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Figure S1. The Genomic context of MEISI.
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Figure S2. The specificity expression of MEISI in single cell. (a) The single cell type spec-ificity

f MEIS1. (b) The specificity expression of MEIS1 in blood & immune cells.
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Figure S3. MEIS1 gene expression level in 16 tumor tissues and normal tissues in GEO database. ****

P<0.0001; ** P<0.01; * P<0.05.
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Figure 54. MEIS1 expression level in different pathological stages of THCA, BRCA, CESC, UCEC,
DLBC, ESCA, HNSC, Kidney Chromophobe (KICH), LUAD, LUSC, UCS, PAAD, READ, SKCM,
STAD, TGCT, BLCA, CHOL, and OV (P>0.05).



