFLLAAEKHRGTFLAPVGIGLALFLAELAGTNYTGGSLNPARTLGPNTVLATFQQYDWIYWIAPYSAAIVTSGFYMLLKYLQYESANIGQDSDDTKQVFKDTYGNVVGVLETMAASEFSFVSQVAPPAEAEIQALVNIDPSKPALTAARTKMPTQNQKAAANLGPATVHNNLA*

Mycal1036362 MRIPPSIRKDFIAASLELVGTTFFLLLGLGGIQAAFAEEGASESSVTRVEKVLYISTCMGFSLVVCAWIFFRITGSLFNPNVTVSLVLLGILPPFRGLLYFIAQFLGAIVASALLLRLTGTLSVNTFLQPGTTPAQGVFIEMFITCALVIAVLMLAAEKHQATAFAPIGIGLTLFSCHLFATFYTGASMNTARSFGPALVTGFPTSNHWVYWVGPFMGSILGSTFYAICKHYKYWTLNPNQDTDDYTKSPDDPVQLVTQAITEERHRTLDPRVLIGQITERLPKLSVSSDTSGQSTSTLVHETPAATSV*
Mycal1115705 MAATFSDANTNGIVYMGDLHKRTSTFAGWERLRHGKLHWFVECFAEAMGVFMYVYAGVGSQAVFVIGNLTKQAGLSSLLQIGFAYAAGIVLAVSICSATSGGHFNPCITIVQMLFKGFPPLKGLRYITAQILGGYIACLLIYVQYRTPLLEIQAAIPPAALAAIQFTPNGPAGIFGLYLLPGSNLGQAFLNEFVCDFFLAIVIFGCVDPSNVLIPPSAAPFVIGLAYAVAIWGFSANGLAANAARDLGGRLAALTIWGKDAVGPYKAYCAIAALTNIPATIIGAIVYELVFVDSDRVVAQVHREYHDIHALHRRHGPAALSNDNNSSSTGGLEKERVGTVERV*
Mycal1210769 MSDIVHLSNIRQRPRLYRAFERHRHTSVHWLVECFAEAVSVGSQALYVIGNILTVPGASSILQIGLAYACGILLAITVCSATSGGEYIVAQILGGYIACLLVYVQYKSLLVESEMALLGAGPGISAATFYTPNGPGGIFALSLPTGSNLGRAWVNEFVVDFILAVTIFATLDPTNTLIPPSFGPVLISLAYAVAIWSFSANGLAANAARDVGGRLVALTVWGKPAAGGSYAAIAALTNIPATLLGCVAYELMLSDSDRVIPAAHLEVLNAHKNHRRLREQQSHTPDSEPNLEEKGRVGEVERV*
Mycal1212415 MSDIVHLSNIRQRPRLYRAFERHRHTSVHWLVECFAEAVSVGSQALYVIGNILTVPGASSILQIGLAYACGILLAITVCSATSGGEYIVAQILGGYIACLLVYVQYKSLLVESEMALLGAGPGISAATFYTPNGPGGIFALSLPTGSNLGRAWVNEFVVDFILAVTIFATLDPTNTLIPPSFGPVLISLAYAVAIWSFSANGLAANAARDVGGRLVALTVWGKPAAGGSYAAIAALTNIPATLLGCVAYELMLSDSDRVIPAAHLEVLNAHKNHRRLREQQSHTPDSEPNLEEKGRVGEVERV*
Mycal262410 MSMSKASNHDSSSKEDHLSEHTEDYAGHDTITIHPNAWSKYRLAMREYVAEFLGVCILIIFGAGVDCQVVLSSVTGVASFQRGSYISINFGWAVGTAMGVWVGGGISGGHINPAVTIALATYRGFPWKKVPGYIAAQTLGGLVGAALVYANYYHAINIFEGGPHIRTLGTASLFSTYALDYMTAVSCFFSEFLATAVLMIMVLAINDKSNMMPPAGLAPLVLFVLILGIGASLGMETGYAINPARDLGPRLLTSMVGYGRQVYMFRNQYWLWCPIIAPILGAQAGSIFYDVFLYTGDETPFNKP*

Mycal1003170 MLREPFAEFLGVAILIIFGAGVNCQVLLASDEGDYLAVSFGWAVGLSLGVWVSSGISPAHINPAVTLAMATWRGFPWKKVPAFIFAQTLGGFIGAALVYANYFHAIDIFEGTDIRTMKTAGVFGAYAAEYLTDVSAFFSEVLGTTILVLVIVATTDKKSSAPPPGLFPLVIFLVILGISSSLGMGTGTYSFSKFMPRLNEPCHAALLGFALNPARDFGPRLLSAAVGYPRAVWSFRHQYWLWTGIIAPVVGAQLAVGLYDVFLYKESDSIVHKL*
Mycal1052167 MSDASFITSTPHTSTTRLRGGHAPAPQSTFSRCREILREPIAEFLGVAVLVIFGAGVNCQVLLSSASGVSSSPKGDYLSVCFGWAVGLSLGVWVSNGISPGHINPAVTLAMATWRGFSWKKVPGFILAQILGGFVGAALIYANYSHAIDIFEGGAGVRTMKTAGVFGAYAVDYLPNGSAFFSEALGTAVLVLVIIATTDAGRGAAVPPAGLFPLVIFVTLLGISAALGMQTSFSLNPARDFGPRLLSAAVGYRGAVFSYRSQYWLWTGVLGPVVGAQVAAGLYDLFLYNGPDGVVGKRTGGAKHGVNHATDAV*
Mycal1113161 MSDASFITSTPHTSTTRLRGGHAPAPQSTFSRCRYCANRSQSSWAVAVLVIFGAGVNCQVLLSSASGVSSSPKGDYLSVCFGWAVGLSLGVWVSNGISPGHINPAVTLAMATWRGFSWKKVPGFILAQILGGFVGAALIYANYSHAIDIFEGGAGVRTMKTAGVFGAYAVDYLPNGSAFFSEALGTAVLVLVIIATTDAGRGAAVPPAGLFPLVIFVTLLGISAALGMQTSFSLNPARDFGPRLLSAAVGYRGAVFSYRSQYWLWTGVLGPVVGAQVAAGLYDLFLYNGPDGVVGKRTGGAKHGVNHATDAV*
Mycal1355211 MLREPFAEFLGVAILIIFGAGVNCQVLLSSDNGDYLAVSFGWAVGLSLGVWVSSGISPAHINPAVTLAMATWRGFPWKKVPAFVFAQTLGGFIGAALVYANYFHAIDIFEGTGIRTMKTAGVFGAYAAEYLTDVSAFFSEVLGTTILVLVIVATTDKKSSAPPPGLFPLVIFLVILGISSSLGMGTGFALNPARDFGPRLLSAAVGYPRAVWSFRHQYWLWTGIIAPVVGAQLAVGLYDVFLYKESDSIVHKL*
Mycal241214 MSMSKASNHDSSSKEDHLSEHTEDYAGHDTITIHPNAWSKYRLAMREYVAEFLGVCILIIFGAGVDCQVVLSSVTGVASFQRGSYISINFGWAVGTAMGVWVGGGISGGHINPAVTIALATYRGFPWKKVPGYIAAQTLGGLVGAALVYANYYHAINIFEGGPHIRTLGTASLFSTYALDYMTAVSCFFSEFLATAVLMIMVLAINDKSNMMPPAGLAPLVLFVLILGIGASLGMETGYAINPARDLGPRLLTSMVGYGRQVYMFRNQYWLWCPIIAPILGAQAGSIFYDVFLYTGDETPFNKPNAAARAHHERARHETNRHAPGGPSAYEQV*

Mycal1085978 MFPTDRISMLPAALLLLLNAALTAAQTRQTLVLNAVVNEAAPNPPFFTIPTANVLAVSIALCTGTTDTPVPRFFVTNGSSTCKTATPQMSFQVGLSNDIPIHQVVNTSALLGDTTASQALLFSPPFSPQDVQDPTYPNYTLPNAIPSIPTPPSNPINYTVIVAPTSNGLLAMQQTACALSTQKSTGVVANESLWLRDSSGWRKEWLMTGLTAKTNYTVYIIQDTYKVSKPIFFTTKSSTFSCSLVSQLPYCPTIAYAVPLPAPPSPQVKYDSTNLPSSLVDPLTSSLTNFTTTLTTFACGRDFYSPLVTCADCQRAYRIWLCAISFSRCADPDTAPSAAALLPSQSFQRPESWVSLRGISFTQLLPCLETCTATDRACPNFLGFRCPLPRFNAAQSYGVGYVDSGADGVQGGGSTGSWSDAFGNVWCNSGW*
Mycal1170102 MPESPGILTEKALEANSVRSPRDSKAVNNLSLRIDPPFTMTDFPGSFVRIVQEGQPSFVPRRSHTLVAYFTHGWTSAEIWKAALIEFWAVACMTYIGGLIGITVMSFGTNIVAPYVGIITVFLLALWISAAAPGSGGHINSTITFAVLLTRLMSFSRGVLYLAAQLAGSALAGGLLRASFGLERAIEVSGGGCKLARVAGSVSPTQAFVIEACCSTALLFVAFGIGLDPRQQMLYGPALGPVSVGLIVGLIVFATAGLAPGYPGALMNPNRCFAFAVARGDFQDQWIWWTGPALAGPIHSFLYTLVPPFAFIRLWTFANTHAFFADIIGDIALSILEDNLLNSFKAPNHGESEGLNICASAT*

Dacru2265047 MLPASIFALLAVLLQPTHAQHAPLLGDTSSSLAILFSPPFLPPTITSPTYPNYTLPSISPSFSPPSNPPNFTLVLFPTTNNSPKSSNGTSAQALRAVTGAVLNTNDGPDTSLVLRDLREGWRTQWVVGNLQSQTNYTAFTINEGNQTVAGPVFMLTKSSSFPCTLTHSISYCPFVAYAVPLPAPSYSPMPSTLTSTNQTQTEYTLPSNVSANLLSSLINFSVSLSSFACGRDVYSPLKTCADCYEAYRDWACAISLPRCAERDPSPPPPLPPPALTPRSNATTRNDFPGLGQNYTELLPCIETCTAVDRSCPYFLQFRCPVQGVTAQFSYGVGFIDGALDGSQGAGVPGVADDDGWVFCNAATSYDA*
Dacru2260629 MVGEYVGTVLFLLFALGGANVANIPSNSLNGGVNTSQLLYIALSFGFSLAVNAWVFYRVSGGLFNPAVSLGLAVVGVLPPLRAALLTVAQILGGITGAALVSALFPGAPNVSTTLGGGTSVAQGLFIEMFMTAELVWTILMLAAEKHKATFLAPIGIGLSLFVAELVSVYYTGGSLNPARSFGPAVVIHSFETYHWIYWIGPILGSLLAAGFYKFVKYLEYETVVPDQDAGAEYPERDRPAPNGTAQQAPRPVDDVAVVGPGIADMLTRQSLSCLNSRTGRSHDLLDRWRPT*
Dacru1262245 MDSRSLFSDIKNDLTAASLEFVGTIVFLLLGLGGIQSAATSASSLTAASSSSSAGGAQAVNTVASIDQLLYISVSMGLALLVSVWLFYRVTGGVFNPAVSTALFLIGAIGPVRWALYCIAQLLGAIVASAILLGLLPGPLVVTPAPGPNVNDAQAVFIEMFLTSFLVLAVLMLAAEKHRSTAFAPIGIGLTLFASHLFGVLYTGAAMNTARAFGPAVVSGFNRSHWVYWVGPFLGSILATTLYAFLKHVKYWQLNPDQDIDDVRASPADPIERAHTLGTGSSPTRRGNTSREKPNTMLAPPLNGSANV*
Dacru2357520 MPALFAQWRADLTAAAFEFLGTVTFLILGLGPIQSAAYSKMSYPSTNTSPDAGMTPPYSIDQLMYLSAGLGLGLIVAAWLFFRVTGALFNPNISTALLIVGVIGPFRWLAYCVAQMLGAIVAAAILDGLMPGALSVGTMPGAGVNRAQAVFVEMFMTAFLTFSVLMLAVEKHRATPIAPLGVGLTLFACELWGAPLTGGSLNTARSFGPAVISGFQNSHWIYWLGPTLGALLASAVYIVVKRSEYWTLAPDQDSQDVKKSPQDPIKAMQERV*
Dacru519289 MSTDPQFAHLSDVVRRPAFLKTWERTRHRQAHLFVQCVAEATGAFLYTFAGVGSTAGYVLGNIVAQPGVSSLFQIGFAYAMGILMAISICGPTSGGHFNPCVTIAFAVFKGFPLRKVPAYIIAQILGAYIALLLVYVQYKGLIIEVEGLLAAKDLLGAIQFTPEGPAGIFGLYAPAGSNLGYVLLNEFMADFVLGLVIWACIDPTNFFCPPVAAPFIIAMTYATIIWGYAPVGLAANSARDLGGRFMAMTIWGTAAAGGPYAAISALTNIPAMLLAALFYEVFFTDSARVIPGASMEFIRGMEAHEERKTATLGLPGSSHGSTDEK*

Dacru1357811 MPLFATWKTDLTAAGFEFLGTVTFLILGLGPIQSAGAVGMPLWAQLLYNSAGLGLALLVSAWLFFRVTGGLFNPNISTALALCGVITPLRWLFYCIAQMVGGIVAAAILDGLMPGKLQVNTQPGLGTNRAQAVFVEMFMTAFLTFSVLMLAVEKHHATPFAPVGVGLTLFACEMWGNAITGGSLNTARSFGPAVISGFDNTHWIYWLGPTLGALLAAGVYLLVKRSEYWTLAPDQDAKDMKKSPGDPVEEVKQQTGGGRKTQE*
Dacru2252672 MSLKETRVSANSVREGSLSLSTSRIKEDEESQHLTRFPNRWARFRYAMREPVAEFLGTMVLVIFGNGVNCQVTLSGNASVSPSGQKGSYISICFAWGIGTALGVWISGGLSGGHINPAVTLALATFRRFPWWKVPLYWFAQILGAFAGAAIVYADFYHAINIYEGGPGIRTVPGTAQLFATYPVSYMTPVSSFFDEFFGTALLVLTVFAITDKKNGPPPAGLVPLVLFFFVTGVGMSWGMNTAYAINPARDLGPRLLTWVAGYGREVWTYQSQYWLWAPFLGCLAGGLVGAFIYDAFCFTGDESVLNSPDARSRREHAHAPEQEREKMPGGVDV*
Dacru2256153 MSYDEDIRIEDTRIRNPSLCKSSSNNNMDEDEQLTLFPNRWARFRHVIREPAAEFLGTMILVIFGNGVNGQVILSANASVSPSGPKGSYESICLAWGIGTALGVWVSGGISGGHINPAVTLALATFRRFPWWKVPVYWVAQVLGGFAGAALVYAQFYHAINVYEGGPGIRTVPGTAQIFATFPATYMTPVSSCFDEFFGVAILVLVIFAITDKRNGPPPAGLVPLVLFFTVSGVGMSWGMNTAFAINPARDLGPRLLTWCAGYGREVWNFQNQWWLYTPLLGCLAGGLAGGFVYDAFCFTGEESIFNTPDARTRRLRAHAPQQEREKMPGGVEA*
Dacru2276186 MSSKSDQDLASGPSSFPYDTSNVPVPTTKNNIDALIPKGLSRPAASSGRRTDIILEAAAEFLGTLVLAAFGTGGNCQYAASSIDPTYSTVPIGWAVGVALGAGLAGPFSGGHVNPAVSLMLALTGKMPHWKVPIYWFAQTFGAFVGAAITYGVYYHDIDVLEGGPYRTIAKSAGLFGTYPEVDAPAISCWLAEFFPAAILILNVLLLVSMKDRPAFGVVPMVLFITILGIGCTFGSTTSFSINPARDLGPRLLTAAVGYGGAVWTYKNEYWLWGGQFGAYSAAVFVSVSYHVYNYIGVKVPGSQASVELERLRDPSDTV*
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Felpe277600 MSNAKGLRQRTAVSVPAPREVFRGSLSASCRNESIALKRRISRLRTILGFFGTGWTERGLYRAGFTEMVAVLSICYLSALLSVTFGQYGIYAPNWVGITNVILVSLFIYANAVPSGGHLNPLISFSTMLTGLTPFPRAVIYMIAQTIGGAIGGGLIRGTFGLGELNGLYHGGGCFFDHTAEDTISRGQAFLIEMMSCFILLQLAYGCALDPRTTKAIGPILGPFFVASAFGLITFATSGLSPHFAGASMNPARCFAFGVASGNYQSEIYLSPFSALNVAPMVILVRTSGRINPHELGVFRGPGIQNGRSRRAYLARIST*
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Artol3057 MVSWENYMPAKVKNHLVAAVSTLDIKPTPSSHVRLYQSFCLDRYLTEISYVLRPVNLSVRNSPYGYHACMIGHIANLIAQLGTFLFLFMAFSVVSVTGHRALYTQEGASPAGGSDPALIVYIALGFAVSLGVNVWIFYRVSGGMFNPAVTLALVLGNGMPIPRALFCFLAQILGGIAAAGVAEGLFPGPLNAQTTVEHGMSNVEGMFLEMFLTAQLIITIFMLAVEKTKATFLAPLGIGAALFVGHLVGIYYTGASLNPARSFGPAVAAGQFYSDQWVYWAGPFLGSFLAAGFYRLLKFLQYEGANPDQDVDLSCSAQEDSSRIACTAQRMGLEGKEIPRPTWSRSKESDVEMGSSIPPKSPPMPIVAMHTNSTDNSSSHA*
Artol52763 MSVAIEANPKRDEGAGEKMETTRHRTIRHSKSVPEPLRAAHIHTTPFAARLGGNQEFVLDRADPKNAAVLEDIPDAATHMTVKQALDLRGFRQAILWKAAAVEGVGTMLLVYATDWSTLSPAAYPPPPDPASESGVFSTASFLGPLVGGVTSAIFIAMYIFCFGAVTGGHLNPLITIATFFTRLTSLPRAILYVSFQIIGASLAGLLIRASYDSREFKVGGCWLNPAEISVSSAFTNEFSASLVVLFMAFGVGLDPRQRQIFGPSLGPIFVGLAVGTTAFSMAFTRPGYGGAAMNPARCFGAYVGSSFPTWHWIHWVATIAASVFHGIVYYMVPPWGGFAGKHERQLVSDEEK*
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Perma510285 MSENRPSIVPHRSPYVEEYLSDEEDRPRAYRRPDRRHKRPPVSHRQVPGAVARFSVDQPRGSMESRRDSHEDYDHIDPIGKPRYYYAYESEEDRRYRPRTAYGGGGGRGPPRNPSLVTENPMRLPWTMWMNSNAKNHFVAFIGEFVGTTMFLFFAFSGTQVANIQSNDSENKTTTGADTGFSPQVLQYIALVFGFSLMVNVWIFFRISGGLFNPAVTFAMLLTRAMTPMKFFLLLVAQLAGSIFASFLVSVMFPTTLNVRTTLSANTSIARGVFIEAILTAELVFTIFMLAKEKHKATFIAPVGIGLSLFVAELVGVYYTGGSLNPARSFGPCVVTGVFDREHWIYWVGPAIGACIAVLFYKFIKILEYEMSNPDQDADDKEMKQKEKSPDRV*
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Usnfl891003 MQNPLRRPNGDRPPPRDRDLERGKTTDSGYLQKDVRGHLVAMSGEFVGTFMFLYFAFAATQIANTIDNGPPTVDKLLFISLGFGFSLAVTAWVFYRISGGLFNPAVTLGMVITGTLPALRGALLFPAQLLGGMVAAALVRCMFPGTPAFNTTLTNGTSIAQGVFIEMFLTAELVFTVLMLAAEKTKATYIAPVGIGLALFVAELAGVYFTGGSLNPTRSFGPCVASRSFPGYHWIYWIGPFLGALISGGYYRFVKFNNYEEANPGQDDSDHPQDTQTKDK*
Usnfl830025 MSDTDEHPHVTRGFVLAGKTKATLAKGASLPFLGKPGNPVRNHFIAMCGEFAGTFLFLFFAFTGTQVANSQTQGSVSTTIAQGSNPAQLLYISLCFGFSLGVNAWVFFRISGGLFNPAVTFGMCLVGAMPWVRGGLIFISQIIGGIAAAGIVKVLYPGQLNVRTSLGAGTSMAQGVFIEMFLTTMLVFTIFMLAAEKSKATFVAPVGIGLSLFIAELAGVYYTGGSLNPARSFGPDVINATFEVYHWIYWVGPLLGALLASGFYKLLKGLEYETANPGQDFDENETKLFDPERDIERPIVNVVTGGSTSEPSRPISGDTLSGYKKEENPLQQTASRDLAQGSSRQQAPASTGITRSPRRLSSPLPPIDGENEKATAPLDDRDHSNIDGTAGEDIIHGGPHYSQTANNLDPRVQRQIDSMGTYQAGPDAEAGQSRQ*
Usnfl941042 MNPVEPERRERLTPATVANFPGSLAANQLGESLETTSYPQRKGRLANWVAYCREGWEDPGIWKSAFVETLGSFLLCYLNGMIDTTITNFGTPQAPAYAGVVNIFLLTLFIMAFAPGSGGHINPTITFSTMIVGLTGFSRAILYMGGQLLGAGLAGGVLRGAFGAERAIEFKGGGCFRNPGTIAAEQALLIETISSFALLALAFGVALDPRQRELFGPLGGPFAVGCSLGLVSFATAGLVPGYTGASMNPARCFAFAITRHDFTDQWIWWVGPFCGSWLLAITYSVAPPYHSGTIPPRQ*

Cadma1166 MLTEATGHHNDSKAAAAAARLIKQTLHSLPKSVRGHVVAVIGEFVGTLLFLFFAFAGTQVANVSSNPNTGTTVITETVQKTPQQLLYISLSFGFSLAVNAWTFFRISGGLFNPAVTVGMYLIGAIDIIRAALLFVTQIVAAIAAAAIVNGLFTGGLNVSTELSATTSIAQGVIIEMLLTMSLVFTIFMLAAEKHTGNFIAPVGIGLALFVAELTGVFWTGGSLNPARSFGPAVVIKSFASTHWIYWVGPFAGSILAVIEFKLIKALEYTTVNGEDSTETKRPDADLEAQRIKEERLEERNGNGRVARSPVSQATTVAPHDHHTQTHNRNQQQMYQNQNQQQVRNGASTVEGVNGPGLGSVQNTHAALPRDPDSDLRKMSGY*
Cadma5464 MPIPLAYTSHSKSDFVFPRRPPTPAQYSAPILARTEPVYDRPRHPLLTWISDDVRNHLVAMLGEFMGTFSFLFFALTAVQTANSKPDTLPRIDFLSDSPSLLQITYISFVFGCSLAVNVWMFFRVSGGQFNPAVTFGLCLAGAVPWQRGALLVPTQFLAATAASLMVSDLFPGDFKTQSNLATGVSANQGFVIEMMLTLVLVFTIMMLAVENHRGSFLAPLGIGISLFLGHMIGINFTGAAINPARSFGPDVILGDFKGNHWIYYVGPLMGALLAAIFYRLLKFLEYTTANPGQDDDGLDVYRIVTSRPQLHRRRNSNESVTSLTPLAYH*

Cadma14331 MSSSQPLSSNPEAQNAASQQFHEKPISSQTNGTFQPPQAVRQRHQQGNASHGVSQRDHNYNSPIGGYRNSSSDDTATYRSHRSHDPHHFKRRQIRHRLHQKHKQDGPVPVRLKWTKFMHSDTKNHAVAFMGEFVGTFMFLFFAFAGTQVANIGVGDSTDQSTTGSATGFNPATLLYIALSFGFSLMVNAWIFFRISGGLFNPAVTLALALLKALSPLRALLLFIAQVTGATFAAYIVSVLFPTAFNVRTTLASGTSIAQGIFIEAICTAELVFTIVMLAGEKHRATFIAPVGIGLALFISELVAVYYTGGSLNPARSFAPCAVTHDFDSEHWIYWLGPFIGVLLAVGFYKLNKILEYEMVNPGQDGDAANDPTQNPDHEVAQAVEERAIEVEEIQAVEEQGGFDNLSTDGSVASLDPAVMEADPVADLDGHVRGAKTTTIGGVHKEDIEAQWPNTSQHEGR*
Cadma15598 MDSRLVPALADNRLGSLVRAPTMNLSREGTNLSRVDPLKHIFRTLFELVHPSARGHVVAVIGEFLGTLIFVFLAFAGVEVAGASSNKIQAEGVSTAPPAASPAQLLYASLAAGFSLAVTAWTFFRISGGLFNPVISLGMALIGAITWARCALLCVAQTAATIAASYTVYGLFNGGLNTATTLGGGTSPAQGVVIEMLLTAQLTFVIFMLAAEQHAATYLAPLGIGLSYFVAELVGLFWTGGSLNPIRSLAPCIVNNSFTSYHWIYWVGPTAGVMLSVIIYKLVKALEYESVNGEEHDPLDILPTVIPSRKPSSVIAIASTHSGFESIRAPTITPPSPKPFMGEPFMQSPPANSILKTDTISFDKSPSAILDSEATKKGKLEKLPECFAD*
Cadma8765 MKLTTFTKALALLAAAIILLAAEVVIALPSSDIGIIEGVEVPKGYAIAPLHLTGTINGVTVDHNGTIEEAFAQLEAEHPELGADLTAASSPDAKSPDKRYMTDVHCIPVSGQNWRRANDVVIGQGIKYLRNNNLVCGVNPHSCSRVSCSYDSAIWVCNNNNEWIGPDCKLIASFAQALRDRCYFTDGIHDPATGGQAWDNENWNVNIAHTPAPNPQAAPDAAAYILVSLTFGLSLTTNVWAFYRVTGGLFNPAVTLALWLCGGMSTLRSILVIPAQLIAGVAAAGAIAAIYPGPMDVDTVLGGGTSITPGLFIEVF*
Cadma5119 MPGEGSSELPVHYGGKTTDGELIKRPTSPPIPPSSPMRAYHQPRIGYSPERTPIEQPFSSEDLRGGLRRRPSNQAPFRRHSGGEYDRERPSFSQDGGSRRPLRSRDDGFYRDDDRGHSRRDEYHPDSIERSRPPRTYRNVDAWERAPGSASKPYFEESRYDRDLEAGQGWHPDRKRISDEESIDGYNYDAHRNARPSLNFKSLSAEEKAEVMRLPWTQWMNSDVKNHFVATIGEFVGTTMFLFFAFAGTQVANIQSEASTDNSSTTNTTSGGATGFNVSVYLYISVIFGFSLMVNVWIFFRISGGLFNPAVTLGMVMVGAVPVVRAICLFFAQIAGGIAASATVLGLFPTKLNVRTTLAGGASLVQGVFIEAILTAELVFTIFMLAKEKHKATFIAPVGIGLALFISEMVGVYYTGGSLNPARSFGPCVVTGVFDKEHWIYWVGPMVGTFIAVFFYKFIKMLEYEMANPGQDGDAKNDPTQNEEKKAEIMQRREQKRYARSQ*
Cadma4624 MEDPQENPSSRTQRDVPVLSYGRPHRNSSTRIPTYQHTDNPPRDHLRSNRAGNLSRLGTQQSTRRPPRHQPPRQPFSLAGSRIPPNHGGSYIDPDYHEYNPRYQKDFNTPLWGLAKPLPRVVRQGMRRGRSHAGQGTVEDAEAEIEEPGDSEAIPQLGMINDQRADVGKDAVGQREESRERGYGHHRTNTGGTAQKVKSNGTVVDPNSSPLYERGNPMEQWGDCAVPKQGSDPFDDRAGDLGDRCMNRLSSVKEEPSEPVSNSSFASFEGHRAIVDPADIDLEAGEKFDEWPVEDGEEEQYLDEERNMHNSWAEFRARYREPLAECLATMVAVLLGLCTNLAVQTSNETSGIYLSSNWAWGLGVTIGIYIAGGISGAHLNPAISLMLCLYRGFPFRKAMVYITAQVFGAFLAGIIAYGVYKDAIGAFNTTGGSVGADGGSASPVGLSAGGTGTSFFSQPAAFAGVGTGFANEFVATAILACAILALGDDSNAPPGAGMHALIVGLLVTVLSMAFGYNTGPCLNPARDFGPRIAAAVVGYGGEVFTVESAWWIYGAWGGTVSGGLVGGLFYDAAIFVGGESPVNYPRGKRRVIKRKTADGAKRSWWRFKQTIA*

Cadma10444 MVDEQREAGREDGQITGNTTQGDEIPIRPVASTQRSTTPPVRPSMTSPATNVGTAVPPPYAADPESPGAAPLHRAGTLPTRRHHDELDISSTDINRRRGRTISARPKHLERPLSPRSQMFGRSPSTRNRDNGGEGSLGPIPERAQAEPSSSTSRPRRSSVSDRSFVSPGIRKRSTTWNMAPGRQRASTLTRRPTIAIEPQVQATGRDFDAQSNNFTLAGPAQVEAVAANQPYVDPGYTELNPAYDQPMNTRPVWGLAKPLPRVIRPGMVPTRSELKVQIPDAEQQRQDAANVDLEQGRVEATLNLNKLSPQLQLARQQRENRLVETLNRPYTLSPTSPLVRQHSTNQAHSPRPPSINSQVIEEEGEEDNGGRRQRPSDLEPVPEQAFPEWDATSAITEKEEEGDLDGDWIGENIPLNAYDPETDEIHNLHTHWSVIRLRFREPLAELLAVTVQLTLGFCADLVVVTSNSAAGNEATTDWAWGLATMVGIYIAGGISGAHLNPAISIMLWIYRGFPLRKVPVYVLAQLLGAFIAALISFGLYRNGIIAYGGSDLANGGTAGAFITYPRQDYINPATAFFTEFTGTAILAVAVLALGDDTNAPPGAGMSAFVLGLIITVLSMAFGYNTGAAMNPARDLGPRLALLALGYGNGIFRNGYWFYGPWCGPISGAIFGAFLYDAAIFVGGESPVNYPRKRMVRAWKKSRVGKKVRKGRGKVRFWGERRGRDEMGDGAKL*
Cadma13479 MSSGHIEHAHTTGYDAERLHTHDMEIGVTDAVQRHVQRNVVPPKPVSQRKLDFEHSRPRWMREMAAEALGVFFYVYPGIASQASFFLNKTEPVFGSLFQIGWAYAIGIAFAIIVCGPTSGGHFNPAITICFAIWQGFPWSKVPRYIFAQILGSFIAGLVLVGQYWPQISALNAQFKAEGISPNSLGGPGSILCSFPAPTQTNYGYLFFIEFFVDSFIGIVIWAVLDPANPFVAPTSAPFIIGLAYANMVCGFANVTISTNLARDLGTRIVAAIFFGGAAFGDYSAIAILVNVPATIFSTVVYEIILRDSFAIIAKGHAVHEDGEEGLTRHLTKTGTLEQGPAGNIIRGQHTSSDESYPQKQDNSPV*
Cadma14158 MSSDGTAYSPSGSPRAKDWAETHHNEGQYGSGPGLKDPDSAIQNSDQAYANHLEKQANTVGPSPATRRPSDTPRYGHFEHREERGSPTLSPPAPKTHLNNYPTASTAQSTKSNKTQEQLDRQQTISTIRTKIGLDPDPPIVDGHDIHQHLRWSSIRVLLREPFAEFLGTFVMILFGNGSVAQVLLSTGQTTAPGGNGFGAYQSISWGWGLGVMLGIYVAGDSGGFLNPAVTFCFCLFRKLPWKRFPIYFLAQVLGAFCASGVVYANYISAIDQVEGHGIRTVPPSTTATAGIFCTYPQAFLTKASQFFSEFIASTILMLVIFALKDDSNPGAMGKTGAGQMFPLALFFLIFGLGACFGWETGYAINLARDFGPRLMSYCIGYGTQVWSAGGYYFWIPMVVPFLGCTFGAFLYDLMVYTGPESPLNRPSMGFQDLAIWLRLRRGEKKRGGKYDV*
Cadma13991 MTDTKATSLPSPAVSHDEFAAHLNDHAESSHSAHKDTMSEKEIQEAYGEHGPGIDHEIPQKDAIPAHPDLWWSRMRHQFREPLSEFFGVFILILFGDGVVAQVVLSRGEKGDYQSISWGWGIGVMLGVYASGVSGAHINPAVTFANCVYRKFPWRKFPVYMLAQILGAFCASGVVYANYKSAITQFEGGASIRTVPGFSENATAGIFCTYPAEFMTRTGMFFSEFIASTILMFCIYSLQDNGNLGAGNLTPLGLFFVIFGIGACFGWETGYAINLARDFGPRLMSYALGYGHEVWSAGGYYFWIPMVAPFFGCLFGGWLYDVFIFTGDSPINTPWWGFKAMLGMSSKKVKTSHV*

Cadma175 MEDLISDSRGRLIPTQATQFPGSFAPDLRRDSRRYVKSTRWERTVFQYLTDGWDDINIWKSAFIEFVGETALCYLSGMIDTVIGNFHTTQPAAYVGVTNVFLISLFIFAMAPSSGGHVNPVITFATMTAGLTGFSRGVLYLIAQTFGAATAGALIRGSLGGKLATAYQGGGCLLDTKVLEVGQAYLIESMTTFIMLFLAFGVGLDPRCGQMFGPKMGPLLVGCVLGLTAFSTIGIAEGFPGANMNPARCFAFAVARKDFRHQWVWWAGPITGTMAQTIVYHIAPPYHREKALERAASQVQSSPGKV*
Cadma255 MAAISFNHPVTRVDEERGHFFGHEHGFGHHHSTHIISRPFAGRIGGNQQFAINHLHPDRSSILHRTPDAAPYLSWSDSFRLTPLLHLELWKQAFYEGWAMCMFTFLSGLTTLAVAPLGEATSLGGFVPTLIGVTETIISLALFIYVAGPVSGGHVNPLITIGTFCARLATFPRTVLYVSFQLVGATIGGFLVRAAIDNGPLPAKALAGCYLDPQLTTPATAYVIETLSALSLVYLAFGVGLDPRQRLVVSPSLAPILVGFVVGLVLFCSAFVKKGYMGACVNPARCFGLMAASGSWNYHYIHWTGDITGAVINGFFCWLMPPGSNARVDDMTLSPAVEAEESK*

Triat283564 MCHEAIGGSLWEDRLPHAGIDETISSSRQNVRGSQEDTERGSLRRRSRTSRRSTFRSVAPLTTAGQGTQFNLAGPSESQQLRSAHEPFVHPGYGDLNPSYEQPNNTKPIWSLAKPLPRVVRPGMVPTKNELLESCINAELPAENSQKLGLDVDPNELEKGRIDKSADVRKMAAQVTDARVQRENNFIKTILASDAESASGDVAQLVQTRSSQRRATITRPPVQSPLDTVEESVSDHLSTASKKRRSRESQRLDEAEGEIDLGPDELIEGNRSLETLRIDQEAYPEDLHPLVQNLVEDEIHNNHTVWSVVRTHHREALAESLAVFIQLTVGFCADIAVTVANAGNPNTTAWAWGFASMMGIYISGGVSGAHLNPTITVMLWFFRGFPKRKMPEYFLAQFIGAFCACFAAYGVYYVSIQHYVSSGTGTDQEIMNCFVTNQRNPYINVPTALFTEFVGTMCLTVVVLALGDDQNAPPGAGMNSLIIGLVIVCLTISFANQTGAALNPSRDFGPRLALLALGYGSELFTNPYWFYGPFAGTLMGSFTGAFLYDFFIFTGGESPVNYPLDRTQRALRKSGMKWRRRLHLTPKEEEDKVV*
Triat90169 MTTRELNRLHTHDLELGTTEATQKHVPRNVVPPRRISQRRLDFEHRRPRWLRECIAEATGVFMYVLPGIGAIATFTLNAASPIGASAFGSLFAIGFAFALGIAFAIITCAPTSGGHFSPAVTICLCIWQGFPLKKVPYYIFSQLVGGFLAALVLMGIYHQQINEMKELLLAAGKPLVANGAPASILCSFPNPDQSMGYVFFTEFICDCFVGFIIWAAIDPANPFISPAVAPLMIGLAYAAMAWGFGDVTLTMNMARDLGPRIVAAIFFGKEAFSYKNYSPIAILVSIPATMVSSAFYEFVFRDSVSVIQSGHAVHEDGDEALVRHITRTTTVEGIDERRGDYKS*
Triat39327 MSPSLEEEQLAWSRIREYCMDAFSEFFGTMVLILFGDGVVAQVVLSGSTKGDYQSISWGWGIAVMFGVFVGGKSGGHLNPAVTFANCLYRGHPWRKLPVYALAQLLGAMVGAAIVYGNYKSAFDAFEGGAGIRTVTGPTASAGVFCTYPAPFMTRTGMFFSEFIASSILMFCIFALVDPNNVNAGHMMPLALFFLIFGIGACFGWETGYAINLARDFGPRLVSYMIGYGHEVWSAGGYYFWIPMVAPFCGTAFGGFLYDVFLYTGNSPINTPMLGLTRLFRPRKNVWSNTRPSAIDTKV*
Triat31598 MDSLRIFKQRSVSGDNNRNRDRFHPSTIQKHLIASAGEFVGTFFFLWFAYAGSMQYIKQATLSPPSGGISDTTVFFIAHVYSFSLLVNVWAFYRISGGLFNPAVTLGMCLAGTLPWVRAAFLVPAQIIASMCAGGLARCMFPGDLAVANSVLSSDTSIVRGLFIEMFFTAFLVFVVLMLSAERSKDTFIAPIGIGLALFVAMLAGTSYTGASLNPVRSFGCAVATPSFPGYEWIYWLGPFMGALVAAGFYRFVKLSHYEEANPNREETDHPTGDQP*
Triat43816 MPANRIHTLSKRYEKALVIGVGEFCGTFMFLLLSFMGAQVALENNPAADGHKLEPATLLYIASSFGTALAVNVWVFYRVTGGMFNPAVTLGLVLVGAVKPLRALIILPTQIIAGIAAAATVSALLPGHLDVTNSLGGGTSTAQGLFIEMFLTAQLVLTVYFLAVEKHRATFLAPVGIGVSVFIAHLAGTNFTGTGINPVRSLGPAVVTGRFEGYHWIYWLGPCLGALLSFAVYSLLKALEYQIANPGQDAGDPETANEEALAVEEMGTEGLAIVRSRTRSGSAASEARYKRDVAMRRGSAVDGSAVSAADAV*
Triat6990 MRRPSASRDTVRNELVVVFGEFYGTFMFLLMSYIGTQAAIDNNSPGNPEAPLFPFSLMYIAASFGTALAVNVWVFYRVTGGLFNPAVTLGLVLVRAITPLRGLLVFPTQIVAGIAAAAVTDALLPGPLLVANKLSSGTSISRGLFIEMFLTAQLVITVYFLAVEKHRATFLAPLGIGLAVFIAHICGTNFTGTGINPARSFGPCVVTSFTGYQWIYWAGPFMGALLAFAVYSILKWLEYHNANPGQDDDSNVKRNPAGFAITSNDRQYSSSTTGSKPHTPTGHNPRDSGIAQTNSAPQGFQAV*

Triat319992 MEPLQEKPLPADRERGTTQARAASSAVSLSNSSTPAATHKMDLAAFDGSFAPLVRPQAVRLTPWYRRRDYFVGQWFEPALWRSAVVELIATCCQVFVSGQIVATISTYGTPQLGAYIGISNLVLIATFIYAVAPASGGHMNPTITFAAVLTGLCSVPRGLLYLVGQTAGGALGGGILLGIWGKERAIAVRGGGCWYDPSQANPGQIYLNETFASFVLLFLAFGVGLDPRQAALFGPRMGPALVGASLGLVSFSTSGIIPGYAGAQMNPAKCFGNGIARMDLSYQWIYWFGPAVAGIMMGILYNLIPPHHAELCKRKSREMSREMTSDSMAERAEASVIASA*

Xylhe266999 MPSQSSQSRATGSQQQQQQQQSNLTHRNTASSRQDPGQNGERPLPEHRTASHWGFGGHHTGPPDAQHGSHWFPHFSTSGNHLLHHPHHEGTYVHPEYTKLNRHYGKPRKGPLWTLAKPLPRVVRPGMRRDNDIDGTQAVETHAKGGTEVAPQIGNTPGNPESQPQRESEPEQTQPTNEPEQSSADQGDSQRFTEDGRLRRPLASEVHFPPDEKDENGDPQQQPPEYHNWHEHQPGKPPVDHGPHGHGDHGDADVDEFLNAWAHIRHMFREPIAEWLGTAVTVCIGVCADLAAVTSGPTANTVPSPTWAWGFGCMLGIYISGGVSGGHLNPAISIALSVFRGFPTRNCIIYIIAQFLGALTGGGIALALYRDAILKFDNGVLNPLTTGVAMYTQPKSFISPATSFFNEYVGTAILACSVFALGDDTNAPPGAGMHSFIIGLLVVVICMSFGYNTSACLNPARDFGPRLAALMAGYGHTTFTAYHCWWLWGAWIATTSGAIAGGALYDIAIFIGGESPINYPKKRRYRAWLKLQARWWRRLGLLGFARDRQKAEDLEEKISEAE*
Xylhe198721 NFWSKIRYHLREPIAEWLGTSITVLVGTCGSLSVATSAGQAGSFLSMNWAWGFGVMLGIYIAGGVSGAHLNPAISIVLSIYRGFPAKRCLVYICAQLVGAITGAGIAFAVYKDAILHLDHALIPESTGIALYTQPKAWVSPVTGFFNEYVATAVLACAIFALGDDSNAPPGAGMHSFVIGLIVAVLCMTFGYNTGGCFNPARDFGPRLVALMGGYGRESFIAYRCWFLWGGWIATIAGAIAGGGLYDIVIFTGGESPINYP
Xylhe215125 MDSFPISRGLADAAARPRRHKTPPAISRFSPTNLPNGFRNHLIAMIGEFVGTFLFLFFSFAGTQVANTAASSTMGPNVGTLLYISLAFGFSLVVNAWIFFRVTGGLFNPAVTLGMFLIGAVPAVRAVVVFIAQLLGAMASAGVVSAVFPGPLRVATQLGMGTSKSRGLFIEMFLTAELVLTIFMLAAEKHRSTFIAPIGIGLSLFIAELVGVGYTGGSLNPARSFGPAVVNHSFPVYHWIYWVGPGLGSLLACGFYKMLKSLEYETCNPGQDMNAKEAERLDKEEAEKPISERRQSDIEPGVEPTISSPSQQYRSSDAPMTSEDSYRNGPVIEAGSPSR*

Xylhe044 MQKEKHISAMEQKNAVTEDSHVSDHGQVDVPSDIANFKGSFVRNGLGAQHEPKIVPANKGQVAQWNAYLLDGWDCPGLWKGAFIEFIAATLLIYLSGLIDTTLTNFDTVIIAPFVGISNIFLLALFIMAAGPGSGGHINQTITFATLLTGFTGFSRAILYMTAQTAGAALAGGVLRGAYGKARIEKYHGGGCFIDPNTVSSGQALLIEVVSSFTLLFLSFGVGLDPRQARLYGAYIGPLAVGCVLGLVTFASAGIVPGYTGASMFPGRCFAFAIARGNFSNQWVWWVGPIGGSFLQAFTYWVAPPYHSAPVPDAARERKETMA*
Xylhe054 MATIEQEFIPTRLRRASSSTYSYSTAFYDPPYAGRLGANQEHAVASDDPEYAEIVARTPDAAPFLTWREALLDWKGFGEVGLWKAAVWELWGTMMLVVLTGAVSIGLGRISSPYIYHSTIIPALIGSAATTIILPLLIFAAAPVSGGHLNPLITISTFFAQISTLPRTLLYVVFQMLGGVIGASFLRAGLGRRLNPPETGGCTIHSEISYGSAFALELIFATTLLFLAFGTALDPRQNKSFGPALAPMLVGLAFGICGLASGLLRAGYTGASLNPARCFGLMSASSFTHRFNTYHWIHWIADVLAAGLNALVWALVPVFRRKI*

Lipor337367 MSNEGVLPTVERNAASTSSTLEREKTIRTASVPGAGILQPVANRVAGLPDHARNELIAMISEFVGTFLFLFFAFGTAQAANSDPYLTTAGSNPSQLVMISLGFGFSLAANVWTFFRVSGGLFNPAVSLALALVGAITPIRAALLSVSQILAGICAAAVVNALTPGEILFANALGSDVSTTRGLFIEMFLTAQLCVTILMLAAEKHRARPFAPLGIGFALFIAHLVGVYFTGAGVNPARSFGPCVAIPSFPNYHWIYWLGPILGAVLAAGLYKLLKILQYETANPGQDDDGFGVLVTYVEDEKLGTKVRGGHLEP*
Lipor326481 MEIEKATAGHGLAGTDIWSADDSNCSSTPLSDFSSQRYYKRAQSPSPMVEHEDFLIRPDIRGKDKEERETEERRRHIKISLYKRFRRESREPLSEMLGSALLIILGDGAVAQALLSNFEMGNEVTINLCFGFGLTMGYLTAITGGAAGHLNPAITLANCLFRGFPWRKLPIYVLAQVVGCGIGAACIFGIYRNAITAYDGGRRQVTGTLRTAGIYSTYPVSFLDLPGRAMQEFFATIVLVFFVNAVACQSSPHLSYKLPTEWNLIRALVLGLALYGIGASLGWQTGYAINPARDFGPRLVSYMAGYGREVFTTAGYYFWIPIVMPCVGAITGQLLFDFIVYEGEHDNFVTNPTMAVERLMENMRRNKKSLDADIEESRFDGTRKYSKRPLHEKKVAGTGA*
Lipor334472 MSVRRIVDKEFVSRPEIQPEIEDNDIEDTVPLARTSSYRRLRRAMREPLSEMLGSSILVIMGDGSVAQALLSNNRMGNEMTINLCFGVGLSMGYLVAISGGAAGHLNPAITLTSCIFRDFPWRKLPSYVLAQMIGCAIGAACILGLYGNATTAYDGGQRQVDGALATANIYATYPVDFLDFPSRLIQELFGTLVLVLFVNAIASQSSAPIASPAELALIRALVLGLSLFGIGTSLGWQTGYALNPARDFGPRFVSYVAGYGPKVFTTAGYYFWIPIAMPCLGAIIGQIVFDFIVYDGESNNLVTNPNIFVNSTRRIWWRLAQGFNGI*
Lipor167918 MRISILASLGSILALTLGPCSADEFIKAVSDDAYLWPMSGAVFDTIGFHMDNLGGDMSDLSGQVRFESAGMTLEQASMPGVLIRDIGQPMVTRLSLAKGTTTSYSFPNTDGQSVDLYISASTCIQPSSAQSSNLSMDAYVSDLALRFVGKLQLSGQSADEASVKYNDTFKNGVFYSQFSLEESETAYIEIIAPNYDDNSWNGDWTVQILATPYQFDGTGDTLNMTIVDTDASSVLLATGALSDVTSSPPYSMYVYDDGNNSIRSLNGSYCAITSGSFAAQASNTSITSTILGNNTREILFAEGLESASNYQAYVVEANSTVSGAGVIHDVVAFTTKTNSTCQVIYGLDFCNEVSYSVPSNSSMSRDDLRNWYDDLTKGLYSAFNKSMQIVQCDVNADIRYTIMRTCDQCRASYKRWLCLSLIPRCYESSSISAGLDDSGLSAVSGLAYRTPGTSRNSFLNDELKPDDYMELMPCSYTCHKVMQDCPCDLQFTCPLPQKGLFNVYGLLDDTMHNGANFELDTARCNFLGTVDAFSAAIPSPGGINLKLTVAIVSAMTFFLMR*
Lipor342385 MSSSEKAADSNGELRQRRVPLRTTRKNESDNAQFQGSFAAGTRQEQWTVVKEPGTWNTICHYVTYGWNKKTVWKSAFIEFIGTAFLAYITAMTSITVVNFQSPFLPAYVGVVIAIYISLFIYATAPSSGKCGHLNPMITFSTLLAGLIEFPRAVLYILAQTGGAALAGGMIRGCLGEATTEKYRGGGCFLNTSTADSLSIGQAFLLETIFSLICIFMAFGVGLDPRQAQLFGPSIGPAMVGVTVGVLIFTSAGLGFAGFSGPSLNPGMCLAYSVARRDFENQWIFWIGPTAAAFVHAAIYRTVPPFRLVQISDD*

Tappo1089904 MKSPLKPYFGEFYGTLILVLLGDAVIAQVLLSDHLFGDWFSITIAWASGLLLSAYCSSPSPTVNPSVSIAMSVFRSKKGNTWSKCARSIIAQCLGAFVAAALVYFVYAESISLYENGTKTIPGGSVLSGKEGHHTAGIFASYPTTHLSMGSATLDEFMGSLILMFGVLIIGDSAAPSIVPLANFVLLLAIGCSFGWQTGFAINPARDLAPRVFSALVGYGMEVFSVGPWYSLIPVFVPTAGCLVGAFLYDLTLYEGDESPDWVLSLRSKLGIDSNRGEIQLA*
Tappo1300026 MSDNDLRRQKTGELELGISEAAQKHIERKIVRAPPASPARIAYEKSRPQWLRELAAETTGVFIYVFPGVAAITSLTFAAIDAAAPGTTAPNAALFGSLLNVGLAFGFGIAFAIITSASVSGGHFNPATTVCFIIFQGFPVLKGLRYICAQILGAFLASIFVYGMYHQQYSAILAAGVPPESLISTLCSVPLPDQSAGYLFFIEFFVDFFLGFIIWAVLDPANPFVSPAGAPFVIGLAYTTMVVAFANVTISTNTARDLGGRMVAAAFLSTEAFTYKSYPWISILVNIPATVMAVAYYEFVFKDTMTTIEGGHLSHPDEYNQDDTFETSSGLGGTRLGRFLSNRHTSGGSADMKRPDLRHSTKAL*
Tappo1300025 MSDDDLRRQRTGELELGITEATQKHFTRKIVRAPPASPARIAYEKSRPQFLREMAAEATGVFFYVFPGVAATASLTFAAIDAAAPGTTAPNAAIYASLLNVAFAFGFGIAFAIITSASVSGGHFNPAITVCFVIFQGFPIRKAIRYIFAQIFGAFLAGLFVYGMYHQQYSAILASGVPATSLIGTLCAYPLATQSLGYLFFIEFFVDSFIGLIIWSVLDPANPFVSPAGAPFTIGLAYTTMIVAFANVTISTNLARDLGTRMVAAAFLSTEAFTYKSYSWIGILVNVPATVFAVTYYEFVYKDTMTHIEGGHLSHPDEYNQDGSIEKSSALGGTRLGRFLSNRHTSGGSADMKRPDFRHSDMAP*
Tappo1277613 MAPALTSPTSSLSKYDITHAEHNVSGRTPPEGLPSDAQYAHFRPQADLSAPKFIQLEQGALNVPPPITLKPKNLMVTLKQRWYIREGLAEYFGCMFMIIFGVGSVAQVVLANGTKGDYQSISWGWGIGVMFGVYIAGGISGGHLNPAVTLANCVLRKLSWKKLPVYWFCQTAGCFTGAAIIYGNYRSAIQAYEGGDMRTVGLTTSTAGLFCTYPADFMTRTGMVFSEFVASTVLMFCIFAIGDQDNNPAGDKGPLILFFLIFGIGATLGWETGYAINFARDFGPRLFTYMAGYGTGVWSAGGYYFWIPMVVPFLGCLTGGTLYDLFLYSGASPLNASKFGVAGWRHEDWHEEENRVMKDAASL*
Tappo1277612 MSDLEKNDARQRQSSAREARSSAVNSSSEPAHQPDNYHEQWAPRFRQIQSQGPSKKDEEFDPMLDLTWVSRVRRYLREPLAEFLGVFVMICFGDGSVAQVNLSNNEYGEYQSISWCWGIGVMMGVYIAGGISGGHLNPAVTLANCLYRRFPWSKLLPFAFAQILGGFCGAAVVYGNYHSAIDTFEGGDLRTHATATVFATYPADFLTTTGQFFSEVVATALLVICLFAIGDERNNPAGDFGPLIIFFLIFGLGAAFGWETGYALNLARDLGPRLLSYAIGYGGEVFTYGMNFSIIPCTAPFVGAIFGGAIYDLLIFTGDSPFNRVHFGLDDWRWKQTMLHPVDEIADALPDALVPTKTREDESPAEPDHSSSSSSQNHEAGLKTLDTDASYAPQHNSLHVEHYNDPTYAPRQKEPNVAFLR*
Tappo1302952 MAEYVGTVLFLMFAFGGTNVANLPVSDSSAGSINAAGPNPSVLLYISLCFGFSLTVNAWVFYRISGGLFNPAVSFALALIGSITWLRATLLTIAQLLGGITAAAIVDALSPETLNVTVSLATGMSRTKGMFLEMFLTAELVFTIIMLAAEKHKATYLAPVGIGLSLFIAELWGVYLTGGALNPARALGPAVVIRSFHDYHWIYWLGPYLGSVIAAGFYAVNKLLRFENTSRTVSK*
Tappo1303368 MILRDYHDQPFADRNYGAIRGLFESPMRKIIRHEGIAFIGEFVGTFSFLYMAFMVVQIVSLSREDVRGRHTSDEGGFLLLAFAFGMALAVNVAIWYRVSGGQFNPAVSLGLMIMGAIKPARFLVVVVAQLLGAVLASVVVQALTAGELIVVTHLPTTGPKVTAAQGFFVEMIGTAQLMLTIFFVAVEKHRATPLAPIFIGFSLLLIILMAARFTGASVNPARTLGPAIVAGSFKDIWIYMLAPFTGSLLATSIYALIKWAGYQDVNADDEPRPMSHQLQEHLQRTF*
Tappo1298756 MGGRYEDPKIDHQRGSGSSGLDGVYDGHQSFDDLPEITEKEPKSYMTTSQKYQLRLKNHLLAMIGEFVGTVLFTFFAFGGAQVANIPTTSITGATTTANSGSTAAATAQAPNTSSLQFIALSFGFSLTVNAWVFFRISGGLFNPAISLGLALVGVITPVRAALLSVAQCLGAISGAAIIQALLPGPLYVTTRLSPSMSTVRGLFLEMFLTAMLMLTIFLLAAEKSKTTFLAPVGIGLALFITQLVGVYYTGGAVNPARSLGPDVVIRSFPHYAWIYYVGPILGTLLAAGFYKMMKVLHYETVTPDADAEAEVETATMQPAEKKKRKKNPNLAMSAPKVDAAQGPGIGDYAAKGSNLGPDLESSRAAVTSA*

Geopy171 MTSQNFTQENKSIQPIPRSFSKFRSQDNSIPPTSERIVDIPNFKEDLKYNYDRPVSCGSTNSGATLIPTINSRFAAANSTNDDAIHIDMPKKKTNDLQDIEMYSFENDEPKEEYLSLREMFDKKELLKIHVWRQACAEFVGTLCLEFWIGAVVVGTLVSDFTLKPFLIGFGHLPILTLLILVIGPISGAHINPLFTFATMFTRLMSVPRGLVYIAFQIAGGTVGALLLKAVTSSDYIEKTNLGLCNFDSKKINAGDAMLAEAIFDFGLLMVLFLTAFDPYSKKNFSPKVAAFIIGSTFATLAWLSGGINSGWGGASLNPVKCFAYSVALSDFSDHWAFWVAPLLASSVYALIYNILAPYAPLSSTRSRRNKTVRA*
Geopy098 MPNKNQSSLDVADGFRFEERIPEDPVPIKQHGIIEEPVSTINLKSQERSMTEVSIDSVVTLTSDFPKDKNKLQMISIPEEIKKTCVIDIPSLKNTTVPVEEEFLSLRAMCDYRPLYTINFWRQVCVEFLGSLLLQFFVGAAIVGTIVSGFPFPSLLIGFAHLPIIAVLIIAIGPISGGHINSLITLATMFTRLMSLPRGLIYIIAQLFGGIMGAFLLKTITSEKFTKQTKLGLCNFDTREISPIGAMIAEATFDFAIILMVFSVVFNPHCKKNFTLKEVAIIIGSAFGLLVWLSSNLNLGWAGASLNPVKCFAYSVVVSDFAHHWTFWVAPILASMLYGLIHNIISPFQNLF*

Geopy1701 MYPLSPPFPAPSHDYLIIPNYFHPTTFQYFNFDFTIISGTSGYGSIEGPGEGAGKAAAGPQSTEIHQHDLHGWRGLKYRFREPFAEFLGTFTLVSFGLGGVAQFVLSRGSNGDWLTVALSFGFGLALAIAVSGSVSGGHLNPAVTITLAVYRRFSWLKVPVYIISQFLGAFVAAAVVYANYSSAISAYDGGRREVTGTSATAGIFATYPVDFIGVAGAFFSEALGTFFLLLIILAVTDERNTPTSKYTAAITIGLALATIALAGGWETGFSLNPARDFAPRLFTFFVGYGFQVFSASNFYFWIPLVAPVVGGLIAGAVYDGLIYTEFNS*
Geopy1482 MADYSKDLAASFSEFIGTAYFVFFGVGGSVALTNNIKDTNPGVALIAGPLAWGFSLLVTVWVMASSSGGVLNPAITIGLMATKDIRLIRGFLYIIAQFLGALLGAYLIEVVQPGQSGGATTLASGTTVMEGLLLEIFCTSILTFAVYILAIDENSDCPALGIGWALFISAIAAGPYTGGSLNPARTFGPALVTGDYGTANWIYYLGPILGALLASAFVTILRKMGEYKEKRDEKLREKEEKLREKREKSHPHEFRSTREPKNKAPERDYDSGIIEITKE*

Moral1948 MWADIRAKWIGIRYKYRKPLAEFAATAIMIAFGCGAVAQTVLSANNTWFSVSLAWGLGVTIAVHVAGGVSGAHLNPAVTFALALFRGFPWADLPIYWVAQIAGAFVGALVVYVANCSALRAADREKTMGVFFTARQTTEVSTVDAFVFEFIATALLLIIILATTDKKNNPAGVIQPLTMGLSITLIGTAFGYQTGYAINPARDLGPRFFTAISGWGFGVFSRQDYYFWVPIVAPLLGATAGACVYDVFICSSDPKTDDTEHIC*
Moal10232 MPHLPHHHHHSETDPLIERVERGAAHAHYEARSKWAGIRHKFRKAFAEFLGTAILVAFGSGAIAQLVFSEHNSWFTMSLGWGLGLTFGIYVAGGVSGAHLNPAVSLAMVIFRGLAWADFVVYSIAQFAGAFAGALIVYIFNYAALQAADPKKTIGIFVTGLQSENVSTTAGFFAEFLGTALLLLVILSTSDKGNTPAGNVQPLVIGLALTAIGTSFGYLTGFGLNPARDLAPRLFTSIFGWGLTAFTRQSWYFWVPIVAPFLGAIGGAFTYDLLVYSSGPSPLNN*
Moral4868 MDTKSSAKGWAIQALAEFIGTAMFLYLAVGGADSVSRGVAGMNILGQSFAFGVGLMVTAWAFFRISGSHFNPAISLSSLITGHISVPKFVLYFIAQILGALLGVALVRGTTPSTESIGQINTLMSGQSIARGFFLEFFLTASLCFVYHMVVHEKNRSTFMAALPYGFALFSCHLFATRYTDAAINPARAFATSVVARNFTREHWIYWFGPLTGAIFGAALHILFRFLDYDHHNAGIDAENQAQYMRAQGAYYGDANTTTYAGHSTHIDNDVSHGNHIDNSVSHGNFVNHGDQVNQVHQTPAGTTTTTTAR*
Moral7508 MDTRSSAKGWAVQALAEFIGTAMFLYLAVGGADAVTRGDFSGYLATSFAFGIGLVVTAWAFFRISGSHFNPAISLSSLITGHITVPQFVLYFISQILGAMVGVALARGTTPSTEGTGFGQVNALMNGESVARGFFLEFFLTTILCFVYHMTVHEKNRSTFMAALPYGLALFSCYLFATRYTNASINPARAFAVSVVARSFPRDHWIFWFGPLCGAILAAGLHILFRYVDYDHYSAGIDAENQAQYMRAQAAYNNPDMVHHNVHGAPNSHVNHGPNGTTTTATTNSGVIAN*

Moral10332 MPSMQDVAVPAKQVISQLQRWYVPAIGEFVGTAMFLYLAVGGADAVTRGASEGTAILGVAFAFGMGLMVTAWGFGRISGAHFNPAITLSCLITGNVCVGKAIMYFLCQLLGACLGVAMARGTTPHSEQIGQINYLHNGESIARGFFLEFWLTSILCFVYLMTTEERNKSSFMAPLPIGFTLFSCHLFATRYTNSSINPARAFATSLVSRRFTDEHWIYWFGPFGGGIVAAALYIFFCYFDFDIVTAANKAQLRAEAAAAPGEIVKVDVVSASAASSSLDGLAINPSAETLITARVA*

Rhipu681 MGKGFTWSGMVNRKSASASSSTLDEEREPLMPAECRAQIVDYDETMVPPRGPVLYTASNKYVAAFRRFRSTHREFLAEFIGTLILILLICGVSAEQTLNIGNKSWLMSSIGTGLAVLFAISVSGHISGAHINPAVTVTFWAFSGFPTRKVPIYIAAQFLGAFAGAALLYSMIYPALNEFDGGVRQILGDKGTAGIFATYSPLYVGTGAAVASEIIGTAILLLLIMVTGHPNNMPFHTIQGFMIASGLMVISMALGYTSGFSLNPARDIGPRLFTAIAGWGPGVFTIRDYYSFVPMFAPLIGGLVGGFVYTIFIDHA*
Rhipu6272 MNYGANGSASSVAPPLSPTLTVSYPSSSEAAQPGKSAVIDLEKQSHALNREEIVNVHYTDYGHDIQVQNRTSMTRWQQSLFRLRYARFKTRDFLAEFIGTLILILLVDGVAAEQCLNVVNKSWLIVALGNGLAVLFAICICGHVSGAHMNPAITVTFWLFKGFPSRKVPVYIAAQFLGAFSGAALLYLVIHPALHQFDGGTRSILGDYGTAGIFATYPPLYVGIGPAIASEVVGTGLLSLLVMVTGNPKNQPFCAIQGIVVASGITAILLALGYTSGFSLNPARDLGPRLFTAMAGWGIDVFRVANYYAVVPAFAPFLGAFLGGFTYTIFIDHSSISGMMQEPV*

Cunech241350 MLWKRSLSVSSTEETEPLLVSNYSNNDSVNQGYIYKNKYIRHVADFGRSHRSGYREYLAEFIGTCVLCIFLCGVSAEQLLNEDGNKTTLAASIGSGLAVLIAISISGHVSGAHINPAVTITFWAFSGFPTKKVFGFIFSQFLGAFTGASILFGVIYPAINEFDNGIRQIYGKQGTAPNYSISSVISEIVGTALLCLIIMSTGHKNNLPFKNAQGCFIAVGIVVISLTFGYTSGLSLNPARDFGPRLFASIAGWGFDVFKDHDYYFLVPLITPLFGGLIGGAVYTVFIDQ*
Cunech285912 MSDSPSIPRPALYRSNPSEATLTDTSIIYIDSIYNNNNNNNNSNNNCHLSSKTLIDKHHHQQKRYANYPSWIIPWRNFRYKHREFFAEFIGTFVLVLLINGISAEQTLGVTGTKSWLTTSFGSGLAVLVAISISGHVSGAHLNPAVTLTFWIYSGFPKKKVLPYISAQMMGAFSGSAILYTMIHPAIDIFDEGERQINGPMGTAGIFATYPPFYVGPYTAIASEILGTALLLLLIMVTGHPNNSPFYSMQGFMVAAGLMIISLALGYTSGFSLNPARDIGPRVFTAIAGWGVDVFTVSNYYAFIPMFAPLFGGVLGGFVYTVFIDADEPAPAC*
Cunech258863 MVLIRTAPKTSLRSDIVAAIVEFIGMAVFIFLAFSGTQSALMAPIPVEKGPTTNQILEVAFSFGVGITVGLFICAPISGGALNPAVVLSLVMAGNMSWLRGILIFLAEIVGGILGAYFCHFVTGNELQAANLLDPGFNYAQGFFAEMILTMILCLVVLFVIVDGQFLATYAPLVVGSTIFILHVCGVPIDGTSVNPARSFAAAVVTGKWTNHWIFWFGPLIGGFFAGLIYFGVKFIAPTPETIDEEKQAFYGHESQAVGQNPPSVNATRVAVQ*
Acate1000072 MLDDHHDHITLHHPQHSTYSPLPPRRFQRHSGLFTQLPLPTPSAAPTLFNAETLPELDETSIHSEVGKRTSSSRQLKWPGWPSIKSFKDPKLLKSAAMEFIITLLFTYTSHSISLSAHNTPYSIVVVALLHVFLITFIIMATSSVSGAHFNPSVTLATLLTGIISLPRAILYICAQIAGASIAGILVRVATSDSPQLNQYRCDFDMDTIDLEAILINDTITNAMFLFLTLYIGLDERNQKAYGNLAGPLACGSIVGVMILASGPIQNGLAGASMNPARCFGMDVAARNFGGHWIVWTTGLMAALCNAIVYNFIPPHL*

Basme033 MESSRLSPPDGFVSQGATELRPHETALNVGVPLSNEHLASLEQHITRSRQASLNAIPHRKSLSGVPTPEFHPDVIADEDHLSYEQMFDWSEFRNPAIWRSGVHECFLMALYVLVSCGVTVWAVQVGGPVVSLDVGLGVFVTLTLYIMGSASVSGAHFNPCITWTAVFTRLCSVPRAIIYLGMHCIGAMLGGAMLRAACGEAVTEATKLGSWGFKPEIVSVGQAFCLEFFFSWSYVWLTWGTAIDPKQQKVFGPVVGPICVGLALGLNIYVSGGLTDGYGGVGANPAKFFGVAVASGNFQEHWIPWIAPLLACMVHGCMYWVAPPHHEAEKRKKD*
Basme565 MSATDANQNEAMTTVMVPVANETTGPLSLHVSHCRQASLKPSPHKKSLSRQPATDDHKRKGSDADHLTFEQMFDWSELLDFSIWRSGIYVCFLMMFYVLMSCGVTVWAIRIGGPVVSLDVGLGTFGTQTLLALSATAIPGSQLNTMATWTAVGARLCSVPRGLIYMFMQCVGAILGGAALRASCGHIVTEATKLGSWGYNEEVVTMGQAFCLEFFYSWAYAWLTLGIGLDPKQRKVFGPVIPGTCVAIALGLNIYVSGGLTTGYIGVGGNPGKYLGVAVASGNYQQHWIPWFAPLCASIVHCSLYWIASPYHEYVSS*

Basme50562 MGVEDPTNLDLGDSYSQEETTLTPLQKAINSVAANFRYEYREYFAEFLSTMVLLIFGNSVVHQVFLNKEGTSGNYLSINLGWGLGLTVAIYSNAGISGAHLNPAVTIALALLRGFPWKKVPGFIFSQVLGAFCGAALVHSLWYQDIDIFDGGVRQVTGPQATAGFYATYPQPFLNSGTAFWSEFLATALLMIALLGCGDKRNAIHAPANPIFVGLLVVAIGICTGFLTGYAINPARDFGPRLFTWAAGYGTAVFTTANYYFWIPIVGPILGAVVGGVFFEFLMCGQPAPKNIF*
Basme129234 WSRLETARNQVCAEFIGTFLLMFFSYAGNAQSILYQSQFSILAAPLGLAAGLYVSGGVSGGHLNPAITISFAIHRKFPWRKVPRYIGAQVLGAFCAALFAFLYYWPDINHFDQGLHRVTGEFATSGIFAYNPPSYRSNLAGFFREVINDLVFLLGIYGITDVKNGQANGYVVLGVSFHFLAVLVCFGKEIYLAAGMGGNAINPAGDFCGRAVAAMVGYGSEVFSANSYYFWITLIGPFLGASLGGLFYRLFIH
Basme223097 MGLEDPTRLDLGDTSSSQEDVPLTKLQIAIDRVASNLRYEYREYLAEFLSTMVMLIFGNSVVHQVLLNTKGTSGEYLSINLGWGFGLTAAIYSNAGISGAHLNPAVTVTMALFRGFPWKKVPGFICAQVIGAFCGAALVHSLWFQAIDEFDGGVRQVLGPKATAGFYATYPQPYLNIGTAFWTELLATSLLMIGILGCNDPRNAVHISANPIFVGILVITIGMCTGFLTGYAINPARDFGPRLFTWAAGYGTEVWSAYNYYFWVPIVGPMVGGVVGGFIFEFLMCGKPKPRNLFQGSQDSNL*
Basme231814 MEGFLSTPHSIPICNPDPEHKLYYSRNFRSTYREYLGEFLGTFVFISFIIGVVQQCKMEIGGYSIVGNTIPWGVGFAFMLGHFMCNGISGGHVNPAITLSMAVNRGFPWKKVPWYIIAQVFGAFCSALLNFTYFHAQIVRFDKGTRDIESAGLFVAFLPEYMTIGTAFYAEFIDTAFFALCIFAITDRMNIGATHYTPLALGMMMCGIGLSFGSLTGFNMNPARDMGPRIFMSIAGWESIPWTGGDHIFWVLWVAPALGAIVGGFIYEFFACSKPNKQFN*
Basme233018 MGLRYRYREYTAEFASMVILMVLGLGVIHTSILYPHQQNFFGINWGWGLALTMAIYSNAGMSGAHLNPAVTLALAISRGFPWAKVPGYIFTQTLGAFCAAGIVYGVYHRSLDTFDGGIRQVTGEKGTAGLYAGYPQPYLSNGNAFLVEFLLTCIMMFIVLAIGDRRNATHSAIIPLAIGLMLVCIGVTIGGLNGYSLNPARDMGPRLFLLIAGWGTEAFSAFHYYFWIPMVAPTLGAIVGAILFDFIHLVDSPDQESRGESDTMIQRHRR*
Basme238666 MLRSRYRCYLAEFFSTAILVFLGLSVVTQVHVNMKGAAGSWLSINVGFGFAFSIAIYANAGISGAHLNPALTLALWLLKGFPLRKVPGYIISQLLGAFAGAALVYSIFYPAIDEFDGGVRQVTGALGSAGFFATYPLDFLSNGNAVYTEILSTCVLVMAVFAVEDMKRHNLVEFAPIFLGLTLMVIGISTGYLTGYALNPARDLGPRLFLLVAGWGKESFTAYNYYFWVPIVGPIVGGTLGGIMYSFFIYCGPHNKTDEKAAPSLEYE*
Basme307273 MVTISEASEKVIEIPESDGTPRTLITSRSIAMNTPRISEMSDGTVLSEVTPLTAIIQGRKFPIIYRFRQNYAPYLAEFLGTLVLVFVGLSVVNQVLLNYSQVAGSWLSVNIGWGFSLSIAIYVNSGVSGAHLNPAVTLAFAAFKKFPLRRVPGYIFSQVLGAFVAACLVYSVFYPMLDQFDGGVRQVSGPKSTAGFFATYPQEYLRNGNAFYTELLSTAILVMGIFASQEFQVADLAEFAPIFLGVLLMTIGICTGYLTSYSLNPARDLGPRIFTSIAGWGRGVWTEHDYYFWVPLAGPIVGALLGGILYELFICTKTPNTARTRK*
Basme326148 MGLRYRYREYTAEFASMVILMVLGLGVSHTSTLYPHQQNFFGINWGWGLALTMAIYSNAGMSGAHLNPAVTLALAISRGFPWAKVPGYIFTQTLGAFCAAGIVYGVYHQSLDTFDGGIRQVTGEKGTAGLYAGYPQPYLSNGNAFLVEFLLTCIMMFIVLAIGDHRNATHSAIIPLAIGLMLVCIGVTIGGLNGYSLNPARDMGPRLFLLIAGWGTEAFSAFHYYFWIPMVAPTLGAIVGAILFDFIHLVDPPDQESR*
Basme328970 MHSSNQSQPTIVIDTPEYFPAWGRLRSTYRCYLAEFFSTAILVFLGLSVVTQVHVNMKGAAGSWLSINIGFGFGFSIAIYANAGISGAHLNPALTIALCLLKGFPLRKVPGYIISQVLGAFCGAALVYSVFYPAIDNFDGGTRRVVGDLGSAGFFATYPLAFLGNGNALYTEILSTAVLVMAIFAVEDMKRHNLVEFAPIFLGLTLMVIGISTGYLTGYALNPARDFGPRLFLLIAGWGKESFTAYNYYFWVPIVGPILGGVLGGAIYTFFIHCGPHHRDTKKMALSVSY*
Basme333109 MAEFFGTLLLVSLGLAVIHQATLGKGATGTFLSVNLGWGFALTLALLLTGRVSGGHLNPAVTIAVALVRGMRWGKACGYIVAQLLGAFSGAALTYLYFYPLIKAYENGPRVVGGEHDTAGLYASYKNPAISTFSAFIGEFLATGVLIIAIFTATDKRNNIPSYCGPFIIGLSAISIGVSLGSVTGGSVNPARDLGPRVFTAIAGWGPSVFTAGNYYFWVPNVAPILGAIVSGTLYEFFIC*
Basme368551 MGLRYRYREYTAEFASMVILMVLGLGVIHTSILYPHQQNFFGINWGWGLALTMAIYSNAGMSGAHLNPAVTLALAVSRGFPWAKVPGYIFTQTLGAFCAAGIVYGVYHRSLDTFDGGIRQVTGEKGTAGLYAGYPQPYLSNGNAFLVEFLLTCIMMFIVLAIGDHRNATHSAIIPLAIGLMLVCIGVTIGGLNGYSLNPARDMGPRLFLLIAGWGTEAFSAFHYYFWIPMVAPTLGAIVGAILFDFIHLESEFNVNLGLQDPLNTIRRAYHSEIFYWPTIHLILRCSVETSIPYLSS*
Basme207572 MLDWSEFRNPKIWRSGVHELFLMALYVLVSCGVTVWAVRVGGPVVSLNVGLGVFVTLTLFIMGSASVSGAHFNPLITWTAVLTRLCSVPRAIIYLFMHCVGAILGGALLRAACGEAVTNATKLGSWGFKPDVVTVGQAFCLEFFFSWSYVWITWGTAIDPKQQKVFGPVVGPICVALALGLNIYVSGGITDGFGGVGANPAKFLGVAVASGNYQEHWIPWIAPLCASIVQGALYWVAPPHHEAEKPKKD*
Basme207752 MQRFLNAGALGNIRASNREYIAEFFGTFVFVSFIIGVVQQCKMEIGGYSAVGNTICWGVGFGFMLGLYMCAGISGGHINPAITLTMAVNRGFPWKKVPWYIIAQVLGAFCAALLNYTYFHAQIVKFENGHRGIESAGLFAAFLPDHMSTGNAFYAELVDTAFFAASIFAITDKLNAGATHYAPLALGMMITGIGLSFGSLTGYSMNPARDMGPRIFMSIAGWGDIPWVGGQHFFWVPWIGPALGAVIGGFLYEFFACSTPKNMFK*
Basme214444 MLDWSEFRNPKIWRSGVHELFLMALYVLVSCGVTVWAVQVGGPVVSLNVGLGVFVTLTLFIMGSASVSGAHFNPLITWTAVWTRLCSVPRAIIYLFMHCVGALLGGALLRAACGEAVTNATKLGSWGFKPDIVTVGQAFCLEFFFSWSYVWITWGTAIDPKQQKVFGPVVGPICVALALGLNIYVSGGITEGFGGVGANPAKFLGVAVASGNYQEHWIPWIAPLCASIAQGAIYWVAPPHHEAEKPKKD*
Basme231096 MLDWSEFRNPKIWRSGVHELFLMALYVLVSCGVTVWAVKVGGPVVSLDVGLGVFVTLTLFIMGSASVSGAHFNPLITWTAVWTRLCSVPRAIIYLFMHCVGAILGGALLRVACGEAVTKATKLGSWGFKPDVVTVGQAFCLEFLFSWSYVWITWGTGIDPKQQKVFGPIVGPICVALALGLNIYVSGGITDGFGGVGANPAKFLGVAVASGNYQEHWIPWIAPLCASIVQGAMYWIAPPHHEAEKPKKIV*
Basme234148 MLDWSEFRNPKIWRSGVHEMFLMALYVLVSCGVTVWAVQVGGPVVSLDVGLGVFVTLALFIMGSASVSGAHFNPLITWTAVWTRLCSVPRAIIYLFMHCVGAILGGALLRAACGEVVTEATKLGSWGFKPDVVTVGQAFCLEFLFSWSYVWITWGTGIDPKQQKVFGPVVGPICVALALGVNIYVSGGITDGFGGVGANPAKFLGVAVASGNYQEHWIPWIAPLCASIVQGVMYWVAPPHHEAEKPKTC*
Basme247457 MLDWSEFRNPKIWRSGVHEMFLMALYVLVSCGVTVWAVQVGGPVVSLDVGLGVFVILALFIMGSASVSGAHFNPLITWTAVWTRLCSVPRAIIYLFMHCVGAILGGALLRAACGEVVTEATKLGSWGFKPDAVTVGQAFFLEFLFSWSYVWITWGTGIDPKQQKVFGPVVGPICVALALGVNIYVSGGITDGFGGVGANPAKFLGVAVASGNYQEHWIPWIAPLCASIVQGVMYWVAPPHHEAEKPKTC*
Basme247587 MLNRGAIGAFRSHFREYLAEFLGTMVFISFIIGVVHQVKMGLGGYADTGNTIVWGVGFAFMMGLFMSAGISGGHINPAVTLAMAVNRGFPWRKVPGYMFSQLLGAFFAAVWNYTLFKAQIDVYDGGNRNLQSCGLYVAFLPDYMTIGNAWVAEFFATAFFVGGIFAITDKLNAGAIYFAPVALGLMITGIGFSFGSLSGYSMNPARDAGPRIFTAMAGWHSIGFTGTQHFFWVVWTAPFVGAVVGGFIYEFFACTTPKKSFH*
Basme289817 MQRFLNAGALGNLRSSNREYIAEFFGTFVFVSFIIGVVQQCKMEIGGYSAVGNTICWGVGFGFMLGLYMCAGISGGHINPAITLTMAVNRGFPWRKVPWYMLAQILGAFCSALLNYTYFHAQIVKFENGHRGIESAGLFAAFLPEYMSIGSAFYAELVNTAFFAASIFAITDKLNAGATHYAPLALGMMITGIGLSFGSLTGYSMNPARDMGPRIFMSIAGWGDVPWVGGQHFFWVPWIGPAVGAVVGGFLYEFFACSTPKKMFK*
Basme318284 METSRFAPDTFVSLGATEHRPHEAAFNAGNGLPISVDHVASLGHHITRSRQASLNAIPHRKSLSGVPIPEFHPDIVADEDHLTLEQMFDWSEFRSISVWRSGVAELFLMALYVMVSGGVTVWATQVGGPVVSLDVGLGVFVTLTLFIMATAAISGAHFNPMITWTAVFTKLCSIPRAVIYLFMHIIGALLGGAFLRVCCGPTVTASTKLGSWGFDPSVVTVGQAFCLEFLFSWSYIWITWGTAIDPKQQKVFGPVIGPVCVGLALGLNIFVSGGLTPGFGGAGANPAKFLGLAVAANNYQQHWIPWIAPLLACIVQGAIYWVAPPHHEAEKSKKD*
Basme374593 MSEIEAGQHTEHDSLLGNRSQALNKWDHFKSEHKPALAEFLGTFVLVLFGLGVNAQNTFNSGASESAYLSNNIGWGLGLAAGIYVSGGVSGGHLNPAVTVAMAYLRKFSWNRVLSYIVAQFFGAFLAAVVVYHVYSPAFAELDENKASLAFAGIFATYPQPFNTIGSAFFAEFVGTAALTLGIFAITDERNNQGKGYVALAIGLHLTAVGISLGWMTGYALNPARDFAPRLFTALYGWGWQVFYAHSYYFWVPVVAPYVGGVAGGVLYNLFILS*

Coemoj472274 MNWPAFDFRYKFRDYLAEFWGTFILIFFGDGVVAATTFNKANAQSAYLAVTFGWGIGLTMALYCSMGISGGHLNPAVTFANAVFGKFSWRKVPGYILSQLLGAFVAAATLYGIYKDQFDVFDGGERQLMGDMGTGGIWCTYAKPGNGKFFSAWSEIVNTAVLLFVIYSIGDDRLTPAKNHLPIAIGLLVFAIGNCTGWVTGYAINPARDFGPRVFSTILYGSEPFTYGGHYFWVPTFMPFVGAICGIFIYQFFIVPEPKTKKD*
Coemoj499325 MASLRNVAAPYWAEFIGTLLLTLIGLGATTQNILNDQSSEALHSSVAWGIAVTLGIWVTEHVSGGHINPAITVARAIFSGFSLPKVIGYLVAQSLGAFAGAFVVWLNFIGPLSHIKHDSGLHPAAHAFITSNDTWPGLINEISASFIFVIAVFAISDQMSNAKNIAPLALGLAFTGASLAVSSPLQLALNPARDFGPRVFAAFAYGWDVFSDHSFYFWVPIVGPFVGAILGAFVYEWLVKRDAEYHHSLEEGN*
Coemoj504042 MASLRNVAAPYWAEFIGTLLLTLIGLGATTQNILNDQSSEALHSSVAWGIAVTLGIWVTEHVSGGHINPAITVARAIFSGFSLPKVIGYLVAQSLGAFAGAFVVWLNFIGPLSHIKHDSGLHPAAHAFITSNDTWPGLINEISASFIFVIAVFAISDQMSNAKNIAPLALGLAFTGASLAVSSPLQLALNPARDFGPRVFAAFAYGWDVFSDHSFYFWVPIVGPFVGAILGAFVYEWLVKRDAEYHHSLEEGN*
Coemoj504067 MASLRNVAAPYWAEFIGTLLLTLIGLGATTQNILNDQSSEALHSSVAWGIAVTLGIWVTEHVSGGHINPAITVARAIFSGFSLPKVIGYLVAQSLGAFAGAFVVWLNFIGPLSHIKHDSGLHPAAHAFITSNDTWPGLINEISASFIFVIAVFAISDQMSNAKNIAPLALGLAFTGASLAVSSPLQLALNPARDFGPRVFAAFAYGWDVFSDHSFYFWVPIVGPFVGAILGAFVYEWLVKRDAEYHHSLEEGN*
Coemoj467721 MAPYFAEFIGTAVFVLMGCGANLTYTVLTSNAESAWVGNALGWGIGLMLGVFVAGGVSGAMLNPAVALSFAGYRGLPWIQVPFYFFAEFAGAFVGALLAYACFAHSLDPFDGYNRQIYGPFGSAGAFGNFARPFIGNGAAFLSEAVGTGLLVLGIFAITDTNNFPARSCTPIAIGLLLTGLALSIGYPTGYSFNPARDLGPRCAAAIWYGSGVFTFHGSYTWVPVAAPMAGGILGATAYEALIVSRRAVVEDTESVSSSEHSSVSLE*

Allma37 MTNGSPNRTMVDLEVGLAADETLTRQPAPTLKIDTAAAAAAPSPATALTRFQTTYREYLAEILGTFMLVLIGEGSAAQSVLSNGAAGDALSVRVGFAAGIFLGVLLAGDISGGHLNPAVTFAMAVHRGFPWRKVPFYIVSQGIGAFLGSLVVYVCYLNGIQNADGGIRTVPDWTLEPGSPATTAGIFATYPAPYMSTGGAFLVEMVGTMVLVLGILGATDPRNGMAKKLSPPVAVALSILAVGVALGGETSFAINPARDFAPRVMLALAGYGSQVWAACSYYFWVPFIAPYVGGTLAGFVMQLFCSWPAAETIESPTTAVDDHAAAAMLKAPLLDSLETSALEETVVIR*
Allma5232 MTNGSPNRTMVDLEVGLAADETLTRQPAPALKIDTAAVAVASSPATALTRFQATCREYLAEILGTFMLVLIGEGSAAQSVLSNGAAGDALSVRVGFAAGIFLGVLLAGDISGGHLNPAVTFAMAVHRGFPWCKVPFYIVSQGIGAFLGSLVVYLCYLNGIQNADGGVRTVPDWTLEPGSPAPTAGIFATYPAPYMSTGGAFLVEMVGTMVLVLGILGATDPRNGMAKKLSPPVAVALSILAVGVALGGETSFAINPARDFAPRVMLALAGYGSQVWAACSYYFWVPFIAPYVGGTLAGFIMQLFCSWPATEAIESPTTAVDDHAAATAVLKAPLLGSLETSALEETVVIR*
Allma6889 MPVKPSLDPAFLKSLKGRRGWRTLRHHFREELAECLGTFILILIGIGSVCQTVLSEGSSGSPLAIRMGFFMAVVLAVFAAGSQSGAHINPAVTIALAVHKRFPWSKVPWYIAAQFIGAFFGAIVVYGNYINAITNADGGERTTADWDVSKDIHDRATAGLFTTFPAPYMDTVGAFFSEFLGTMVLVMGLMTITEARNPMAPTTYTPVAVGMVVLAIGVALGTETSFAINPARDLGPRIALAMVGYGSAVFVNFSYYFWVPIIAPILGAIFGGYLVRAFCDWGIDDSVV*
Allma7110 MTAGLRVRRLGALGFAAGITLVPGYLIAQGVGAFLGAADHLRACYVRAINHVDGGYRTVPSWTRPPNAYPTATAGIFATYPAQYMTTGTAFLVEMIATMIFVLGVLAATEPRNGAMAGLNKAVAVGISIFAVGVALGGETSFAINPARDFAPRIFLLMVGYGREVFSAFSDYWWVPMIAPPVGGVLAGIVMRVFCCWPTSAEEYGRADKHLFEDDLVEERDKRVADAKGYGVQDAPRARGRRSSSIR*
Allma8110 MADSKPTAASLEQGSLKVKGNALTRFQQQYREYLGEFFGTFVMLLFGDGVVAQTVLSNGSAGDHLSIHIGWCLAVVFGIYVSGHQSGAHLNPSVTVSLAVHQGFPWRKVPGYILAQMLGAFLAAIVVFLNYYSAIDAFDGGVRTVPQRNAPKEVSSIATAGIFATYPAAYMTTVGAFFSEFIATSILLAGIYAVGDARNSVAPKTYGPIAVGLLVLSIGVALGVETGYALNPARDFGPRLASFVCGYGADVFTAFEGYFWIPIVAPVLGGVFGGYLFKAFCFFGEADN*

Allma10988 MLGAFLAAIVVFLNYYSAIDAYDGGVRTVPQRNAPKEVSSIATAGIFATYPAGYMTTVGAFFSEFIATSILLAGIYAVGDARNSVAPKTYGPIAVGLLVLTIGVALGVETGYALNPARDFGPRLASFVCGYGAEVFTAFEGYFWIPIVAPVLGGVFGGYMFKAFCFFGEADN*
Allma12960 MSDTNHQTNYTATVDLDEASPPLVLQTLYPSVPHAPWWQRAHIALREYLAEILGTFMLVAVGEGAVAQTVLSKGEHGDALSVRFGFAAGITLGVLLAGDISGGHLNPAVTIAMAVHRGFPWTKVPGYLIAQGIGAFLGAAIIFACYIRGIDHVDGGHRTVPSWTRPPNAYPTATAGIFATYPAQYMTTGTGFLVEMMGTTVFVLGVFAATEPRNGAMAGLNKAVAVGISIFAVGVALGGETSFAINPTRDFAPRIFLLMVGYGSEVFSAFNDYWWNGPARCP*
Allma12961 MSDTNHQTNYTATVDLDEASPPLVLQTLYPSVPHAPWWQRAHIALREYLAEILGTFMLVAVGEGAVAQTVLSKGEHGDALSVRFGFAAGITLGVLLAGDISGGHLNPAVTIAMAVHRGFPWTKVPGYLIAQGIGAFLGAAIIFACYIRGIDHVDGGHRTVPSWTRPPNAYPTATAGIFATYPAQYMTTGTGFLVEMMGTTVFVLGVFAATEPRNGAMAGLNKAVAVGISIFAVGVALGGETSFAINPTRDFAPRIFLLMVGYGSEVFSAFNDYWWVPMIAPPVGGVLAGIIMRMFCCWPKSAEEYGRVNTHLFEDDLVEERGKRVTETNGKVRRTSGTRSAAELDPQMRRREISAETAATYLN*
Allma2905 MPVKPSLDPAFLKSLKGRRGWRTLRHHFREELAEFLGTFILILIGIGSVCQTVLSEGSSGSPLAIRMGFFMAVVLAVFAAGSQSGAHINPAVTIALAVHKRFPWSKVPWYIGAQFIGAFFGALVVYGNYINAISNADGGERTTADWDVSKEVHDRATAGMFTTFPAPYMDTVGAFFSEFLGTMVLVMGLMTITEARNPMAPTTFTPVAVGMVVLAIGVALGTETSFAINPARDLGPRIALAMVGYGSAVFVNFSYYFWAQSSAGVWCARSATGVDDNVV*

Allma16284 MPSAPFQKLSQFGDPEVPAQTAILVDDTQQRSPSRAPMLQGPATPPPAQGPAERVAAAADSFLDQFSWMNSHRKVLLRAVLGEGLVTFLFLFIVCATHVNHVRSQTPDSLVLSAISTGFASIALIYSFADVSGAHFNPAVTFATIVTGKTSPTKGALYIAMQLFSAIMATVFVKAVFPKAMDGASTLQLLFVDVGTGSDAFRAFGMEFILTFILVYVIFATAFDTVDSSSAIKVETEVDEHGLPASPTPTQQQRTGAGRNLTIYTTSGNTKAGFAPLAIGMTLGFLCFIGGTVSGGAFNPARVFGPAMVGGYWNNHWVYWLGDFCGAAVAGFTQSFFAHRPVQSSVTH*

Glopol625454 MPYSLAIRCLSEFLSTAVFICLGNGVVANELLAATKGQSMGFGFVSIGFGMAVGFAATMFGHISSSMNPALIVAAWVKGSLPFSEIWPLMFSAIAGAFFGQVLVFLLYLPHYNVVPQLEDFETITESVNVLKEHQSDGESALRLSSHKHSMASLKNNDKSTKENEIYLAAVEADQAKKLSTCSTRPAIDAPVYNFICEFIGTFILSFGGSLIDDRLTIDPDTLTTSIYSRGLSPLITSFFIMTLVMVLGGPTGFSANPARDLGPRIAHALLPINGKGPSEWRYSLISNSAVFCGAIVGALAYKLFRSTVY*
Glopol119922 MSPTQEINIEAGNNQTKKFEPKELLGDFVAAIAELIGTTFFIFLSLTAVQSAVTLGSTNAGSLSASVILLIATAFGLSLMVSIAMVAHISGGHLNPAVTIALAAFGLVSIPRAAMYIVAQCIGATLGAVFTIMVTPGPLLGYNAVNPAVGQSGAIVAEILLTFVLVITVFMTAVEGKMNPGVAPMFIGLSVFVIHLAGIPIDGTSVNPARSFGAALISGKWADQIVFWLGPIIGGLLAAGVYKFFKVFA*
Glopo539730 MTASTGFTEIKDTNEISPTRLENGAASSPDAEFSEVPPDELWSWNPVDWYHGIKKEIAEFDFQMTEKKRVLIRAMFGEGLVSFLFLFIVMATAVNNGRQENPENLVLGCISTAFASVALIYSFADVSGAHFNPAVTFATMITGKVSVKKGFGYIGVQLLASIFATLALMAVFPGVGGNGPFSIPEYVVVDVDAQTHLANAFFMELILTFILVYVIFATAFDTVDTKGVKVQADGVKDDHSGNNLTIYTTSGNTKAGFAPLAIGFTLGFLGLIGGTVSGGAFNPARAFGPTLLSGKGWKNHWIYWVGDLIGAGLAGFAQSNFAHEAQQHSANLKTKGKVV*

Hyacur714381 MSAPQPYAKLPSGAILEMQPTPVGRSGFQAVREGDGGAAGGAPESEARSWFGGAKTDPANFEMNEKRKVLVKAVAGEFLVTFFFLFSVMSAGVNSMRSGNGEAVLPAIVTGFVGVALVYAFADVSGAHFNPLVTFATMVTGKTSVKKGLAYIFVQLLASVGATLWLRVVFPAPVVAGAPTAAQLAVVSVPPGSNPFNAFLMELTLSGILAYTVFATALDTVDTTNRIAFAPSAPLDQSVGRNLTIYATTGNSKAGFAPIAIGLCLGALCLMGGSSSGGVFNPARAFGPALVSGRWEYQWLYWIADLSGAAVAALVQSLLAHKAVQSSGEATAGSS*
Hyacur613526 MASFASAAPLAHHDRAEPHHHHHERNEATTAPAAEPLDAEPLDAGPREWRRFLLPYAGEFLGTLTLTLFGIMAVSAGVLTGSLVGTGQVAIVWGIGVALSIYTTASVSGAHLNPAVTFMFALFKRYSGFPWARVPGYFLAQFLGAFVAGLLNWAMYYPYIDLFDATNGIVKGTPESALSAMVLPQYFPNQAVYTGLRSSAPASFAFPTQAQLIGPGQAFFAEALGTAILCYVIVALTDRCNTSLSQQFAPMLIGLTVTALICTLAPISQAGFNPARDFGTRVVAYIAGWGAAAIPGPQDAWWVYVVAPFVGAPVGAGVFFFILRKPDEYCELKDKCE*
Hyacur661765 MLYSGFLARRSAIGCSDGVHRHRAGPVNGPPPPHGLPTAPAPASGGRCGARPVLRMAKFELKLPALFGGGGAPPAGKRAARKGPRLPRDLPVAKYPPGLRGKMAKEAVQGLGELIGTVLFLFCGFGALESAATIEANAGMTNLTVAFGFGIGLLVNCWVFFRFTGGLFNPALTFAVFASNPRTFGWRRFIIYTAAQLAGGIAAAAMADACFPTNNVVTVNFPDNGTTAGQATVLELIGTYLLTSVVLMGAVEKSRATFLAPLAIGLTLFVVVLILNPFTTSAINPAKALGSAVVSGFWLNHWVYWVGPYSGALLAVLFHTALRMLDYQSMNGGVDDFDFTALRPAEPGPGEDEDELIAPEADEEADAEPKARQAGQPGKREAGGESAVGLLDDAAEA*
Hyacur673571 MSFVLFGLKLTPGKWEPQHKLLKEFIQACGEFVGMAAFVFCGIGGANSALRLNNPGNLDPNGENPVTLILNDTAVQLIAWCFGMGLCINIYAFYRYTGGVFNPAVAFSLFAIGAMSWTKFLMYVIAEMLGATVGAAFIRLLYPADVNGNRILGVNGVAPGVGVWQAVGIEAFGTFLLCFVVLMMAAERNHSRPLAPLVIGLTVYACHLLLIPYTGCSVNPARSFGAALAAVNFTYQWVFWVGPLIGSLVAVAVYGFAKAWDYAALNGAQDEDETVERILSGQEKIAHGATVAQAADFAEGECRLWRGRTQDGQRVQPHLRSPGEPRRPRRG*
Hyacur685027 MADQLEPAEAGGGGGRRPSFSTPTDVPLKQSGYAQDDVKDLRLDLYRAQGRTTIVDQYGAKDGAVAQRMAAAEPVGDGKDGPAMPLSPLPAGTMPPEADERRPSAAPTAYSHYRGWLRFRMDYKGYFGEAIGMAVTIALALSAVAQVELAGGEKGGILSVAFGFGFAFMFGIIVCGGVSGGHLNPAVTIVLATFRGFPWRNVPGYILAQTVGAFIGAAVVYLIYYPAFAAFDNGCYGVPNTNTCSKASAGVFGTYPPPPFSWYSGFINEFVGTAILVTIVFATADSKNAPPTAYGALAVGFLVFQMVNSFNWVSGPALNPARDFGPRCFSAIIYGSAVFSSTSYYFWVPIVAPVLGGLFGAGLYDFGLMQDIAPTSPAMYEFIP*
Hyacur714401 MAALEENRRLLNDPADSAATFPAEAPKRRLGWGLDEPGLAKAVLGEFVVTLLFLFAAMANGVDGARSGGRDALSGAVVVGFIATALIYSFADTSGAHFNPLVTTALLLRGKVTVGKAAAYIGVQLIAAVVATLLLLVVFPAASEGFPSAAQLAVVAIPRGSSVGRALLMEIALSAILAHVVLATAAFPADKAKAPFAPLAIGLTLGALSMLGGTSSGGAYNPARVFGPAVVTGTFDGHWVYWVGDLAGAAAGAGLQLLIMSLA*
Hyacur423580 MSSADGAKVEAVPMPLEGAKDSTAVAVPTTLAPKASRTATSTAETRGGTAAAFVNQYGDKDQVREILQHPQRVPTRTPTIGALELPPATEIVPKPRTYLAKFKYAIAPWKDLIAEFFGTMVLIIFGCGVVSVVVLSGGANGDSNTIYWAWGWAVMMGILVSGGYSGAHLNPAVTLSLFVWRGFPARKVVPYWGAQLLGAFTGAAVVYWNYYPAFVHFNGVTNGGAFVVNGFQTGTQVPTAGVFATYPADFINNGNAFVSEMIGTALLLFVIFATGDAKNAAPTAYGALAVGALIMALGMSWGWLTGYALNPARDFGPRAFSAIVFGPKVFQAYGYYFWVPVVGPLVGAVVGGGLYEIFLMSEADEA*

Neoca195738 MIRNLQGNSGLIGNLPNVPSIKTCSYANTNLCVKEGSDICTNNLRKCTEDDFKKVEEFKANSDKKNNSNSNNSNNNSTDNNDSNNSSNDGKSDSGSGISVGVIILIIALVLLAIIGAVFFYRKKKNDQEEEDDDKMIRSLSKKNILPLDSQASSSSPQSPKPEKSFVVLSHVEEDDSLPPKLTIDENIFNYVDVNAKANLSLHEDSKISRASTGINQEQYQNQIQYQNLLNNQSYYLS*
Neoca702287 MKQYEYGEDSKSNIIKDCISAIGEFVGTTFFVFMGISSVNSAFHSMQTKNLDNIAYIQDVTNSTVVNRGEATGADPASQIQIAFGFGIGLMCMVWAFYRISGGHLNPAVTLGLFCSGAVPPVKAVLYIIGQLCGGMLGALFAKILFPKPYDGITRGANGIGDDKSVTAGFFLELILTFLLVFVVHMLALEVNNARNVAPFVIGAIVFVGHLIAIPITGTSMNPARSFGASVVANQWDDHWVFWIAPLCGGILASICYKIFSFFNIQALNGNQDHTTAMVYDNKAIPVNSVESLPQ*
Neoca708696 MKQYEYSGEDSKSDIIRDCISALGEFVGTTFFVFMGISSVNSAFHSMQTENVDNIAFLKDVTNSTVINPGYATGASPASQLQIAFGFGVGLMCMVWAFYRISGGHLNPAVTLGLFCSGAVPIVKAVLYIIAQICGGMLGALFAKILFPKPHDGVTRGANGIPDGRSVTAGFFLELILTFLLVFVVHMLALEVNNARNVAPFVIGAIVFVGHLIAIPITGTSMNPARSFGASVVANQWDDHWVFWIAPLVGGILASICYRIFNYFNIKALNGSQDHTTAMEYGNNPMAINSTESLPH*

XXVIII Microsporidia Ordospora pajunii Ordpa4284 MAGEVLKGVQSAFGEMFASFVFGFAVYSALLGSALSLQSAASVVIALTVGFSGVGVIYSFCDVTVAHFNPAITLTAILTGKLGIIRGLGYILAQYIGFILAVCALLPCSPLEYKATLDVIRPKPADFGGDNLNIFWSEFFFTAILVHIAFAVGVNPYKPKVDVDGNFVNPEEDEPVDRRVTAPLCIGLTLGFLAFLGLATSGGVFNPALLFAPVIMSNTWTKFWIYCTAEYSGGLIGGLLQVFVLYKISY*

XXIX Cryptomycota Paramicrosporidium saccamoebae Parsa3432 MPKIDAHYMRRVAAEFLVTYLFIFTICCNGLNDARSGGVGGDVRSGVSTGFAAVALIYCFGGLSGAHFNPAVTVGAMVGQKMDFLTGSIYIGVQTLAGMAAVASLIALFPEAKGATLKALQLSVPEGVSTWQVVAMEFVLSFMLVMVIYGSAMGLKTVITDTDIESQDEKAELISINKMRLNFAPIAIGLALGYLCFLGGSISGGAFNPSRATAPVILEGKFTGLWMYWIGDCAGGAAAALVYNYVLTN

XXX Aphelidiomycota Amoeboaphelidium protococcarum Amopr8850 MSNSGFVRIDDRQQDPLSQNAGFVDDDDDNLSLQSQDLDNPTSAGINSTRQAASLSLQQKSANIQAAMGNVVNRVQDTIPQNFAEQRKKLFNLDEFKAANRKVMIRAAAAEFLVTLIFIFVVCAVGINVTRAGHADQEGTVVGGLATAFCAIALIYSFADVSGANFNPAVTFATIVTGKTTLAKGLVYIGMQLSASLIAMLLLTIVFPPSVAADGTVTSVVSSLVVSPAADTNLARALVMEIILSFILVYVIFATAFDTVNSDHTDVKLIDARGNEIKDPQAAKKNAKMTIYTTTGSSKAGFAPLSIGLTLGFLCFLGGSVSGGAFNPARAFGPALCSWNGNYLWLYWLGDFTGAGLAGLVQQKFFSIANQKK

I Pucciniomycotina Cronartium quercuum

II Ustilaginomycotina Ustilago maydis

III Agaricomycetes Mycena alexandri

IV Dacrymycetes Dacryonaema rufum

V Tremellomycetes Fellomyces penicillatus

VI Wallemiomycetes Wallemia mellicola

VII Pezizomycetes Gyromitra esculenta

VIII Orbiliomycetes Arthrobotrys oligospora

IX Eurotiomycetes Aspergillus aculeatus

X Dothideomycetes Periconia macrospinosa

XII Lecanoromycetes Usnea florida

XIII Leotiomycetes Cadophora malorum

XIV Sordariomycetes Trichoderma atroviride

XV Xylonomycetes Xylona heveae

XVI Saccharomycotina Lipomyces orientalis

XVII Taphrinomycotina Taphrina populi-salicis

XVIII Glomeromycotina Geosiphon pyriformis

XIX Mortierellomycotina Mortierella alpina

XX Mucoromycotina Rhizomucor pusillus

XXI Zoopagomycotina Cunninghamella_echinulata

XXII Entomophthoromycotina Basidiobolus meristosporus

XXIII Kickxellomycotina Coemansia mojavensis

XXIV Blastocladiomycota Allomyces macrogynus

XXV Chytridiomycetes Globomyces pollinis-pini

XXVI Monoblepharidomycetes Hyaloraphidium curvatum

XXVII Neocallimastigomycetes Neocallimastix californiae


