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Figure S4. ROC curve analysis study of the role of the component of Qoppa from global
analytical parameters (Qc, panel a) and from response biomarkers (?s, panel b) as a clas-
sifier of the risk of development of metastasis de novo in patients with no metastasis at

sample collection. For each case, the 95% confidence interval and p-value for comparing
the ROC curve against no discriminatory ability (AUC=0.5) using the Mann-Whitney U

test are also shown.
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